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MEPEYEHDb MJIATHBIX MEAULUUHCKKUX YCIYT 000 «MEJOK»

¢

Ycnosus npenocraBiieHUA MIATHLIX MEOULIMHCKUX yCIyTr

v TlnaTHble MefULMHCKME YCAyr MpefoCcTaBAslOTCA B COOTBETCTBUM C ULEH3MER Ha OCYLECTBAEHUE MEeAULMHCKONM AesTenbHocT. OcCHOBaHWeM ans
npefocTaBNeHUsa MeULIMHCKUX YCAYT aBAAeTCs L0DpoBoibHOE BONleU3bsBeHe NoTpebuTens o nprobpeTeHnn MeAULMHCKUX YCIyT.

v 000 «MEJJOK» obecneuviBaeT cOOTBETCTBME NpPeLoCTaBAeMbiX MEOULMHCKUX yCNyr TpeboBaHWAM M CTaHOapTaMm, yCcTaHOBJIEHHbIM 3akoHoAaTenbcTBoM PP 06
OXpaHe 3[4,0poBbSA rpadkiaH.

Mopsapok u popMa NpefoCTaBNeHUs MIATHBIX MEAULIMHCKUX YCAYT

v TlnaTHble MeQULMHCKUE YCIYTH 0Ka3biBAIOTCS Ha 0CHOBE 3aK/IOUYEHHOMO JOrOBOPA 0OKa3aHUs MNaTHbIX MeAULMHCKMX YCAYT, pernaMeHTUpYIoLiero yCaoBus 1
CPOKM NpefocTaBNeHUs MeAWUMHCKUX YCIyr, a Takxke MpU Hanuuuu UHPOPMMPOBAHHOIO [0O6POBOSBHOIrO corflacma notpebutens Ha MeOuLMHCKOe
BMeLLaTenbCTBO. ¢

v' 000 «<MEJJOK» npepocTaBnseT notpebutenio no ero tpeboBaHmio:
= pHbOpMaLMI0 0 COCTOAHWUYM ero 340pOBbA, BKIKOUYas CBefeHusa 0 pesynbTaTax obcfiefioBaHuUs, AuarHo3le, MeToax JSleyeHUs, CBA3aHHOM C HUMU pUCKe,

BO3MOXHbIX BapuaHTax v NoCNeACcTBMAX MeAULIMHCKOro BMeLlLaTeNbCTBa, OXKMAAEMbIX pe3ynbTaTax leueHus;
= yHbopMaLMio 06 MCNosb3yeMblX IeKapCTBEHHbIX NpernapaTax v MeJUUUHCKIX U3AenusX, nokasaHuax (MpoTreornokasaHuax) K npuMeHeHnto;
= CrpaBKy YCTaHOBJIEHHOW GopMbl AN NpeabaBieHns B Hanorosble opradsl PO 06 onnaTte ycayr ana nofyvyeHns coumaibHOro HanoroBoro BbiyeTa.

[Mopapok onnarsl MEAULMHCKMX YCAYT

v PacyéTbl oCyLLecTBAAITCA NYTEM HalMUHbIX Unu BesHanuuHbIX nnatexei. [loTpebuTento, B COOTBETCTBMM C 3aKoHoAaTeNnbcTBOM PO, BbIZAETCS LOKYMEHT,
MoATBEPXKAALLMIA MPOU3BEIEHHYIO OMNNaTYy. :




000 MEAOK

NMPEUCKYPAHT HA
MEAULIMHCKUE YCAYTU

Henicteyet c: 01.07.2026

LieHa

Kopa ycnyru HanmeHoBaHue ycnyru ycnyrum

Amb6ynaTopHbIi

npuem\I'MHEKO/10T
MepBuYHbIA Npuem
[Mprem (ocMOTp, KOHCYNbTaUMs) Bpaya-akyLuepa-

B01.001.001 rMHeKorora NepBUYHbIN 9000,00 pyo
[Mpuem (ocMOTp, KOHCYNbTaLMSA) Bpada-akyLlepa-

B01.001.001 rMHeKosiora NepBUYHbIN 5200,00 pyo
Mpuem (ocMOTp, KOHCYNbTaLMS) Bpada-akyLlepa-

B01.001.001 rMHeKosiora NepBUYHbLIN 5200,00 pyo
Mpuem (ocMOTp, KOHCYNbTaLMS) Bpada-akyLlepa-

B01.001.001 rMHeKosiora NepBUYHbIN 4200,00 pyo
Mpuem (oCcMOTp, KOHCYNbTaLMS) Bpada-akyLlepa-

B01.001.001 rMHeKorora NepBUYHbIN 5200,00 pyo
Mpuem (oCcMOTp, KOHCYNbTaLMSA) Bpaya-akyLlepa-

B01.001.004 rmHekoriora 6epemMeHHON NepPBUYHbIN 5200,00 pyo
Mprem (ocMOTp, KOHCYNbTaLMA) Bpaya-akyLlepa-

B01.001.004 rmHekoriora 6epemMeHHON NePBUYHbIN 4200,00 pyo
[Mprem (ocMOTp, KOHCYNbTaLMs) Bpada-akyLlepa-

B01.001.004 rmHekornora 6epemMeHHON NEPBUYHBIN 4200,00 pyo
Mpuem (ocMoTp, KOHCYNbTaUusa) Bpaya-akyLuepa-

B01.001.004 rmHekornora 6epemMeHHON NEPBUYHBIN 5200,00 pyo6
MepBUYHLIN Npnem (0CMOTp, KOHCYNbTauus) MmaBHoOro

B01.001.001.001 Bpaya akyLuepa-ruHekonora 5700,00 pyo6
MepBuYHLIN Npnem (0CMOTp, KOHCYNbTauusa) Beagywero
Bpaya akyluepa-ruHekonora BEPEMEHHOW ¢

10.107 ocopmnernem OBMEHHOW KAPThI 5200,00 pyo6
lMpuem (ocMOTp, KOHCYNbTaLMsA) Bpaya-akyLlepa-

B01.001.004 rmHekornora 6epemMeHHON NEPBUYHBIN 4200,00 pyo
[Mprem (ocMOTp, KOHCYNbTaLMSA) Bpaya-akyLlepa-

B01.001.001 rMHeKosiora NepBUYHbLIN 3100,00 pyo
MoBTOpHbIA Npuem
[MoBTOPHBIN NpUem (OCMOTP, KOHCYNbTaLMs) Bpada

B01.001.002 aKyLepa-rmHekorora 3600,00 pyo6
Mpuem (ocmoTp, KOHCYNbTaUuUsa) Bpaya-akyLlepa-

B01.001.005 rmHekoriora 6epemMeHHoON NOBTOPHbIN 3600,00 pyo
Mpuem (ocmoTp, KOHCYNbTaUuUsA) Bpaya-akylLluepa-

B01.001.002 rMHeKoriora NoBTOPHbIN 4600,00 pyo
Mpnem (ocMoTp, KOHCYNbTauus) Bpaya-akyLuepa-

B01.001.002 rMMHeKoriora NoBTOPHbIN 4600,00 pyo
Mpuem (ocmoTp, KOHCYNbTaUUs) Bpava-akylLluepa-

B01.001.005 rmHekoriora 6epemMeHHoO NOBTOPHbIN 4600,00 pyo
Mprem (ocMoTp, KOHCYNbTauus) Bpaya-akyLuepa-

B01.001.002 rMHeKoriora NoBTOPHbIN 3900,00 pyo
Mprem (ocmoTp, KOHCYNbTaUuUsA) Bpaya-akylLluepa-

B01.001.005 rmHekoriora 6epemMeHHoO NOBTOPHbIN 3600,00 pyo



B01.001.005
B01.001.005

B01.001.005

10.106

90.27.3

B01.001.010.001

AmbynaTopHbIi
npuem\TEPANEBT

B01.047.001

B01.047.002

B01.047.001.010

B01.047.001.011

A05.10.004.001
A05.10.006

AmbynaTopHbIii
npuem\dHOOKPUHONOI

B01.058.001

B01.058.002

B01.058.001 010

B01.058.001.011

AMbynaTopHbIii
npuem\MAMMONOr

B01.027.001

B01.027.002

B01.027.001.010

B01.027.001.011

Mpnem (ocMoTp, KOHCYNbTauus) Bpaya-akyLuepa-
rmHekoriora 6epemMeHHON MOBTOPHbIN

Mpuem (ocMOTp, KOHCYMbTaLMSA) Bpaya-akyLlepa-
rmHekornora 6epemMeHHON NOBTOPHbLIN

[Mpuem (ocMOTp, KOHCYNbTaLMsA) Bpaya-akyLlepa-
rmHekonora 6epemMeHHON NOBTOPHbIN

[MoBTOpPHLIN NpreM (OCMOTP, KOHCynbTaums) naBHoro
Bpaya akyLuepa-rmHekonora

[AuncTaumnoHHbIi npuem

JncTaHuMoHHaa nHdopmaLmMoHHas nepBuYHas
koHcynbTaumsa (OHITANH) ruHekonor

OnctaHunoHHas noBTopHas koHcynbTaumsa (OHJITANH)
rmHekonor

MepBuYHbIA Npuem

MepBWYHBIN Mpuem (OCMOTP, KOHCYNbTaUus) Bpaya
TepanesTa

MNoBTOpPHbIN NpUem

[MoBTOpPHbIN Nprem (OCMOTP, KOHCYNbTaums) Bpaya
TepanesTa

[AncTaunOoHHDbI Nnpuem

AncTaHumoHHas MHgopMaLmMoHHas nepsryHas
koHcynbTaums (OHJTAMH) TEPAMNEBTA 3
OnctaHunoHHas noBTopHas koHcynbTaumsa (OHJTANH)
TEPAMEBTA

®yHKUMOHANbHAA ANArHOCTUKA

Pervctpauuns n paclumndpoBka aneKkTpokapguorpamMmmbl
(3KTI)

Pernctpauus anekrtpokapguorpammbl (OKI)

MepBuYHbIA Npuem

MepBUYHLIN Nprem (OCMOTP, KOHCYNbTaUus) Bpaya
3HAOKpUHoNora

MosTOpHbI Npuem

[MOBTOpPHbIN NpeM (OCMOTP, KOHCYMNbTaLmMs) Bpada
3HAOKPMHOIOra

AuncTaunoHHbI npuem

JncTaHuMoHHasa nHdopmaLmoHHas nepBuYHas
koHcynbTaumusa (OHNANH) QHOOKPUHONOTA
JAncTaHUMOHHas noBTopHas koHcynbTauma (OHMANH)
OHOOKPUHOINOTA

MepBuuHbI npuem

MepBrYHBIN Npuem (OCMOTP, KOHCYNbTaLus) Bpaya
MaMMOJIora-oHKosora

MoBTOpHbINA Npuem

[MoBTOpPHBIN NpreM (OCMOTP, KOHCYNbTauuMs) Bpaya
MaMMOJIora-oHKosora

OucTaumMoHHbIN Nnpuem

[JuctaHunoHHas MHcpopmauMOHHaﬂ nepsnyHasd
koHcynbTaumsa (OHJITANH) MAMMOJIOTA 3
OnctaHunoHHasa noBTopHas koHcynbTaumsa (OHJTAKH)
MAMMOIOTrA

4600,00

4600,00

3600,00

4900,00

3600,00

3100,00

3600,00

3100,00

3600,00

3100,00

2200,00
1600,00

3600,00

3100,00

3600,00

3100,00

3600,00

3100,00

3600,00

3100,00

py6
py6

py6

py6

py6

py6

py6

py6

py6

py6

py6
py6

py6

py6

py6

py6

py6

py6

py6

py6



Amb6ynaTopHbIi

npnem\NCUXONOMMYECKOE

ConPOBOXAEHNE

A13.29.006.001
Y3U - AKYWWEPCTBO
A04.30.001.001
A04.30.001
A04.30.001.011

A04.30.001.003

A04.30.001.004
A04.30.001.005
A04.30.001.006
A04.30.001.007

A04.30.001.008
A04.30.001.009

A04.30.001.010
A04.30.001.002
A04.30.001.002.001

A04.12.024.001.002

A04.12.024.001.003
A04.20.001.004
A06.03.040

A04.12.024.001.001

A04.12.024.001.004

A04.30.001.012
A04.30.001.009.001

A04.30.001.009.002
A04.20.001.004.001

Y3U TMHEKO/10TUA

A04.30.010

A04.12.022
A04.30.010.003
A04.20.003
A04.30.010.004

Y3U OBLLEE
A04.22.001

A04.20.002

OucTaumMoHHbIN npuem
MHaneuayanbHoe KIMHUKO-McUMXorornyeckoe
KOHCYNbTUpOBaHue

Y3W gnarHocTtuka 6epemeHHocTM Ao 13 Hepenb

Y3W onpegenexune cepauebvenns nnoga

Y3W onpegenexve nona nnoga

Y3W ckpuHuHr 1 TpumecTtpa 6epemeHHocTn ASTRAIA (
11-13,6 Hepgenb)

Y3W CKpUHUHT 1 TpuMecTpa MHOTonI04HON
oepemeHHocTn ASTRAIA ( 11-13,6 Hegenb)

Y3W ckpuHUHT 2 TpumecTp 6epemeHHocTu ( 19-21
Hedenb)

Y3W CKPUHWUHT 2 TPUMECTP MHOrOMMOAHON
b6epemeHHocTu ( 19-21 Hegenb)

Y3W ckpuHuHr 3 Tpumectp 6epemeHHocTm ( 33-35
Hedenb)

Y3W CKPUHUHT 3 TPUMECTP MHOrONII04HON
bepemeHHocTu ( 33-35 Hegenb)

Y3W akywepckoe Bo 2,3 TpumMecTpe BepeMeHHOCTU
Y3W akywepckoe BO 2,3 TpUMeCTpe MHOrOMNMI04HOM
bepemMeHHoCTH

Y3W nnopa 6epemeHHon 3D/4D

Y3W nnoga mHoronnogHon 6epemenHon 3D/4D

Y3 ponnneporpadusi MaTouYHO-NnaueHTapHoro
KpOBOTOKa

Y3 gonnneporpadusi MaTOYHO-NNaLEeHTapHOro
KpoBOTOKa (MHoronnogHass 6epeMeHHOCTb)
LlepsukomeTpus

PeHTreHorpadusi MOHHOrO COYSIEHEHNS
Jonnneposckoe nccrnefoBaHne KPOBOTOKa BO 2-M, 3-eM
TpumecTpe 6epeMeHHOCTH (MO NoKa3aHWsAM)
JonnnepoBckoe uccriegoBaHne KPOBOTOKa BO 2-M, 3-eM
TpumecTpe 6epeMeHHOCTU MPU MHOTOMNIOAHON
6epeMeHHOCTM (MO NOKa3aHWAM)

Y3W onpefnenexune cepauedbuenns nnoga (no
nokasaHusaMm)

Y3W Bo 2,3 TpumecTpe GepeMeHHOCTH (MO NoKa3aHUsIM)

Y3W Bo 2,3 TpuMecTpe BepeMeHHOCTU Npu
MHoronsnogHon 6epeMeHHOCTH (MO NOKa3aHUSAM)

LlepsukomeTpus

YnbTpasBykoBOe UccregoBaHNe OpraHoB Manoro tasa
KOMMIeKcHoe (TpaHcBarnHanbHoe u
TpaHcabaoMuHarnbHoe)

JonnnepomMeTpusi apTepun MaTtkm 1 andHnkos (npm Y3U
OpraHoB Maroro Tasa)

Y3W MblLLL, TA30BOrO AHAa

donnvkynomeTpusi

Y3W pybua Ha maTke

Y3U wntoBmnaHOM xenesbl U pernoHanbHbIX
nMMdaTnYeCcKmX y3nos

Y3W MOMOYHbIX XKene3 n pernoHanbHbIX NuMdaTnieckmnx
y3r0B KOMMJEKCHOE

3900,00

4200,00
2900,00
2900,00

5400,00

8000,00
5700,00
8500,00
5700,00

8500,00
5600,00

8000,00
6000,00
9000,00

3600,00

4500,00
2500,00
2500,00

3600,00

3900,00

2900,00
5600,00

8000,00
2500,00

4200,00

3500,00
3400,00
2200,00
2200,00

3500,00

4200,00

py6

py6
py6
py6

py6

pyo
pyo
py6
pyo

py6
py6

py6
py6
py6

py6

py6
py6
py6

py6

py6

py6
py6

py6
py6

py6

py6
py6
py6
py6

py6

py6



A04.16.001

A04.28.002
A04.14.001
A04.15.001

A04.28.002.005
A04.28.001
A04.12.001.002
A04.06.002
A04.07.002
A04.28.003
A04.21.001
A04.01.001
A04.04.001
A04.12.002.001
A04.12.002
A04.12.001.001
A04.12.001
A04.12.002.002
A04.12.002.003
A04.06.003
A04.12.005.003

A04.20.002.001
A04.23.001

A04.30.003
A04.14.002.001
A04.22.001.001

AmbynatopHble

maHunynaumun\r*MHEKO/10rnsa

A11.20.005
A11.20.002
A11.28.006.001

Al11.20.024

A11.20.024
A03.20.001.001
A11.20.040
A16.30.069

A15.01.001
B01.003.004.004
B01.003.004.005

B01.003.004.005.006

A16.20.059

A09.20.011

A11.01.002.001

B03.001.001

A11.20.015

Y3W opraHoB GpHOLLHOM NOMIOCTM KOMMJIEKCHOE (NeYeHb,
XEN4YHbIN My3bIpb, NOMKENyA0YHas XKenesa, ceneseHka)
Y3/ moueBblAeNUTENbHON CUCTEMbI KOMMIIEKCHOE
(NOYKM, MOYETOYHMKN, MOYEBOW NY3bIPb)

Y3W nedeHun n xenyHoro nysblps

Y3W nogpxkenyao4Hon xenesbl

Y3/ moueBoOro nysbips ¢ onpegeneHmeM 0CTaTouHOM
MOYM

Y3W novek n Hagno4Ye4HMKOB

Y3W noyeyHbix apTepun

Y3/ numdpaTtumyeckmx y3nos (ogHa rpynna)

Y3W crnioHHbIX Xenes

Y3/ opraHoB MOLLOHKM

Y3W npencraTtenbHom xenesbl

Y3W msarkux TkaHen

Y3W napHbIX cycTaBoB

Y3W BeH 1 apTepuin HMXKHNX KOHEYHOCTEWN KOMMEKCHOe

Y3W BeH n apTepun BEpXHUX KOHEYHOCTEN KOMMMEKCHOEe

Y3W apTepuii HWKHUX KOHEYHOCTEN
Y3W apTepuin BEpXHUX KOHEYHOCTEN
Y3W BEH HWKHUX KOHEYHOCTEN

Y3W BEeH BEPXHMX KOHEYHOCTEM
Y3W Buno4vkoBom xenesbl

Y3W 6paxmoredanbHbIX COCYyaoB

Y3W MONOYHBIX Kernes n pernoHanbHbIX nuMmdaTnyeckmnx

Y3MOB KOMMNMEKCHOE (N0 nokKasaHnsm)
HenpocoHorpadus

YnbTpassBykoBoe nccregoBaHne 3abpoMHHOTO
npocTpaHCcTBa

Y3W xen4yHoro ny3sblpsA € OLEHKON pyHLMK

Y3 wmtoBUAOHON Xenesbl No nokasaHusam

[Mony4eHne BnaranuwiHoOro Maska

Mony4yeHne uepBMKanbHOro Maska

Mony4yeHune cockoba 13 ypeTpbl

BBeaeHne nekapcTBeHHbIX NpenapaToB
WHTpaBarnHansHoO

BBeaeHne nekapcTBeHHbIX NpenapaToB
WHTpaBarnHansHoO

PaclmnpeHHas B1naeokonbnockonms

BynbBockonus

CHaTMe nocreonepaumoHHbIX LLIBOB

HanoxeHre noBs3ku Npy HapyLleHUn LLeNoCTHOCTH
KOXXHbIX MOKPOBOB (NepeBs3ka)

[poBeaeHwe annnmMkaLMOHHOW aHecTe3nmn
MposeneHue MHpUNbLTPaLMOHHAA aHeCTe3ns
lNpoBegeHue napavepsrKanbHON MHPUABTPALMOHHON
aHecTe3un

YpaaneHvne MHOPOAHOro Tena 13 Bnaranuiia
Onpepnenexune KoHLUEeHTpauun BOAOPOAHbLIX MOHOB
OTAEensAemMoro crnm3unctorn obono4km snaranuwa(PH-
MeTpus Brnaranuiia)

YpaneHue nogkoXXHOW ropMOHanbHOM CUCTEMBI
MMMNNAHOH

Komnnekc nccrnegoBaHuin o onpegeneHuto
GepeMeHHOCTH

YpananeHue BHyTpuMaTouHon cnupanu 1 kateropus
CNOXHOCTU

4000,00

4000,00
2300,00
2300,00

3300,00
3300,00
3600,00
2600,00
2200,00
4000,00
4000,00
2600,00
3600,00
6100,00
6100,00
3600,00
3600,00
4600,00
4600,00
2200,00
4600,00

3600,00
3700,00

3300,00
3300,00
3500,00

450,00
450,00
450,00

650,00

650,00

3500,00
3500,00
2500,00

2500,00
500,00
1500,00

2000,00
1900,00
650,00
8000,00
350,00

4000,00

py6

py6
py6
py6

py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6

py6
py6

py6
py6
py6

py6
py6
py6

py6

py6
py6
py6
py6

py6
py6
py6

py6
py6
py6
py6
py6

py6



A11.20.015.001
A11.20.014
A11.20.014.001

A11.01.002
A16.20.079
A11.20.023.001
A11.01.002.001
A16.20.005.001
A03.20.003.002
A16.20.020

A11.20.037

A11.20.037.001
A16.20.036.003

A16.20.036.003.001
A16.20.096.001
A16.20.096.002
A16.20.096.003
A11.20.011
A16.20.097

10.183

A11.20.008.002

AmbynatopHble
manunynaumn\AKYLUEPCTBO

A11.20.041
A05.30.001
A05.30.001.001

A09.20.002.001

AmbynatopHble
maHunynauun\OBLLIEE

A11.06.001.001
A11.20.010.003

A11.22.001.001
A11.30.024.001

A11.06.001.001
A11.20.023

A11.20.040.001

AmbynatopHble
manunynauun\nK

A26.01.017

YpnaneHvne BHyTPUMaTOYHON cnupanu 2 kateropmus
CINOXHOCTHN

BBegeHne BHyTpuMaTo4HOM cnvpanu (6e3 cToMmocTu
BMC)

BBeaeHvne BHYyTPUMaTO4YHON rOPMOHAaNbHOM CUCTEMBI
(6e3 cToMMocTn cucTemsl)

BBeaeHne nogkoXXHOWM ropMoHanbHOM cuctemsl (0e3
CTOMMOCTU CUCTEMBI)

Mannenb-6uoncusa aHaomeTpus

PacuexvBaHue nakrocTtasa (nog KOHTponem ysu)
YpaneHne nogKoXXHOW ropMOHarnbHOW CUCTEMBI
ByxmpoBaHue LepBrkanbHOro kaHana
ViccnegoBaHune maTtouHbIx Tpy6 (3XO-I'C)

BckpbiTe abelecca XXeHCKUX NoSioBbIX OpraHoB

®OTEK

Broncus BynbBbl/Bnaranuwia 1 kateropmm cnoxHocTu (1-
3 y4acTka) 6e3 CTOMMOCTU MMCTONIOMMYECKOro
nccregoBaHust MaTepuvana

Broncus BynbBbl/Bnaranuwa (bonee 4 yyactkos) 6e3
CTOMMOCTM TMCTONOMMYECKOro UccrefoBaHnst matepmana
JleyeHve wenkn maTkm paguoBONHOBbLIM METOAOM 1
KaTeropust CIioXXHoOCTu

JleueHue werkn maTkm pagnoBosTHOBLIM METOAOM 2
KaTeropusl CIioXXHOCTU

YpaaneHue koHaunom (4o 5 obpasoBaHuin)

Ypanexue koHgunom (6onee 5 obpaszosaHun)
Ypanexue kongunom (6onee 10 obpasosaHuin)
Buoncus wenkn matkm

Broncus werkn matku (3Kkcum3ns)

BeeneHue cuctembl 3onagekc

PasgenbHoe gnarHoctnyeckoe BbickabnueaHmne
LepBMKanbHOro kaHana

BBefeHune akyLuepckoro pasrpyxatoLero
nogaepxusatowero konbua (MECCAPUA)

KTT (kapavnoTokorpadus) nnoga

KTT (kapanoTokorpadust) nnoga MHoronnogHas
Jkcnpecc-gnarHocTrka NoATEKaHNS OKOMOMNNOAHbIX BOA
(AMHNOTECT)

ToHKkouronbHas acnmpauvoHHas NyHKUMOHHasA buoncus
n/y noa koHTponem Y3U
MyHKuns HoBoOHGPa3oBaHUA MOMOYHON XKenesbl

ToHkouronbHasi acnMpauuoHHasi MyHKUWMOHHasi bruoncus
06pa3oBaHMsa WNTOBUOHON Xenesbl nog KoHTponem Y3/
[MyHKUMS MATKNX TKaHEN nog KOHTporieM
yNbTPa3ByKOBOIo UCCNeaoBaHus

IMyHKUMS nMMdaTdeckoro y3na rnop KOHTponem
YyNbTPa3ByKOBOIo UCCNeaoBaHus

MNonyyeHne oTAENAEMOro N3 cCocka MOJSIOYHON Xxenesbl
MaHy-6mnoncum BynbBblI 6€3 CTOMMOCTM UCCNefoBaHUS
MaTepuana

Mwukpockonuyeckoe uccrnegoBaHue oTneyvaTkoB C
MOBEPXHOCTU KOXM NepuaHarbHbIX CKMagok Ha anua
ocTtpuy, (Enterobius vermicularis)
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10500,00
9000,00
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7000,00
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A11.01.002

A11.12.003.001

A11.12.003.001.001

A11.12.003

A26.08.005
A11.01.009
A11.08.010.002
A11.08.010.001
A11.13.001
A11.12.009

80.90

80.91

80.92

80.93

80.94

80.95
A11.12.003

90.81
90.70
90.71
90.72

90.73

90.74
90.75

90.76
90.77
90.78

90.79

AKYLWEPCTBO
KOMMJIEKCHbIE
NPOrPAMMDI

200.40

200.41

200.44

200.45

lNpoBeneHne
BHYTPUMbILLEYHON/NOAKOXHOW/BHY TPUKOXKHOW MHBEKLUN
6e3 cToMmocTu npenapaTta

MpoBeaeHne BHYTPMBEHHOW MHAY3UM (KanenbHuLbl) 6e3
CTOMMOCTHM Npenapara

MpoBeaeHne BHyTPMBEHHOW MHAY3WM (KanenbHuLbl) 6e3
cTommocTu npenaparta ( 2 n 6onee npenapaToB)
lMpoBeaeHne BHyTPMBEHHOW MHBbEKUMN B3 CTOMMOCTH
npenaparta

Mukpoburonorudeckoe (KynbTypaneHoe) nccrnegoBaHue
CNN3M C MUHOAINWH U 3aHEN CTEHKU FMOTKN Ha
aspobHble N akynbTaTMBHO-aHa3POOHbIe
MUKPOOPraHn3Mbl

Cockob koxu

Mony4eHne Ma3koB CO CrM3UCTON 06ONOYKM POTOMMOTKM
Mony4eHne Ma3koB CO CNU3NCTON 060N0YKN HOCOTNOTKM
B3datne kannnnsapHom KpoBu

Baatue kposu 13 nepudepudeckon seHol (BEHO3HAA)
KanenbHuubl

lMpoBeaeHne BHYTPMBEHHOW MHBbEKUMW (KanenbHuua) co
CTOMMOCTbIO NpenapaTa. CusHue

lMpoBeaeHne BHYTPMBEHHON MHBbEKUMK (KanenbHuua) co
CTOMMOCTbIO NpenapaTta. banaHc

lMpoBeaeHne BHYTPMBEHHON MHBbEKUMW (KanenbHuua) co
CTOMMOCTbIO MpenapaTta. Pokyc

lMpoBeaeHne BHyTPMBEHHOW MHBbEKUMY (KanenbHnua) co
CTOMMOCTbIO NpenapaTta. 3aboTa o nevyeHu
lMpoBeaeHne BHyTPMBEHHOW MHBbEKUMW (KanenbHnua) co
CTOMMOCTbIO npenaparTa. Jlerkocte n CusiHue
lMpoBeaeHne BHYTPMBEHHON MHBEKUMM (KanenbHuua) co
CTOMMOCTbIO NpenapaTa. QHeprus

BHyTprBEHHOE BBELlEHNE NEeKapCTBEHHbIX NpenapaToB
Komnnekcsl MK

KpacoTa v aHeprus

LLinToBnaHas xenesa: 6a30BbI KOMMNNEKC

LLinToBuaHas xenesa: [JononHUTESbHbIN KOMMNIIEKC
Komnnekc aHanu3oB "lpoBepuTb neveHb"

Komnnekc aHanu3os "MpoBepuTb NogKenyaouHyo
Xenesy 1 XenoyHbl ny3sbips"”

Komnnekc aHanu3os "lMpoBeputb ypoBeHb berka B
Kposn"

Komnnekc aHanu3os "MpoBeputb No4vkn"

Komnrniekc aHann3os "MpoBepuTb NOYKM U MOYEBOW
nysbipb"

OunabeTt noa koHTponem

Komnrniekc aHanu3os "lMpoBeputs xonectepuH"
Komnrniekc aHanu3os "MpoBepuTb CBEPTLIBAEMOCTb
Kposu"

MNporpamma BmecTe ¢ Mepok (KoHTpaKT 2026)

BepemeHHocTb BMecTe ¢ Megok KITACCHAA
MPOrPAMMA

BepemeHHOCTb BMecTe ¢ Mefok y Beayuero Bpaya
KINACCHAA MPOIrPAMMA

MHoronnogHas 6epemeHHOCTb BMecTe ¢ Meaok
KIACCHAA MPOIrPAMMA

MHoronnogHasi 6epemeHHOCTb BMecTe ¢ Mefok y
Benywero Bpaya KITACCHAA NMPOIrPAMMA

650,00

1500,00

2550,00

650,00

450,00
450,00
450,00
450,00
350,00
350,00

4900,00

4900,00

2900,00

3900,00

5900,00

3900,00
4500,00

4300,00
2100,00
1700,00
1900,00
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850,00
1900,00

1800,00
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1650,00
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215000,00
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200.48.1
200.48.2
200.48.3

200.49.1

200.49.2

200.49.3

200.50

200.51

200.52

200.53

M'MHeKonornyeckune
KOMNJIEKCbl

90.92
B01.001.001.009
B01.001.001.010
B01.001.001.010.001
B01.001.001.011
B01.001.001.011.001
B01.001.001.006
B01.001.001.006.001
B01.001.001.007
B01.001.001.007.001
B01.001.001.008
B01.001.001.008.001

B01.001.001.003

B01.001.001.003.001
FeHeTUKa

A27.20.001.002
A27.20.001
A27.20.001.003
A27.20.001
0o016r

0498r

6.17

6.12

6.15

1 TPMUMECTP BEPEMEHHOCTW BmecTe ¢ Menok
2 TPUMECTP BEPEMEHHOCTW BmecTe ¢ Meaok
3 TPUMECTP BEPEMEHHOCTW BmecTe ¢ Menok

1 TPUMECTP BEPEMEHHOCTW BmecTe ¢ Megok y
Beayuiero Bpava

2 TPUMECTP BEPEMEHHOCTW BmecTe ¢ Megok y
Beayuiero Bpava

3 TPUMECTP BEPEMEHHOCTW BmecTe ¢ Mepfok y
Benywiero Bpaya

KomdopTHaa bepemeHHocTb BMecTe ¢ Mefgok
KomdopTHast bepemeHHocTb y Begyuiero Bpaya BmecTe
¢ Mepok

KomdopTHast MHoronnogHas bepemeHHOCTb BMecTe C
Mepok

KomdopTHaa mHoronnogHas bepemeHHoCTb y Beaylero
Bpaya BMmecTe ¢ Mepok

KpacoTa n QHeprusa +
MoWw nepBbili po30BbI Yekan (ao 18 ner)
Po3osbin HEKAIT oT 18 net
Pososbinn HEKATIT o1 18 net Beaywmii ruHekonor
Pososbin YEKAIT oT 25 net
Po3soBbin UHEKAI o1 25 net Beaywinii ruHekonor
Posoebin YHEKAIT o1 35
Pososbin YEKAI ot 35 BegyLumii ruHekonor
Po3oebinn YEKAIT oT 45
PosoBbinn HEKATIT o1 45 Beaywnin ruHekonor
Po3oebinn YEKAIT ot 70
Pososbinn HEKATI o1 70 Beaywun ruHekornor
MnaHupoBaHue bepemeHHOCTU
MoaroToeka k bepemeHHocTU ¢ Megok
MoarotoBska k 6epemeHHocTM ¢ Megok Begywmn
akyLuep-rmHekonor

FfeHomep

HUWIMT ctangapTHasa naHenb

HWUMT 6as3oBas naHenb

HUWIT paclumpeHHas naHenb

HUMC T21

HWMT Panorama (Natera, CLLWA), "6a3oBas naHenb 22q"
HWMT Panorama (Natera, CLWA), paclwumpeHHas naHenb

MNPOTEH

Veracity 6a3oBasi naHernb (3 cuHgpoma): puck
OCHOBHbIX Tpucomuin 21,13,18 + non nnoaga.
OpHonnogHas 6epemMeHHOCTb, B T.4. npu KO ¢
[OOHOPCKOM ANLEKNETKOM U NPU CypporaTtHOM
MaTepPUHCTBE; MOHO- U ausurotHas gsoviHn (KPOME
OKO ¢ goHopcKknMK oouuTaMmmm 1 Npu CypporaTHom
MaTepUHCTBE.

HUMT VERACITY PLUS 8 -ctaHgapTHasi naHenb ans
ogHonn. 6epeMeHHOCTM (8 CMHAPOMOB): nccnegoBaHve
pucka Tpucomuin (21,18,13), aneynnongun XY u Hanuuus
Y

HUMT VERACITY ADVANCED 15 - pacwunpeHHas
naxvens (15 cMHOPOMOB): UCCNeaoBaHMe pyUcka
Tpucomun (21, 18, 13), aHeynnomamn XY ,Mmukpogeneumn
n Hanmuma Y
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6.18

6.19

26.2.A6

26.2.A8

26.2.A9

A27.20.001.000.01

A27.20.001.000.03

A27.20.001.000.04
A27.20.001.000.02

6HUMNT
MHTUMHaA KoppeKuua

A16.20.067
A16.20.060
A16.20.021
A16.20.067.01
A16.20.029

A11.01.013.023
A11.01.013.024

A11.01.013.025

A11.01.013.026

A11.01.013.026

A11.01.014

A11.001.003.007
A11.001.003.009

A11.01.013.007

HAMNT VERACITY ADVANCED 10 - pacwmpeHHas
naxens Ana gsonHn(10 cuHapoMoB):uccrnefoBaHue
pucka Tpucomuin (21,18,13),aHeynnongun

XY, Mukpogeneumi n Hanudna Y

HWMT VERAgene - onpeaeneHue pucka tpucomun 21,
18, 13, aHeynnongun XY, mukpogeneuun n 100
MOHOreHHbIX 3abonesaHun, Hanmdne Y

KON HUNT

HWMNT T21 (FeHomen): CKPUHUHT 21 XPOMOCOMBI,
cvHgpoma [layHa (MccnenoBaTenbCKUi OT4HeT)

HWIMT craHgapTHasa naHenb (FeHomen): CKPUHUHT
xpomocom 13, 18, 21, moHocomusi/Tpucomuss X, c-m
KnanHdenbstepa/c-m Akobca (nccnegoBaTensCKum
oT4erT)

HWUMT pacwwupeHHas naHens (FTeHomen): CKPUHUHT
xpomocom 13, 18, 21, X, Y, mukpogeneuumi y nnoga,
HOCUTENbLCTBO reHOB HacneACTBEHHbIX 3abonesaHui y
mMaTepu (MCCneaoBaTenbCKUM OTHET)

UHBUTPO

HeunHBasuBHbIV NpeHaTanbHbin TecT (HUMT T21)
(Noninvasive Prenatal Testing (NIPT trisomy 21))
HeunHBa3uBHbI NnpeHaTanbHbi Tect (HAMT) -
cTtangapTtHasi naHernb (Noninvasive Prenatal Testing
(standart))

HeunHBa3uBHbIM NnpeHaTanbHbin Tect (HAMT) -
pacwmpeHHas naHenb (Noninvasive Prenatal Testing
(advanced))

HeunHBaauBHbIV NnpeHaTanbHbin TecT (HUMT 6a3oBbin)
(Non-Invasive Prenatal Test (base))

HeunHBa3uBHbI NnpeHaTanbHbi TecT (HUMT Makcumym)
(Non-Invasive Prenatal Test (Maximum))

Onepayum NHeKkonorusa

Pesekuuns (koppekuusi) Mmanbix NonoBbIX ry6
BoccTtaHoBneHne AeBCTBEHHOW MeBbI

PacceyeHvne geBCTBEHHOW MeBbI

Pesekuusa (koppekunsi) manbix NonoBbIX ryo
Koppekuus kantoLwoHa Knutopa

Buopesutanusauma n mesorepanus
BropeBuTannsauus aHoreHuTanbHom obnacTtu
npenapatom 5 mr/mn 5,0 mn

BropeBuTannsauus aHoreHuTanbHom obnacTtu
npenapatom 20 mr/mn 2,2 mn

Buopesutanusauns aHoreHUTansLHOW 30HbI MpenapaTom
24-30 mr/mn 1,0 mn

Koppekuuns aTpouryecknx n ckriepoaTpouyecknx
COCTOSIHUI BYNbBbI 1 Bfaranvia npenapaTom
COEPOrens Jlant 2,0 mn

Koppekumst atpodmyeckmx u cknepoatpodnyeckmnx
COCTOSIHUI BYNbBbI 1 Baranuviia npenapaTom
COEPOrens Megnym 2,0 mn

HakoxxHoe NnpMMeHeHWe NeKkapCTBEHHbIX NpenapaToB
Me3obyctep COEPOrens 0,5 mn

NnasmonnudTuHr u PRP-Tepanus

PRP-Tepanust MUHTUMHOW 30HbI 1 Npobupka
Mna3moTepanus UHTUMHOM 30HbI 1 Npobupka
UHbEeKLMOHHaA KOHTYPHAA NAacTUKa

Koppekuns manbix NonoBbIX ryd npenapaTom 24 mr /mi
1,0 mn
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59000,00

21000,00

29100,00

40900,00

22995,00

30345,00

38900,00
26145,00

44900,00
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10000,00
45000,00
40000,00
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20000,00
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10000,00
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A11.01.013.010

A11.01.013.011

A11.01.013.016

A11.01.013.020

A11.01.013.023

A11.01.013.001

A11.01.013.002

A11.01.013.008

A11.01.013.009

A11.01.013.019

A11.01.013.017

A11.01.013.018

A16.20.024.001
A16.20.024.002

A16.20.024.003

A16.20.024.004

A16.20.024.006

A16.20.024.007

A16.20.024.008

A16.20.024.009

OmarHoctuka 6epemeHHOCTH
A04.30.001.001.001
A04.30.001.001.001.001

FeHeTUYecKMe uccnenosaHuA

YBenuueHue 60nbLUMX NOMOBbLIX ry6 U KOppeKkuus 3usiHus
MonoBou Lenu npenapaTamMu ruanypoHOBOM KUCAOTbI 24
mr /mn 2,0 mn

YBenuyeHne 60mbLLMX NOMNoBbIX ry6, KOppeKkums 3naHUs
MonoBON LEeNu n 3agHen cnaviku, yeenuyeHme Toukn G
npenapaTamu rmanypoHoBOW KUCRoTbl 24 Mr /mn 4,0 mn.
Koppekuwns accumeTpum, gecpopmauusi NPOMEXHOCTU
(aHaToMu4yeckune, nocTTpaBmMaTUyeckme, NOCnepoaoBbIe,
nocrneonepaunoHHbIe) NpenapaTamMmu rmanypoHoBOW
kncnotbl 24 mr /mn 2,0 mn

YBenuueHume Toukn G- ynyylleHue kavyecTsa
CeKCyanbHOW XW3HWM nNpenapaTamMmu rmanypoHoOBOn
kncnotbl 25 mr /mn 1,0 mn

JleyeHune HegepKaHUA MOUM Y XKeHLMH (MpU CTPECCOBOM
Heaep>xaHUM MO4YM) NpenapaTaMy rmanypoHOBON
kucnotel 25 mr /mn 1,0 mn

JledyeHune cyxoctu n guckomdpopTa CNmn3nMcTon ByfbBbI U
BMnaranuiia npenapatamu ruanypoHoBon kucroTsl 20
mr/mn 1,0 mn

JledyeHune cyxoctu n guckomdopTa CnmsmMcTon BynbBbl U
Bnaranuiia npenapaTamu ruanypoHOBOn KUcroTbl 20
mr/mn 2,0 mn

Koppekuwns manbix nonosbix ryd npenapatom 24 mr /mn
2,0 mn

Koppekuns manbix nonosbix ryd npenapatom 25 Mr/mn
2,0 mn

YBenuyeHune To4km G- yny4ileHve KayecTea
CeKcyanbHOW XXN3HWU NpenapaTaMy rmanypoHOBOMN
kucnotbl 24 mr /mn 2,0 mn

Koppekuus n BoccTaHOBNEHNe obbeMa ManbiX Unm
6onbLlmx nonosbix ryd COEPOrens JloHr 1,0 mn

Koppekuwns n BoccTaHoBneHne obbema MarnbIx Unu
Bonbmnx nonosbix ryd COEPOrens JloHr 2,0 mn

AnnapartHblie meToAabl IeyeHusn

dpakumnoHHas nasepHasi MUHTUMHas KOpPEeKLNs KOMIMIEKC
(Bnaranvwe, manble 1 6onbLune NonoBbIe ryobl,
nepuaHanbHas obnactb, 6enbesas 30Ha)

®pakLMoHHOE NasepHoe cyXeHne obbema Braranua
dpakunoHHOE NasepHoe nevyeHne onyLLeH1s nepegHen
CTEHKM BRnaranuuia

dpakuynoHHoe nasepHoe neveHme aTporyeckmnx
N3MeHeHW BYIbBbI

dpakunoHHOEe nNasepHoe nevyeHne CTPeCccoBOro
Heaep)XaHne Mo4un

®pakumoHHoe nasepHoe oTbenveaHue (6nManHr)
onbLNX N Manbix NOMNoBbIX ryo

®pakLMOHHbIN NasepHoe oTbenuBaHue (GrIMaunHr)
nepuaHanbHom obnacTtu

dpakLMoHHOE NasepHoe neveHne pyoLIoB 1 TPELLUH A0 5
c™m (3a 1 cm)

UHTUMHaA KoppeKuuma

Komnnekc "A 6epemeHHa" akyLiep- rmHeKornor
Komnnekc "A 6epemeHHa" BeayLnin akyLLep-rmHeKonor

MporeH
[unarHocTMka NnpuUYMH HepasBuBatoLeiica
6epemeHHOCTH
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35000,00
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AC.Q

AC.QP

AC.Qx

AC.QPx

1.01

HT-01

HT-02

CMAO1

CMA02

CMA02.02

5.17

521

4104

6.22

6.23

B03.032.002.003
B03.032.002.001

B03.032.002.003
B03.032.002.004.001
B03.032.002.004.002

B03.032.002.005

"AHEYCKPUH" - MonekynsipHo-reHeTu4eckoe
nuccnegoBaHve npu HepasBuBaloLLecst 6epeMeHHOCTH
(1 6uoobpaseLn)

AHEYCKPWH PLUS - MonekynsapHo-reHeTnyeckoe
nccnegoBaHve Npu HepasBuBatoLLencs 6epeMeHHOCTH
Ha XPOMOCOMHbIE M MOHOTeHHble 3aboneBaHus
AHEYCKPWH - MonekynsipHo-reHeTn4eckoe
nuccregoBaHue npw HepasBuBalLLencs 6epeMeHHOCTH
(MHoronnoagHas 6epeMeHHOCTb)

AHEYCKPWH PLUS - MoneKkynsipHo-reHeTn4eckoe
nccregoBaHue Npu HepassuBatoLLencs 6epeMeHHOCTH
Ha XPOMOCOMHbIE N MOHOTEHHbIE
3aboneBaHusa(MHoronnogHasa 6epemMeHHOCTb)

MeAauKo-reHeTUYECKOEe KOHCY/IbTUPOBaHUE
KOHch'IbTaLI,I/IFl Bpaya- reHeTuka
TyroyxocTtb

HecuHgpomanbHas Tyroyxoctb (nokyc DFNB1)
OnpegeneHune BbISBNEHHOW MyTauum y poacTBeHHMKa (1
mut)

AHann3 HocUTeNbCTBa CNUHANIbHOMN aMMOTPOCIJMMI

AHanu3 HocUTenbCTBa CNUHaNbLHOM ammoTpodun (1 ven)
AHanm3 HocMTenbCTBa CNMHaNBHOW aMmoTpodnn Ans
CYMpY>XecKow napbl (2 4yern.) Nnpu ogHOBPEMEHHOM 3aKase
nobown naHenu HAMT (Medicover, Kunp)

AHanm3 HocMTeNbCTBa CNMHAaNbHOW aMMoTpodunn Ans
CYMpY>XecKow napbl (2 4yern.) Nnpu ogHOBPEMEHHOM 3aKase
no6own naHenu HAMT (Medicover, Kunp)

UccnepoBaHue 3sKyasaTa (cnepmbi)
OnpepgeneHue ctenexnn cparmeHTaummn OHK
cnepmatosongos ( SCD)

OnpegeneHue noammopduUsmos

OnpeaeneHne nonnmopdu3mMoB, acCOLMMPOBaHHBIX C
puyckom passutua Tpombocunum (12 nonnmopdunsmos)
(F2: 20210 G>A, F5: 1691 G>A, F7: 10976 G>A, F13A1
G>T, FGB: -455 G>A, ITGA2: 807C>T, ITGB3: 1565
T>C, SERPINE 1 (PAI-1: -675 5G>4G)MTHFR (677 C>T
(A222V)), MTHFR (1298 A>C (E429A)), MTR (275"

LUutoreHeTMYecKoe KapmoTunuposaHue
KapuoTun numdoumTos kposu (100 meTtadas) ¢
Kapuorpammonm

OnpepeneHue HOCUTENbLCTBA MyTauuii A rpynn
HacneACcTBEHHbIX MOHOTeHHbIX 3a6oa1eBaHuMii
Adventia Comprehensive Panel (I) - ckpyHMHT Ha
HOCUTENbCTBO 229-1 MOHOreHHbIX 3abonesaHuni, 1
naptHep (Medicover Genetics, Kunp)

Adventia Comprehensive Panel (Il) - CKPUHUHT Ha
HOCUTENBLCTBO 229-1 MOHOreHHbIX 3abonesaHun, 2
naptHepa (Medicover Genetics, Kunp)

Genetico
FeHomep

MpeHaTanbHaA ANMarHocTuKa

HewunHBasunsHoe onpegeneHne Pesyc-tbakTtopa nnoga
XPOMOCOMHBI MMKPOMaTPUYHBIA aHanu3 npeHaTarbHbIn
HewnHBasunsHoe onpeaeneHne Pesyc-cbaktopa nnoga. Mo
KPOBU MaTepu.

HeunHBa3uBHOe onpeaeneHue nona nnoga.
CKPUWHWHIOBbIN TECT.

HeunHBa3uBHOe onpeaeneHue nona nnoga.
CTaHpapTHbIN TecT.

CnuHanbHasa MblwevHasa atpodua. MNpeHaTanbHas
AnarHocTtuka
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A12.05.013.001

A12.05.013.002

B03.006.001.507

B03.006.001.500

B03.006.001.701

B03.006.001.501

B03.019.031.002

B03.006.001.600
A12.05.013.003

A12.05.013.006
A12.05.013.004

A27.05.033.002
B03.006.001.219

A27.05.035

A27.05.036.001

A27.05.033.001

B03.006.001.300

B03.006.001.301

B03.006.001.302

B03.006.001.1004

B03.045.030.032

B03.045.026.001

B03.045.027

B03.045.030.014

B03.045.030.023

B03.045.030.039

B03.045.030.038

JOmarHocTMKka Hepa3BuBaloLeiica 6epeMeHHOCTH,
HeBblHalwWwMBaHue n 6ecnaogue

MonekynsipHoe kapuoTunmpoBaHue abopTUBHOIO
maTepuana OMNMTUMA.

MonekynsipHoe kapnoTunnpoBaHue abopTUBHOIO
maTepuana «OnTuma pacLunpeHHoe»
MeTareHoMHOe MccnegoBaHe MuKpobuoma
aHOoOMETpUS

MonHoe cekBeHnpoBaHue reHoma abopTMBHOIO
maTepuana «depTtyc»

FeHeTMUYeCcKMe NpeApPacnoNoXKeHHOCTU
dakTop koarynauum Il (F2 TpombuH). Monumopdnam:
Thrl65Met

OnpepeneHue nonmmopPpunsmos

AHanma reHeTn4eckmx nonmmopdpmnamos,
acCoLMNPOBAHHbLIX C PUCKOM TPOMBOOpa3oBaHUs C
pac4yeTOM MHTErpaTMBHOIO pucka

eHom "OEPTW" - gnarHocTuka reHeTU4eCKMX NpuymnH
Becnnoanst y My>udmH U XXEHLLH.

XpomocomHas natonorus

XPOMOCOMHbIN MUKPOMATPUYHbBIA aHanua
"CtaHgapTHbIN"

KapvoTun, aHanms akcnepTHOro ypoBHS

KapvoTtun, aHanus akcnepTHOro ypoBHs (C
Kapuorpammonm)

KapuoTtun, aHanuns akcnepTHoro yposHs, 200 metadas
HacnepcrBeHHble 3a60n1eBaHMA U CUHAPOMDI

Mounck myTaumn B reHe GJB2 (Cx26)

Cungpom bekButa-BugemaHa

PeHNNKeTOHYPUS: pacLUMPEHHbIN MOUCK MyTauuin B reHe
PAH (25 wr)

MykcoBmncUna03: NOUCK KPYMHbIX Aeneuun/gynnmkauun B
reHe CFTR

HenpoceHcopHasa HecMHapoMarnbHasi TYroyxoCTb: MOUCK
YacTbIX MyTauun B reHe GJB2

CKPUHWHI Ha HOCUTENIbCTBO MOHOreHHbIX 3ab6oneBaHuit

CKpVHUWHT Ha HacnencTBeHHble 3aboneBaHus "ba3oBbin”
CKpVIHUWHT Ha HacneacTBeHHble 3aboneBaHus
"PaclumpeHHbIn"

CKpVIHUWHT Ha HacneacTBeHHble 3aboneBaHus
"OkcnepTHbIN"

MeauKo-reHeTUUECKoe KOHCY/IbTUPpOBaHMue

[NepeBo 3aknNOYeHUsa Ha aHIMIMACKNA A3bIK
MoarotoBka opurMHana MHOPMNPOBAHHOIO
3aKIHYEeHMs C NeYaTbio U NOANMCHIO 3KcnepTa ¢
OTNpaBKOW MO NOYTE/BTOPOW U KaXAbl MOcneayoLwmun
aK3eMnnsp

YcTaHOBNE€HME OTLLOBCTBA U POACTBA

TecT Ha OTLOBCTBO/MATEPUHCTBO 25 MapkepoB (2
yyacTHMKa) MHPOPMaLMOHHbIN

TecT Ha poacTBO A0 3 cTeneHu, 25 mapkepos (2
ydacTHuKa) MHOPMaLMOHHBIN

TecT Ha OTLOBCTBO/MATEPUHCTBO AocyaebHbin 20
MapKepoB (2 y4yacTHuKa)

OKCITPECC- ycTaHoBneHuMe oTuoBCcTBa/MaTtepuHcTea (2
y4yacTHuKa), HOPMaLMOHHbIN 3a 8 pabounx Yacos
JopopoBoe ycTaHOB/NEHUe OTL,0BCTBA
YcTaHoBneHve oTLOBCTBa JOPOAOBOE,
HEWHBA3VBHOE.

YcTaHOBNEeHWe oTLOBCTBa aopogosoe, HeMHBa3nBHOE,
nccnenosaHmne OOMNOJTHUTENIbHOIO o6pasu,a
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B03.019.014.004

B03.019.014.002

B03.032.002.005.002

A27.05.040.001
A27.30.011
A27.05.040.002
B03.006.001.405
B03.006.001.406

B03.006.001.502

MepuumnHckue ycnyrm JINy-

napTHepoBs

B01.001.009

B01.001.006

K.21

K21

K.22
K.24

SCR.01

SCR.02

A16.20.042.005

11.11.001

A11.20.008.004

10.11.012

10.11.012.1

MonHoreHOoMHble uccaeg0BaHUA U NaHeNn

AHanus HocuTenbCcTBa CNMHaNLHON aMmMoTpodmn Ans
Cynpy»Xeckon napsbl

AHanm3 HoCUTENbLCTBA, BKITOYas CKPbITOE, CMHAaNbHOM
amMuoTpodum A4S Cynpy>Xeckon napbl

CnnHanbHaga MbiweyvHas atpodus. lNpeHaTanbHas
ONarHoCTMKa Npw BbISIBIIEHWMM CKPbITOrO HOCUTENBLCTBA Y
O[HOrO U3 poaunTenen

OHKoOreHeTuKa

OnpegeneHune 8 YacTbix myTauui B reHax BRCA1 n
BRCA2

Onpegenexne geneunn B reHe BRCA2 metogom MLPA
MNonHoe cekBeHnpoBaHme reHoB BRCA1 n BRCA2
MaHenb "HacneacTBeHHbIN pak MOMOYHOM Xeneabl"
MaHenb "YKeHckne HacnenCcTBeHHbIE onyxonu"

HesBblHawmBaHne 6epemeHHOCTU U becnaogue
AHanuns nonMmopdun3mMoB B reHax oonaTHOro Lumkna.

FKBNe24

Komnnekc MeanUMHCKMX yCnyr Ha MHAMBUAOYanbHOe
BeEeHNE HEOCOXHEHHON BepeMeHHOCTU 1 poabl ¢ 36
Hepenb*

Komnnekc MeanumHCKMX ycnyr Ha MHaMBuAyanbHoe
BeEHVE OCMNOXHEHHON GepeMeHHOCTU 1 poabl ¢ 36
Hepenb*

F'KB Ne 67
KB um. KoHuanoscKoro

MHaneuayansHoe BefieHe oaHOMNMOoAHbIX POaoB

MHamneunagyanbHoe BeAeHe OaHOMMOAHbIX POAOB
(MnaHoBOe KecapeBo ceveHune)

WHaneuayansHoe BeAeHe MHOronoAHbIX pogoB
VHanBsmayanbHbIN MNOCT akyLlepky npu poaax

UuncwP

Mporpamma I-ro nepeHaTanbHOro ckpuHuHra (?-X, PPAP-
A, Y3W nnoga v gynnekcHoe ckaHMpoBaHue, B3dTue
KpoBM)

Mporpamma IlI-ro nepeHaTansHoro ckpuHuHra (Y3U
nrnoJa n QyniekcHoe CKaHMpoBaHWe, B3ATME KPOBK)

rey3 Mo "BnL,

Onepauum (KomnieKcHasa nporpamma)

JleyeHve ncTMuko-LepBrKanbHOW HeAOCTaTOMHOCTH (4
KOWKO OHS)

JleyeHve nonvnos, runepnnasum 3goMeTpus,
ONarHoCTyKa BHyTpUMaT. NaTosniornm (rmMcTepocKonus,
POB, ructonorus), B/B aHecte3us go 30', 1 k/geHb B 1C
JleyeHune nonunos aHAOMETPUSA (TMCTEPOPE3EKTOCKONMS,
nonunakTomusi(pasgenbHoe AMarHoCTU4eckoe
BblCKabnvBaHue, rMcToNorM4yeckoe uccrnegoBaHue)
ToTanbHasi BHYyTPMBEHHAS! aHECTE3USA C COXPAHEHHbIM
CMOHTaHHbIM AbixaHueM Ao 30 MuHyT, 1 KonKo/aeHb B
AC)

KomnnekcHasa nporpamma "AKywepctso"

AkyLiepckas nomoLlb ¢ 36 Heenb 6epeMeHHOCTH C
WHOUBWA. BpayoMm, 2-MeCcTHas nanara

AkyLiepckas nomolb ¢ 36 Hegenb 6epeMeHHOCTH C
MHOUBWA. BpadoMm, 2-MeCTHasi nanaTta (* BTopble poabl B
BrL)
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10.11.012.2

10.11.013

10.11.013.1

10.11.013.2

10.11.014

10.11.014.1

10.11.014.2

10.11.016

10.11.016.1

10.11.016.2

10.11.017

10.11.017.1

10.11.017.2

10.11.018

10.11.018.1

10.11.018.2

12.11.001

12.11.002

A16.20.005/2

B01.001.009/1

A16.20.005/1

B01.001.009/2

AkyLiepckas nomoLlb ¢ 36 Hegenb 6epeMeHHOCTN ¢

UHOMBMA. BpayoMm, 2-MecTHas nanara (* TpeTbi poabl B

BriL)

AkyLuepckas nomoLb ¢ 36 Hegenb 6epeMeHHOCTH C
WHOMBUWA. BPAQYOM W aKyLLIEepKOW, 2-MeCcTHas nanarta
AkyLepckas nomoLlb ¢ 36 Hegenb 6epeMeHHOCTN ¢
WHOUBMA. BpayYOM U akyLLepKow, 2-mecTHasa nanara (*
BTOpble poabl B BILI)

AkyLepckas nomoLlb ¢ 36 Hegenb 6epeMeHHOCTN ¢
WHOWBMA. BpayYOM WU akKyLLepKow, 2-mecTHasa nanara (*
TpeTby poabl B BIL)

AkyLiepckas nomoLlb ¢ 36 Hegenb 6epeMeHHOCTN ¢
WHOUBMA. Bpa4YOM U aKyLLepKon, ceMenHas nanata
AkyLepckas nomoLlb ¢ 36 Hegenb 6epeMeHHOCTN ¢
WHOUBMA. BpadYoOM WU aKyLLepKon, cemenHas nanata (*
BTOpble poabl B BILI)

AkyLuepckas nomoLb ¢ 36 Hegenb 6epeMeHHOCTH C
WHAMBKUA. BPAYOM W aKkyllepKom, cemenHas nanaTta (*
TpeTbyu poasbl B BIL)

AkyLuepckasi nomoLlb ¢ 36 Hegenb 6epemMeHHOCTU C
WHAMBWUA. BPA4yoOM, aKyLLEPKOW U aHECTE3NOrorom, 2-
MeCcTHas nanara

AkyLepckas nomolb ¢ 36 Hegenb 6epeMeHHOCT ¢
WHAMBKUA. BPA4OM, aKyLLEPKOW U aHeCTe3nornorom, 2-
MecTHas nanata (* BTopble pogbl B BILL)
AkyLiepckas nomoLlb ¢ 36 Hegenb 6epeMeHHOCT C
WHAMBWUA. BPA4OM, aKyLLEPKOW U aHeCTe3nornorom, 2-
MecTHasi nanarta (* TpeTbu poapbl B BIL)
AkyLuepckasi nomoLb ¢ 36 Hegenb 6epeMeHHOCTH C
WHAMBWUA. BPA4yoOM, aKyLLEPKOW U aHECTE3MOSIOMOM,
ceMelnHas nanaTa

AkyLuepckasi nomoLlb ¢ 36 Hegenb 6epeMeHHOCTH C
WHAMBKUA. BPA4OM, aKyLLEPKOW U aHECTE3NOSIOroMm,
cemMenHas nanata (* BTopble pogbl B BILL)
Akylepckas nomoLb ¢ 36 Hegernb 6epeMeHHOCTH C
WHAMBKUA. BPA4OM, aKyLLEPKOW U aHEeCTEe31Oorom,
ceMenHas nanata (* TpeTbn poasl B BIML)
AkyLiepckas nomoLlb ¢ 36 Hegenb 6epeMeHHOCTH C
WHAMBKUA. BPA4YOM, NaHOBOE KecapeBo ceveHune, 2-
MeCcTHas nanara

AkyLiepckas nomoLlb ¢ 36 Hegenb 6epeMeHHOCTH C
WHAMBKUA. BPA4OM, Nf1aHOBOE KECApeBO CeYeHune, 2-
MecTHas nanara (* BTopble poabl B BINLI)
AkyLiepckas nomoLlb ¢ 36 Hegenb 6epeMeHHOCTH C
WHAMBKUA. BPA4YOM, NaHOBOE KecapeBo ceveHune, 2-
MecTHas nanata (* TpeTbu pogpl B BI1L)

MnaTHble HemeAULUHCKME ycayru (A0NONHUTENbHO B

CcTauuoHape)

PasmelueHne B 2-MeCTHOM nanaTte NoBbIW. KOMJGOPT. B

nocrnepogoBom otaeneHmn 1 k/aeHb

PasmellieHne B nanaTe ceMenHoro Tuna, nosbiLL.
KoMdOopT. B NocreponoBomM otaeneHmm 1 k/aeHb

Kb Ne 52
HonnaTta 3a poabl Npy MHOrONIogHoOW 6epemMeHHOCTH
(KecapeBo ceyeHune)

dusnonornyeckne pogpl (B T.4. BepTukanbHbie) .
"BbasoBas nporpamma"**

KecapeBo ceueHue (nnaHoBas onepauus). "basoBas
nporpamma"**

Honnata 3a poapl Npy MHOronnogHon 6epeMeHHOCTH
(Pmsmonormyeckne poasbl)
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A16.20.005/4

A16.20.005/3
B01.001.009/33
B02.001.002

B01.003.001/6

B02.032.001/1

B01.001.008/1

B01.001.008/2

B01.001.008/3

B01.001.008/4

B01.001.008/16

B01.001.008/11

NABOPATOPUA UHBUTPO

B03.016.003

B03.016.003

B03.016.002

B03.016.002.000.01

A12.05.120

A12.05.121

Honnata npu nepexoge ¢ dusnonornyeckux poaos (B
T.4. BepTukansHbix) Ha KecapeBo ceueHune npu
MHoronnogHon 6epeMeHHOCTH

[onnarta npu nepexoge ¢ Puanonornyecknx poaos (B
T.4. BepTukanbHbeix) Ha KecapeBo ceveHune

JInyHbIM Bpay akyLlep-rmHeKonor (pogoBCMOMOXEHME)
JIndHasa akywepka (pOLOBCNOMOXEHNE)

JInyHbIM Bpay-aHecTe3nonor-peaHMmaTonor
(pogoBcrnoMoXxeHune)

MHuausuayanbHbIA NOCT 4EeTCKON MEANLMHCKOW CECTpbl
Mo yxoay 3a HOBOPOXAEHHBIM (1 KOMKO-AEHb)

1 KOVMKO-AeHb NpebbiBaHUs poguIbHULbI,
HOBOPOXOEHHOro B 2-X-MECTHOW nanarte
hM3MONOrMYECKOro NOCNepPoaoBOro oTAeNeHus,
BKITHOYas BCe HEOOXOAMMbIE MaHMNynAUmMm (No
nokasaHusMm)

1 KOlKO-AeHb NpebbiBaHNSA pOoAUNbHULbI,
HOBOPOXAEHHOrO0 B 1-mMecTHoW nanarte
PU3NONOrnYeckoro NOCNepoaoBoro oTaeneHus,
BKIOYas BCe HeOOXoAMMble MaHMNynaumm (no
nokasaHusMm)

1 KOVKO-AeHb NpebbiBaHUst poauIbHULbI,
HOBOPOXOEHHOro B 2-X-MECTHOW nanare
hM3MONOrMYeCKOro NOCNepPoaoBOro oTAeNeHus,
BKITHOYAs BCe HEOOXOAMMbIE MaHMNynaAumm (no
nokasaHusaM) Npyv MHOronIogHoM 6epemMeHHOCTH
1 KOMKO-AeHb NpebbiBaHMsa poaUNbHULbI,
HOBOPOXAEHHOro B 1-mMecTHOM nanaTte
PU3NONOrnYecKoro NOCNepoaoBOro oTaeNeHus,
BKIHOYas BCe HeOOXoAMMble MaHMNynAumm (No
NoKasaHnsaM) NpU MHOronnogHon 6epeMeHHOCTM
1 koViKo-AeHb NpebbiBaHNS pOAMNbHULBI,
HOBOPOXAEHHOro B CEMENHOW nanare
hM3MONOrMYeCKOro NOCNepPoaoBOro oTAeNeHus,
BKITHOYAs BCe HEOOXOAMMbIE MaHMNynaAumMm (no
nokasaHnsaMm)

1 KOVKO-AeHb NpebbiBaHUS poguIbHULbI,
HOBOPOXXAEHHOrO B cemMelrHou nanaTte Jlioke
PU3NONOrNYeCcKoro NOCNepoaoBOro oTaeNeHus,
BKIHOYas BCe HeOOXOAMMblE MaHMNyNAUMmM (No
nokasaHusaMm)

1. OBLLEKTUHUYECKUE NCCNEAOBAHUA KPOBU

1.1. O6wWeKNnHNYECKHNE Uccnes0BaHNA KPOBU
KnuHnyeckun aHanma KpoBu: obLmMin aHanms,
nevikocdhopmyna, COD (¢ MUKpOCKONUEN Maska KpoBu Mpu
HanNU4MM NaToNOrMYECKUX COBUIOB)

KnnHu4yecknin aHanua KpoBu: obLumii aHanms,
nerikogopmyna, COD (c ob6s3aTENBHON «PYYHONY
MUKPOCKOMMEeNn Maska KpoBHu)

KnnHu4yecknin aHanua KpoBu: obLumii aHanms,
nevkodopmyna (C MMKpPOCKoNMen Maska KpoBu npu
HanNU4MM NaToONOrMYECKNX COBUIOB)

OObwwmii aHanna kpoBwu (6e3 nerkouUTapHON hopmynbl 1
CO3) (Complete Blood Count, CBC)

TpombouunTbl, MUKPOCKONMWS (NOACHET B OKPaLLEHHOM
maske no metogy ®oHno) (Platelets, Microscopy (Manual
Platelet Count (PLT Count): Indirect Method by Fonio))
JlenkoumTapHasa dopmyna (amddepeHLMpoBaHHbIN
noacyeT fnenkounToB, nenkouumtorpamma, Differential
White Blood Cell Count) ¢ Mukpockonven Maska Kposu
Npy HanM4YUM NaTonorMYecknx CABUroB
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A12.05.121
A12.05.123
A12.05.001

A12.05.002

A09.05.014.000.01

A08.05.013.005.01

150P

912
1542
1543

A12.05.005
A12.05.006

A12.05.007.001.01

A12.05.008

A12.05.009

B03.002.003.000.01

A12.05.039

A12.05.027.000.01

A09.05.285.004

A09.05.186.000.03

A09.05.186.000.02

A09.05.285
A09.05.050
A09.05.047
A12.05.028
A09.05.051.001
A12.05.043.000.01
A09.05.125
A09.05.126
A09.05.048
OBC103

OBC109
A09.05.190.000.02
A09.05.190.000.01
A09.05.186.000.01

JlerikouutapHas copmyna (audpepeHuMpoBaHHbIN
noacuyeT nerkouuToB, nerkouuTorpamma, Differential
White Blood Cell Count) c 06a3aTensHOn «py4HOM»
MUKPOCKOMMEeN Maska KpoBM

PeTtukynouutbl (Reticulocytes)

COD3 (CkopocTtb OcepaHusa OputpoumTos, ESR)

OnpegeneHne 0CMOTUYECKOWN PE3UCTEHTHOCTHU
aputpoumnTtoB (Osmotic fragility (OF) test, RBC)
Onektpodopes remornobunHa (Hemoglobin
Electrophoresis)

[nroko30-6-cdocaTtaermaporeHasa 3puTpoOLNTOB,
aktnHocTb (6P, Glucose-6-phosphate
dehydrogenase, G6PD, activity)

PeTukynouutbl, paclumpeHHoe nccnegoBaHme
(Reticulocytes Profile)

Mwuenorpamma. BHumaHune! 3akas BO3MOXEH TONbKO C
npodunem 1555

KapbokcuremornobuH

MeTtremornobuH

2. UMMYHOTEMATOOIUA

'pynna kposu (Blood group, ABO)
Pesyc-npuHagnexHocTtb (Rh-factor, Rh)

Rh (C, E, c, e), Kell — ¢peHotunmuposaHue (Rh C, E, c, e,
Kell phenotyping)

AnnovMMyHHbIE aHTUTena (BKMoYast aHtuTena k Rh-
aHTUreHy)

Mpsimot aHTUINOBYNMHOBLIV TECT, NonUcneundUYHbIN
(MAI'T, npamas npoba Kymbca, Direct Antiglobulin Test,
DAT, Direct Coombs Test Polyspecific)
Wccnepoeanne TREC n KREC gns guarHoCTUKM
nmmyHogeduuutos (TREC and KREC analysis for
immunodeficiency diagnostics)

3. OLLEHKA CBEPTbIBAIOLLIEN CUCTEMDI

3.1. OueHKa cBepTbiBalOLLEN CUCTEMDI KPOBU

AYTB (AlNTB, akTBMpPOBaHHOE YaCTUYHOE
(napumansHoe) TpombonnacTUHOBOE BpeMsi, KedbanmH-
kaonuHoBoe Bpems, Activated Partial thromboplastin
time, APTT)

MpoTpom6uH, MHO (npoTpom6uHoBOE Bpewms, PT,
Prothrombin, INR)

®aktop VIII (aHTuremodnneHbin rnobynuH A)
(Antihemophilic Globulin A, FVIII)

dakTop IX, aktuBHocTb, % (pakTop Kpuctmaca,) Factor
IX, Activity, % (Christmas Factor)

AHTU-Xa akTuBHOCTbL, ME/MnN (lenapuvH, KOHUEHTpaLms,
ME/mn), Anti-Xa activity, I[U/ml (Heparin concentration,
Iu/ml)

daktop Bunnebparaa, aHtureH, % (Willebrand Factor,
Antigen, %)

®ubpuHoreH (Fibrinogen)

AHTUTpOMOUH Il (AT 111, Antithrombin III)

TpombuHoBoe Bpemsi (Thrombin time)

D-Onwvep

BonyaHouHbI aHTUkoarynsaHT (Lupus anticoagulants, LA)
Mpoteunn C (Protein C)

MpoTenH S cBoboaHbIn (Protein S)

Mna3smuHoreH, % aktusHocTu (Plasminogen, % Activity)
"emocTasnorpamma (Koarynorpamma), CKpUHUHF
emocTasnorpamma (koarynorpamma) paclumpeHHas
WcecnenoBaHue aktuBHOCTM dhakTopa |l

MccnenoBaHue aktuBHOCTM hakTopa V

VccnepoBaHune aktuBHOCTU hbakTopa X

685,00
495,00
345,00

2295,00

4705,00

3795,00
725,00

5490,00
590,00
590,00

505,00
505,00

1290,00

1145,00

1420,00

6630,00

415,00
540,00

1400,00

1680,00

2105,00

2535,00
515,00

790,00

565,00

2075,00
1395,00
2630,00
3530,00
1080,00
1840,00
5340,00
2745,00
2745,00
2745,00
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py6
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A09.05.185.000.01 WccnenoBaHue aktuBHOCTU hbakTopa Xl 2745,00 pyo

A09.05.184.000.01 WceneposaHue aktuBHocTu chaktopa Xl 2745,00 pyo
dakTop BunnebpaHga (pMcToLeTUH-KOgaKTopHas

1417 aKTUBHOCTb) 6440,00 pyo
®dunbprH MOHOMEP, pacTBOpUMblE PUOPUH-MOHOMEPHBIE

1156 KOMMIeKChbl 4650,00 pyo6
MccnenoBaHne nHAekca pUCTOLLETUHOBOW aKTUBHOCTM

1822 akTtopa BunnebpaHga 2690,00 py6
MccnenoBaHve KonnareHCBsi3biBaloLWMNER akTUBHOCTH

1823 akTtopa BunnebpaHga 3690,00 py6
KomnnekcHoe uccnegoBaHme yHKLMOHANbHON

1824 aKTMBHOCTM pakTopa Bunnebpanoa 6290,00 pyo

1214 WcenepnoBaHue aktuBHOCTM npoTteasbl ADAMTS-13 5090,00 py6

PacLumpeHHbI NONCK BONMYaAHOYHbIX aHTUKOArynsiHToB B

nnasMe B COOTBETCTBMM C pEKOMEHAALMAMU

MexagyHapogHoro O6uiecTBa no Tpombo3am u

remocTasy (Lupus Anticoagulant Diagnostic in Plasmaon
1902 recommendation ISTH) 4990,00 pyo
1800 WceneposaHue aktmBHocTh chaktopa Vi 3140,00 pyo

4. BMOXUMUYECKUE UCCNEOQOBAHUA KPOBU
4.1. Yrnesoapbl

A09.05.023 mtokosa (Glucose) 360,00 pyo

A09.05.102 ®pykTo3amuH (Fructosamine) 1015,00 pyo
mykupoBaHHbIV remornobuH (HbA1C, Glycated

A09.05.083 Hemoglobin) 905,00 pyo

A09.05.207 Jlaktat (Lactate) 1015,00 pyo

MoKO30-TONEpaHTHbIV TECT C oNpeaeneHneM rioKo3bl B
BEHO3HOWN KPOBM HATOLLAK M NOCMe Harpy3ku yepes 2
Yyaca (nepoparnbHbIN [MOKO30TOoNEepPaHTHbIN TecT, I'TT,
A12.22.005 OrI'TT) Oral Glucose Tolerance Test, OGTT) 960,00 pyo
MoKO30-TONEpPaHTHbIV TECT C oNpeaeneHneM rIoKO3bl 1
C-nenTnga B BEHO3HOM KPOBM HATOLLAK U nocre
A12.22.005.000.02 Harpysku yepes 2 yaca 1545,00 pyo

noko30ToNepaHTHbIN TECT Npyu 6epemMeHHOCTH
(nepopanbHbIN rnoko3oTonepaHTHbl TecT, I'TT, O TT)

A12.22.005.000.01 Oral Glucose Tolerance Test, OGTT, Pregnancy 1180,00 pyo
4.2. lvnnabl, TMNONPOTEUHbI, ANO/IMNONPOTEUHDI

A09.05.025 Tpurnuuepwnabl (Triglycerides) 415,00 pyo

A09.05.026 XonectepuH obwun (XonectepuH, Cholesterol total) 410,00 pyo
XonectepuH-JTMBI1 (XonectepuH NMNonpoTenHoB

A09.05.004 Bblcokon nnotHoctn, HDL Cholesterol, ?-xonectepuH) 445,00 pyo
VccnenoBaHve ypoBHS XonecTepuHa nMnonpoTenHoB

A09.05.028 HW3KOW NNOTHOCTN 460,00 pyo

XonectepuH-JINHI (XonectepyH NMNnonpoTenHoB
HM3Kkow nnotHocTw, JIMHI, Cholesterol LDL, ?-

A09.05.028 XOMecTepwH) 420,00 pyo6
XonectepuH-JINMOHIM (XonecTepunH NnunonpoTenHoB

A09.05.028.000.01 o4eHb Hu3komn nnotHocTw, JINOHTI, VLDL Cholesterol)» 765,00 pyo

A09.05.027 JlunonpoteuH (a) (Lipoprotein (a), Lp(a)) 1350,00 pyo

A09.05.250 AnonunonpotenH A1 (Apolipoprotein A-1) 805,00 pyo

A09.05.251 AnonunonpoTtenH B (Apolipoprotein B) 810,00 pyo

A09.05.129 XKenyHble kucnoThbl (Bile Acids) 3065,00 pyo
OnekTpodopes NMNonpoTenHoB. TunuposaHue

A09.05.014.000.03 rmnepnMnuaemMmnn 8740,00 pyo
OK1CNEHHbIV MMNOMNPOTENH HU3KOW NITOTHOCTM (0X-LDL)

2219 (Oxidized low-density lipoprotein (Ox-LDL)) 2990,00 pyo
4.3. benkn 1 aMUHOKUCNOTbI

A09.05.011 Anb6ymuH (Albumin) 460,00 pyo

A09.05.010 O6wwmi 6enok (Protein total) 405,00 pyo

Benkosble dpakumn (Serum Protein Electrophoresis,
A09.05.014 SPE) 725,00 pyo



A09.05.014.000.02

A09.28.028.000.01

A09.28.030.002

A09.05.106.003

A09.28.030.003.01
A09.05.214

B03.016.025.001.01
B03.016.025.001.02

1792

1862

1863

1867
2041

2043

2929

A09.05.106.000.02

OnekTpodopes 6enkoB Moun, onpeneneHne Tmna

npoteunHypum (Protein Electrophoresis, Urine) 2050,00
Benok beHc-[XoHca B MOYe, CKPUHWUHT C MPUMEHEHUEM
UMMYHOpMKCaLNM 1 KONMYECTBEHHOE onpeaeneHne

(Bence-Jones Protein, Urine: Immunofixation,

Quantification) 2385,00
Benok beHc-[>xoHca B Mo4e: MMMyHOMUKCaLus,

KONMYeCTBEHHOE onpeaerexHve, TUNMpoBaHue Kanna,

nambaa (Bence-Jones Protein: Electrophoresis,

Immunofixation, Kappa/Lambda Typing) 4880,00
CeoboaHble nerkue Lenn MMMyHOrnobynmHoOB Kanna u

nambaa CbIBOPOTKMU C pacyeToM MHAEKca Kanna/nambaa

(Serum immunoglobulin free light chains (FLC, sFLC)

kappa and lambda, kappa/lambda ratio) 3165,00
CeoboaHble nerkue Lenn MMMyHOrobynmMHOB Kanna u

nambaga B moye (Urine immunoglobulin free light chains

(FLC) kappa and lambda) 2430,00
"omounctenH (Homocysteine) 2505,00
AMWHOKNCNOTLI B Nla3Me KPOBU - CKPUHMHIOBOE

nccnepoBaHue 13 nokasarenen 5280,00
AMMVHOKMCIOTLI B NNa3mMe KpoBu, 48 nokasaTtenemn 10245,00

AMWHOKNCAOTBI B NN1a3Me KPOBU - 9KCNepTHoe
KONMYEeCTBEHHOE UCCreAoBaHNe AN BblSBIEHNS
YHKLMOHaNbHbIX MeTabonuyeckmx nameHeHun (48
nokasatenew): apruHuH (Arg), sanuH (Val), ructnaunH
(His), meTtnonnH (Met), TpeoHuH (Thr), nenunH (Leu),
nm3uH (Lys), nsonenuuH (lle), tpuntodan (Trp),
deHunananuH (Phe), ananuH (Ala), acnaparvH (Asn),
acnaparuHoBasi kucnota (Asp), rmuumH (Gly), rnytamuH
(GIn), rnyTamnHoBas kucnota (Glu), nponuH (Pro), cepuH
(Ser), TaypuH (Tau), Tpo3uH (Tyr), aprMHUH-AHTapHas
KMCMoTa, aprMHMHOCYKUMHAT (Ars), romountpynnuH (Hci),
opHUTUH (Orn), untpynnuH (Cit), a0eHO3UNTOMOLIMCTENH
(Agc), romouucTtuH (Hey), umctatmonnH (Cys),umcTemnH-
cynbdat (SSC), unctuH (Cys), anbda-
amMuHoagunuHoBas kucnota (Aad), nunekonvHoBas
kucnota (PA), caxaponuH (Sac), rmgpokennuaui (Hly),
rmgpokcunponuH (Hyp), 1-metunructuguH (1-MH), 3-
meTunructuguH (3-MH), aHcepuH (Ans), 6eTa-anaHuH
(Bal), kapHosuH (Car), capkosuH (Sar),anbga-
amMuHomacnsHasg kucrnota (Abu), beTa-
amMmuHousomacnsHas kucnota (bAib),ramma-

amuvHoMacnsaHas kucrnota (gAbu), o 8755,00
OueHka pyHKUUN cepaedHO-COCYANCTON CUCTEMDI,
YHKLMKN NoYeK - nabopaTopHble MapKepbl 3940,00

MeTvnnmpoBaHHble NPOM3BOAHbIE aprMHMHa:

MoHomeTunapruHnH (MMA), acuMmeTpuYHbIn

anmeTtunapruHvH (ADMA), cMMMeTpUYHbIN

anmeTtunapruHmnH (SDMA) - B nnasme kpoBu. PacuyeTHble
cooTHoweHus: (ADMA+SDMA)MMA, SDMA/MMA,

ADMA/MMA, ADMA/SDMA 2460,00
OueHka PyHKLUMOHANBHOIO COCTOSHNS KULLEYHMKA

(mnocnencTBust aHTUBUOTUKOTEPaNMK)- NabopaTopHble

Mapkepbl 4060,00
OHepreTudeckmii 6nok - nabopaTtopHbie MapKepbl 4010,00
OdbdhekTUBHOCTL aHeproobecneyeHus kKneTku (paboTa
MUTOXOHAPWUI) - NabopaTopHble MapKepbl 4370,00
AnbOYMUH-rNOGYNMHOBOE COOTHOLLEHNE (anbbyMuH,

rnobynuH, COOTHOLLEHME) 590,00

M-rpagmeHT, CKPUHWHT. JneKTpodopes CbIBOPOTKA U
UMMYHOMKCaLMA C NONUBaNEHTHON aHTUCLIBOPOTKOM U
KoNnuyecTBeHHOW oueHkon M-rpagmeHTa 3295,00
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A09.05.106.000.01
1662

A09.05.020
A09.05.017
A09.05.018

A12.28.002.000.01
A09.05.230

1526

A12.28.002.000.03
1509

A09.05.021

A09.05.022.001

A09.05.042

A09.05.041
A09.05.045

A09.05.180

A09.05.044

A09.05.043

A09.05.177
A09.05.173

A09.05.039

A09.05.174
A09.05.046
A09.05.258

1418

2039

A09.05.057
A09.16.003.000.01
A09.16.003.000.02
2111

A09.05.224

A09.05.297

A09.05.296

M-rpagmeHT, TunnpoBaHue. AnekTpodopes CbIBOPOTKM U
UMMYHOpMKCaLNs C NaHENbo aHTUCBIBOPOTOK
(lgG/A/M/kanna/nambaa) ¢ KonmyecTBEHHON oueHKon M-
rpagmeHTa

L-kapHUTMH cBOBOAHBIN B KPOBU

4.4. OueHKa pyHKLUM NoYeK

KpeaTtunHuH (Creatinine)

MoueswnHa (Urea)

MoueBas kucnota (Uric acid)

Kny6oukoBas dunbTpauus, pacyet no popmyne CKD-
EPI — kpeatuHnH (eGFR, Estimated Glomerular Filtration
Rate, CKD-EPI creatinine equation)

LnctatnH C (Cystatin C)

Kny6oukoBas dunbTpauus, pacyet no popmyne CKD-
EPI — unctatnH C (Estimated Glomerular Filtration Rate,
eGFR, CKD-EPI Cystatin C Equation)

OueHka ckopocTn knyboukoBor unbTpaumm y geten no
dopmyne LLBapua, KpeaTUHUH.

OcMOonApHOCTL CbIBOPOTKM KPOBU (pacyeTHbI MeToA)
4.5. NMurmeHTbI

Bunnpyobun obwmi (Bilirubin total)

Bunnpy6uH npsamon (bunmpyObuH KOHBbIOrMPOBaHHbIN,
cBsi3aHHbIN; Bilirubin direct)

4.6. depmeHTbI

AnAT (ANT, AnaHnHamnHoTpaHcdepasa,
anaHvHTpaHcamuHasa, SGPT, Alanine aminotransferase)

AcAT (ACT, acnaptatamuHoTpaHcdepasa, AST, SGOT,
Aspartate aminotransferase)
Anbda-Amunasa (dunactasa, Alfa-Amylase)

Anbda-Amunasa naHkpeatudeckas (Pancreatic Alfa-
amylase, P-n3ocepmeHT amunashbl)
lamma-rnytamuntpaHcnentugasa (T,
rnytamuntpaHcnentugasa, GGT, Gamma-glutamyl
transferase)

KpeaTtnHkuHasa (KpeaTuHdpocdokunasa, KK, KOK, CK,
Creatine kinaze)

KpeaTtunHkmHasa-MB (KpeatuHdocdoknHasa-MB, KK-MB,
K®K-MB, Creatine Kinase-MB, CK-MB, KK-2)
Jlvunasa (Tprnaunnrnuueponauunrugponasa, Lipase)

NAr (NakrargermgporeHasa, L-nakrar:
Al+OkcupopeaykTtasa, Lactate dehydrogenase, LDH)
XonuHacTtepasa (S-lNcesgoxonuHacTepasa,
xonuHacTtepasa ll, S-X3, auunxonuH-auunrugponasa,
Cholinesterase)

docdatasa wenoyHas (P, Alkaline phosphatase, ALP)
KoaHaum Q10, nnasma (Coenzyme Q10, CoQ10, plasma)

KocTHbI hbepMeHT LenovHon cocdaTtasbl (ocTasa)
(BAP — bone alkaline phosphatase)

(Chromolab) Mapkepbl ancbunosa (apabuHosa,
apabunHuton) B moye, NX-MC

ractpuH (Gastrin)

MencwuHoreH | (Pepsinogen I)

MencwuHoreH Il (Pepsinogen Il)

MencuHoreHsbl | 1 Il ¢ pacyeTomM COOTHOLLEHUS
OcrteokanbuuH (Osteocalcin)

?-Cross laps (C-koHueBble TernonenTuabl konnareHa |
TMNa, NPOAYKT Aerpagjauun konnareHa B pesynbrate
KOCTHOW pe3op0Oumn)

Mapkép dopmupoBaHus koctHoro matpukca P1NP (N-
TepMUHanbHbIN NponenTug npokonnareHa 1 Tuna, Total
P1NP)

4800,00
1990,00

410,00
405,00
410,00

390,00
1335,00

895,00

475,00
1065,00

405,00

410,00

375,00

375,00
510,00

565,00

400,00

610,00

905,00
610,00

440,00

480,00
405,00
4070,00

3850,00

3750,00
2195,00
2230,00
2230,00
2535,00
1325,00

1670,00

2405,00
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A09.28.064
B03.004.001.000.01

A09.05.238.000.01
1231
1679
1681
1370

1741

A12.06.060
A09.05.080

A12.06.060.000.01

A12.06.060.000.11

A12.06.060.000.08

A12.06.060.000.12
A09.05.264

B03.016.017
A12.06.060.000.02
A12.06.060.000.03
A12.06.060.000.04
A12.06.060.000.05
A12.06.060.000.06
A12.06.060.000.07
A12.06.060.000.13
A12.06.060.000.10
A12.06.060.000.09
A09.05.221

A09.05.235.000.01
1827

1828

1829

1830

OBC156

A12.06.060.000.13

A12.06.060.000.13

1613/61
0004HMY

1794
1796

1798

NesokcnnupugunHonun (AMNNL)

["acTponaHensb

4.9. AHTUOKCUOAHTHbIN CTaTyC

AHTUoOKCcMaaHTHbIN cTaTyc (Total antioxidant status, TAS)
myTaTnoH obwun

8-OH-ge30KcnryaHosvH B KpOBU

ManoHoBbI ananbaerv

KomnnekcHasi oueHka okcMaaTyBHOIO cTpecca
(Chromolab) NyTaTnoH cBOBOAHLIN (BOCCTAHOBMNEHHbIN,
GSH) B kposu (Glutathione reduced), BOXKX-®J1

4.10. BUTaMuHblI

Butamun B12 (umaHokobanamuH, kobanamumH,
Cobalamin)

donuveras kucnota (Folic Acid)

AKTMBHbI BUTamMuH B12, MonoTtpaHckobanamuH (Active-
B12, Holotranscobalamin)

ButamuH K1 B cbiBopoTke (chmnnoxuHoH) (Vitamin K1,
Phylloquinone, Serum)

ButamuH A B cbiBopoTke (peTuHon) (Vitamin A, Retinol,
Serum)

ButamuH E B cbiBopoTke (anbda-tokodepon) (Vitamin
E, alpha-Tocopherol, Serum)

Owera-3 nHgekc (Omega-3 Index)

XupHble kucnoTel, Npodune: omera-3, -6, -9, nnasma
(Fatty acids panel, omega-3, -6, -9, plasma)

Butamun B1 (Tiamun)

Butamun B2 (pubodonasuH)

Butamun B3 (HukoTnHammg)

Butamun B5 (naHToTeHoBas kucnora)

Butamun B6 (nupugokcansdocdar)

Butamun B7, H (6rotnH)

Butamun C (ackopbuHoBas kucnora)

PeTuHun nanbmutar

BeTta-kapoTuH

1,25(0H)2D3 - 1,25-aurngpokcmsmutamud D3

ButamuH 25(0OH)D2 un 25(0OH)D3, pasgenbHoe
onpegenexve (BAXXX-MC/MC)

Xupo- n BogopacTBoprMble BUTAMUHBI
XupopacTBopuMble BUTAMUWHBI

BogopacteBopuMble BUTaMUHBbI

HenpoTponHble BUTaMUHBI

ButamuH D 1 MuHepanbHbIn obmeH

Butamun K2 (meHaxuHoH-4) (Vitamin K2, Menaquinone-
4, serum)

Butamun K2, MeHaxunHoH-7, cbiBopoTka (Vitamin K2,
Menaquinone-7, serum)

Butamun K2: MK-4 n MK-7, ceiBopoTka (Vitamin K2: MK-
4 and MK-7, serum)

Butamunbl rpynnel B (B1, B2, B3, B5, B6, B7, B9, B12)
Owmera-3 nHaekc - OTHOLLIEHWe arKo3aneHTaeHOBON
(EPA), poko3aneHTtaeHoBor (DPA) n goko3arekcaeHoBOM
(DHA) XMpHBIX KUCITOT K CYMMapHOMY COAEPXaHWIo
XMPHbIX KUCIOT B LIENIBHOM KPOBM U 3PUTPOLUTAPHBIX
MembpaHax: oLeHKa pUCKOB BO3HUKHOBEHUS CEpAEYHO-
cocyancCTbIX 3aboneBaHnn n MHgapkKTa MMokapaga
ButamuH B6 (nnpupokcanb-5-gocdar) B nnasme Kposu
XupopacTteBopumble BuTamuHbl: A (petunHon), D (25-OH
D2/D3 cymmapHo), E(anbda-Tokodepon), K1
(MNMOXMHOH) - B KPOBU

—_~ e~~~

2280,00
5830,00

6330,00
2635,00
3740,00
4070,00
16525,00

3470,00

1235,00
1335,00

1955,00
2895,00
2890,00

2890,00
5535,00

10520,00
2890,00
2890,00
2890,00
2890,00
3045,00
2845,00
2850,00
2745,00
2860,00
3975,00

7680,00
25060,00
8605,00
17195,00
5385,00
4140,00

2745,00
2745,00

4950,00
19070,00

5720,00
2940,00

8995,00
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1861

1743

1744
A09.05.235

1189

A09.05.031.000.01
A09.05.032

37/10

A09.05.206
A09.05.127
A09.05.033
A09.05.007

A12.05.011.000.01
1693

A12.06.015
A09.05.009
A09.05.009.000.01
A12.06.019
A09.05.077
A09.05.079

A09.05.241

A09.05.073

A09.05.073.000.01
A09.05.008
A09.05.076
A09.05.006

A09.05.256
A09.05.193.000.01

A09.05.229

A09.05.229
B03.005.013.000.01

A09.05.008.000.01
A09.05.209

1275

1856

1258
1258ALB

ButamuHbl rpynnel B: B1(TnamuH-nupodocdar),
B2(®A[), B3(HnaunH), B5(naHToTeHoBas kucrnoTa),
B6(nupugokcanb-5-ocdar), B7(6uotun), B9(dhonnesas
kucnorta), B12(kobanamuH) B kpoBM

OnpepgeneHune koHUeHTpaumm Butammna
B1(TvammHnupodocdar), uenbHasi KpoBb
OnpepneneHune KoHueHTpauun Butamuna B2(PAL),
LenbHas KpoBb

25-OH Butamun D

KomnnekcHbI aHanu3 KpoBWU Ha HEHACHILLEHHbIE
XupHble kucnoTtbl cemenctea Omera-3 (ALA, EPA, DHA,
Owmera-3 nHgekc)

4.11. HeopraHuyeckue BeLLecTsa

Kanun (K+, Potassium), Hatpuin (Na+, Sodium), Xrnop
(Cl-, Chloride)

Kanbuun obwuin (Ca, Calcium total)

Kanbuuin KoppeKkTupoBaHHbIA No ans0ymMuHy

Kanbuuin nonmsmposaxHbin (Ca++, Calcium ionized)
Marnuin (Mg, Magnesium)

docdop HeopraHmyeckuii (P, Phosphorus)

XKeneso cuiBopoTkM (Fe, Iron)

JlaTeHTHas (HeHacbILWeHHas) xene3ocBsa3biBatoLas
cnocobHocTb cbiBopoTkM Kposu (JIXDKCC, HXXCC,
Unsaturated Iron Binding Capacity, UIBC)

AMMMaK B Nria3me KpoBm

4.12. Cneunduueckmne 6enku

ACJ1-O (ACNO, AxtnctpentonuanH—0, ASO)
C-peakTtuBHbIn 6enok (CPB, CRP)
BblicokouyBCTBUTENBHbLIN C-peakTuBHbIM 6enok (kapamo)
PesmaTtongHbin daktop (PP, Rheumatoid factor, RF)
Llepynonna3muH (Ceruloplasmin)

antorno6uH (Haptoglobin)

Anbda-2-makpornobynuH (alpha-2-macroglobulin, a2-
Macroglobulin, A2M, a2M)

Anbda-1-aHTUTPUNCKH, KoHueHTpauns (A1AT, Alpha-1-
Antitrypsin concentration, A1-Antitrypsin, A1A, AAT)
Anbda-1-aHTuTpuncuH, deHotunmposaHue (Alpha-1-
Antitrypsin Phenotyping)

TpaHcdeppuH (Cuagepodunun, Transferrin)
®eppuTuH (Ferritin)

Mwuorno6buH (Myoglobin)

HatpuypeTtuyeckoro ropmoHa (B-tvna) N-koHLeBoW
nponentug (NT-proBNP, N-terminal pro-brain natriuretic
peptide, pro-B-type natriuretic peptide)

TponoHwuH-I (Troponin-I)

Yrnesog-geduuntHeli TpaHcdeppuH (YOT,
Carbohydrate-Deficient Trancferrin, CDT)
Yrnesoa-aeuUmUTHBIN TpaHceppuH ¢
anektpogoperpammon (YOT) (Carbohydrate-Deficient
Transferrin with results on an electrophoregram (CDT))
encnguH 25 (6rnoaktueHbIN) (Hepcidin 25, bioactive)
PacTtBopumMble peLenTtopbl TpaHcdheppuHa (pTOP,
Soluble Transferrin Receptor, sTfR)

MpokansbunutoHuH (Procalcitonin)

VMccnegoBaHve KOHLEHTpaLMmn CbiIBOPOTOYHOTO
amunonga A (SAA)

PIVKA-II — 6enok, HOyunpOBaHHbIA OTCYTCTBUEM
BuTamuHa K unu ero aHtaroHmctom-II

KomnnekcHasi oueHka Tpodornormiyeckoro cratyca
(anbbymuH, NpeanbbyMyH, PETUHON-CBS3bIBAOLLMNA
0ernok)

AnbOyMUMH — JOCTYMEH TONbKO B cocTaBe 1258

8320,00
2750,00

2750,00
2450,00

4690,00

555,00
400,00
830,00
690,00
450,00
405,00
405,00

460,00
650,00

755,00
725,00
725,00
730,00
885,00
960,00

895,00

1915,00

3035,00
840,00
910,00
1445,00

4375,00
1650,00

4520,00

5835,00
11015,00

2445,00
3280,00

3990,00

3990,00

9335,00
4990,00

py6
py6

py6
py6

py6

py6
py6
py6
py6
py6
py6
py6

py6
py6

py6
py6
py6
py6
py6
py6

py6
py6

py6
py6
py6
py6

py6
py6

py6

py6
py6

py6
py6

py6

py6

py6
py6



A09.05.130
OBC69

A09.05.130.000.01

A09.05.119

A09.30.002.000.01

A09.05.195
A09.05.231
A09.05.299
A09.05.201
A09.05.247
A09.05.202

A09.05.300

B03.027.017.000.01

B03.027.017.000.02

A09.05.232

A09.05.245

A09.05.246
A09.05.227
A09.05.219

A09.05.298

A09.28.054.000.01

A09.05.130.001

B03.027.020.000.01

35
1453

A09.05.067

A09.05.065

A09.05.066

A09.05.204

A09.05.132
A09.05.131
A09.05.087
A09.05.210

A09.05.136.000.01

4.13. OHKOMapKepbl

MCA o6wun (MpocTaTnyeckun cneunuyeckuin aHTureH
obwmn, Prostate-specific antigen total, PSA total)
OHKOpUCK MY>KCKOW: NpeacTaTensHas xernesa
OueHka 300poBbs NpocTaThl

KanbuntoHuH (Calcitonin)

Anbda-detonpotenH (API1, alfa-Fetoprotein)
PakoBo-aMOpuroHanbHbil aHTureH (POA,
KapLUMHO3MOpUOHanbHbIn aHTUreH, Carcinoembryonic
antigen, CEA)

Ca 15-3 (YrneBogHbii aHTureH 15-3, CA 15-3)

Ca 72-4 (YrneBogHbIi aHTUreH 72-4, CA 72-4)

Ca 19-9 (YrneBogHbii aHTureH 19-9, CA 19-9)
Cyfra-21-1 (®parmeHT LutokepatmHa 19)

Ca-125 (YrneBogHbivi aHTureH 125, CA 125)
Onyxonesbit Mapkép HE4 (Human epididymis protein 4,
Benok 4 anuguanMmmnca vyenoseka)

OueHka pucka paka andHukos no anroputmy ROMA
(Risk of Ovarian Malignancy Algorithm, anroputm
pacuyeTa pucka anMTennanbHOro paka sM4HuKoB) (4ns
XXEHLLMHbI O MeHonay3bl)

OueHka pucka paka auyHuKoB no anroputmy ROMA
(Risk of Ovarian Malignancy Algorithm, anroputm
pacuyeTa pucka anMTennanbHOro paka sM4H1KoB) (4ns
XKEHLLMHbI MOcne MeHomnay3abl)

CA- 242 (yrneBogHbin aHTureH CA- 242, onyxonesbin
mMapkép CA- 242, Tumor marker CA -242)
?2-MukpornobynuH (B kposu) (Beta-2 microglobulin,
serum)

Henpo-cneundudeckas eHonasa (Neuron-specific
enolase NSE)

XpomorpaHuH A (Chromogranin A, CgA)

Benok S100 (S100 protein)

SCC (aHTuUreH NrOCKOKNETOYHON KapLMHOMbI, Squamous
cell carcinoma antigen)

UBC (aHTureH paka Mo4eBOro nysbips, uccrefoBaHune
pacTBOpPMMbIX oparMeHTOB LUTokepaTnHoB 8 n 18 B
moue) Urine Bladder Cancer Antigen

MCA cBobogHbiIn (MpocTaTnyeckun cneuynuyeckuin
aHTUreH cBoboaHbIN)

MonekynspHo-reHeTUYeckas guarHocTuka paka
npeacTaTensHON xeresbl

docdatasa kucnas (KP)

CA 50 (YrnesogHbin aHTureH CA 50)

5. OLLEHKA ®YHKLUWN 3HAOKPUHHON CUCTEMbI
5.1. OueHKa PpyHKUMM runodumsa

AKTI (ADpeHOKOPTUKOTPONHbIA FOPMOH, KOPTUKOTPONMH,
Adrenocorticotropic Hormone, ACTH)

TupeoTtponHbii ropmoH (TTT, TupoTponuH, Thyroid
Stimulating Hormone, TSH)

ComaTtoTponHbIn ropmoH (comatoTtponuH, CTIT, Growth
hormone, GH)

ComatomeguH-C (MHcynnHonoaobHbI dhakTop pocTa |,
N®P-1; Insulin-like growth factor I, IGF-1)
donnukynoctumynmpytowmii ropmoH (OCI, Follicle
stimulating hormone, FSH)

ThoTenHmnanpyowmn ropmoH (J1I7, LH)

MponakTtuH (Prolactin)

MakponponaktuH (Macroprolactin)

MenaToHuH

965,00
1590,00
5130,00
1710,00
765,00

1190,00
1215,00
1680,00
1195,00
1785,00
1185,00

1745,00

2410,00

2410,00

1225,00
1665,00

2280,00
6300,00
3425,00

2915,00

3070,00
885,00

6735,00
515,00
2090,00

1210,00
690,00

1010,00

1865,00

790,00
790,00
810,00
1700,00
3230,00
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py6
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5601

A09.05.064

A09.05.063

A09.05.060

A09.05.061

A09.05.060.000.01

A09.05.097.000.01
A09.05.117

A12.06.017

A12.06.045

A12.06.036.000.01

A12.06.046
1706

A09.05.135
A09.28.035.000.01
A09.07.007
A09.05.069

A09.05.121

A09.05.121.000.01

A09.05.035.000.10

1573

1728

1733

1734

1735

1722

1711

A09.05.078
A09.05.078.001
A09.05.150
A09.05.146

MakpoTmpeoTponHbI ropMoH (Makpo-TTI, TTI
cBoboaHbIn, nocT-M3IN)

5.2. OueHKa GYHKLUM LLUTOBUALHOM XKenesbl
TupokcnH obwmn (T4 obwmin, TeTpanogTUPOHNH 00N,
Total Thyroxine, TT4)

TupokcnH cBoboaHbIn (T4 ceoboaHbIn, Free Thyroxine,
FT4)

TpunoaTnpoHuH obwun (T3 obwmn, Total
Triiodthyronine, TT3)

TpunoaTnpoHuH ceoboaHbin (T3 cBoboaHbIN, Free
Triiodthyronine, FT3)

PesepcuBHbin T3 (PeBepc T3; peBepCcuBHbIf
TpuroaTupoHuH; Reverse T3; rT3)

T-Uptake (TupokcuH cesisbiBaroLLas cnocobHOCTb
CbIBOPOTKU 1nu nnasmbl Yenoseka; Thyroid uptake)

TI (TupeornobynuH; Thyroglobulin, TG)

AHTUTEna Kk Tupeornobynuny (AT-TI, anti-thyroglobulin
autoantibodies)

AHTUTENa K TpeonaHomn nepokcngase (AT-TI1O,
MUKpOcoMarnbHble aHTuTena, anti-thyroid peroxidase
autoantibodies)

AT-MATI (aHTMTENna Kk MMKpOCOMAaIbHOWM chpakumm
TMPOLIMTO, aHTUMUKPOCOMASIbHbIE aHTUTENa,
Antimicrosomal antibody)

AT k pTTI (aHTUTENna Kk peuentopam TTI, TSH receptor
autoantibodies)

KanbLMTOHMH B CMbIBE NMYHKLMOHHON UMbl

5.3. OueHKa pyHKLMMN KOpbl HAANOYEeYHUKOB
KopTuson (I'mapokopTtusoH, Cortisol)

CeobogHbin kopTnson (B moye) (Free cortisol, urine)
KopTuson, cnitoHa (Cortisol, Saliva)

AnbgocTepoH (Aldosterone)

PeHuH (PeHuH nnasmel — npsmoe onpeaenexHune, Direct
Renin)

AnbaoCTepOH-peHnHOBOE cooTHoweHme (Aldosterone-
Renin Ratio, ARR)

[MperHeHonoH

KopTuson, gerngpoannaHapoctepoH (Or3A),
cooTHowweHne OI9A n kopTusona (Mapkep
CTPECCOYyCTONYMBOCTM)

(Chromolab) Koptuson B crnitoHe (ogHa nopums), BOXKX-
MC/MC

(Chromolab) Koptuson B crntoHe (yTpeHHsas nopums 8:00,
BeyepHsAs nopumsa 23:00), BOXX-MC/MC

(Chromolab) Koptuson B cnitoHe, 4 nopuuu, BOXX-
MC/MC

(Chromolab) KopTtnson (6 nopuwui),
aerngpoannangpoctepoH (OM3A), BbisiBNeHne ctpecca u
ero ctagum, BOXXX-MC/MC

(Chromolab) KopTuaon, KOpTU30H, 6-rmgpoKCUKOPTM30I U
MX COOTHOLLEHNst B Moye, [X-MC

KopTunson (nopumm CrnioHbI - TpU yTPeHHUe, NonyaeHHas,
OHeBHas 1 BeyepHss — 6 nopuumn),
OerngpoannanapoctepoH (OM9A), cooTHoweHne OM9A n
kopTtusona (Cortisol (saliva portions - three morning,
midday, afternoon and evening - 6 portions),
Dehydroepiandrosterone (DHEA), the ratio of DHEA to
cortisol)

5.4. OueHKa aHApPOreHHOro craTtyca
TectocTtepoH (Testosterone)

CBobogHbIn TecTtocTepoH (Free Testosterone)
OurngpotectoctepoH (DHT, Dihydrotestosterone)
AHgpocTeHanoH (Androstenedione)

655,00

745,00
740,00
750,00
745,00

7585,00

1060,00
1190,00

945,00

885,00

905,00

2135,00
1585,00

780,00

1280,00
1130,00
1240,00

1495,00
2275,00
4235,00
5945,00

1130,00

2110,00

5350,00

8300,00

5870,00

6990,00

770,00

1725,00
1995,00
1890,00
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pyo
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A09.05.147

A09.05.149
A09.05.148
B03.016.022
A09.05.139

A09.05.160

B03.016.023.000.01

1715

1725

1726

1729

1730
1731

1732

1736

1737

1738

1739

1717

1720

1713

AngpocTeHnamon rntokypoHua (Androstanediol
glucuronide , 3-alpha-diol-G)
HerngpoannangpoctepoH-cynbdat (A3A-S04, [IOA-C,
Dehydroepiandrosterone sulfate, DHEA-S)
HernapoannaHgpocTepoH (HEKOHBIOMMPOBAHHbIN)
17-KC B moue (17-keTocTeponabl)

17-OH nporectepoH (17-0OI1)

MmobynuH, ceAsbiBatoLwmiA nonosblie ropmMoHsl (FCIT,
Sex hormone-binding globulin, SHBG)

CtepounaHbin npocune, cnoHa, 8 napameTpoB
(TecTocTepoH, AerMapoanuaHapoCTEPOH,
aHApPOCTEHAMOH, KOPTU30I, KOPTU3OH, 3CTPaaMon,
nporectepoH, 17-OH-nporecTtepoH)

(Chromolab) AHOporeHbl, rKOKOPTMKOMABI,
MUWHepPanoKopTUKonabl, MPOrecToreHbl, Nx
npeaLwecTBEHHNKM U MeTabonuTbl (13 nokasaTtenen) B
kpoBu, BOXKX-MC/MC

(Chromolab) OerngpoanmaHgpoCTEPOH B CtOHE
(nccnepoBanue ansa nuuy ctaplue 18 net), BOXX-MC/MC
(Chromolab) CtepoungHbii npodune B crnoHe (4
nokasatens), BOXKX-MC/MC

(Chromolab) AHAporeHbl, FMIOKOKOPTUKOUABI,
MUWHepanoKopTUkonabl, NPOrecToreHbl, Nx
npealwecTBeHHMKN 1 meTabonuTel (12 nokasatenen) B
kposu, BOXKX-MC/MC

(Chromolab) AHOporeHbl, rmKOKOPTMKOUARI,
MUWHepanokopTUkonabl, NporecTareHsbl, Nx
npeglwecTBeHHMKN 1 meTabonuTel (18 nokasatenen) B
kpoBu, BOXKX-MC/MC

(Chromolab) TectoctepoH B kposu, BOXXX-MC/MC

(Chromolab) OerngposnuangpoctepoH-cynbdat (OIr3A-
S04) B kposu, BOXX-MC/MC

(Chromolab) AHOporeHbl, rmoKOKOPTUKOUAbLI, 3CTPOreHbI,
nporecTareHbl, UX NpeALecTBEHHUKM 1 meTabonuTel (8
nokasatenew) B crnoHe (Androgens and their metabolites
(8 indicators), salivary), BO>XX-MC/MC

(Chromolab) AHOporeHbl, roKoOKOPTUKOUAHI,
MWHEPanoKopTMKOMAbl, CTPOreHbl, NporectareHbl, nx
npenLwecTBeHHMKN U MeTabonuTel (13 nokasatenen) B
cntoHe (Androgens and their metabolites (13 indicators),
salivary), BOXX-MC/MC

(Chromolab) TectocTepoH cBOGOAHBIN B CAOHE
(nccnepoBanve anga nuy ctapie 18 net) (Testosterone
Free), BOXKX-MC/MC

(Chromolab) CtepounaHbivi npodunb 13 nokasaTtenen ¢
onpegerneHneM nperHeHonoHa (Salivary steroids (13
indicators), pregnenolone), BO>XX-MC/MC

(Chromolab) AHagporeHbl 1 nx metabonutsbl (8
rnokasaTenemn), pacyeT COOTHOLLEHWIA:
aerngpoanunaHgpoctepoH (OM3A), aHapoCTEHANOH,
TECTOCTEPOH, aHAPOCTEPOH, 3NNaHAPOCTEPOH,
3TMOXOMNAaHOMOH, 3NUTECTOCTEPOH, MPErHaHTp1on B
moye, MN’X-MC

(Chromolab) AHaporeHbl 1 nx meTabonuTbl, pacyeT
COOTHOLLEHWI, 3CTPOreHbl U nporectareHbl (12
nokasaTenen): gernapoanMaHgpoctepoH (ArdA),
aHOPOCTEHOMNOH, TECTOCTEPOH, aHOPOCTEPOH,
3MMaHOPOCTEPOH, 3TMOXOSTAHOMOH,
3MUTECTOCTEPOH,NPErHaHTPWOI, 3CTPaaMNOr, SCTPOH,
acTpuon, nperHaHguon B move, NX-MC

(Chromolab) AHaporeHbl, rMOKOKOPTUKOUAbI,
MWHEPanoKopTMKOMabl, CTPOreHbl, NporecTareHbl, nx
npenLwecTBEHHMKN U MmeTabonuTel (16 nokasaTenen) B
kpou, BOXXKX-MC/MC

1990,00

780,00

1700,00
2625,00
1075,00

840,00

8480,00

8990,00

2440,00

5430,00

8830,00

14720,00
2160,00

2290,00

8600,00

8455,00

2440,00

9320,00

6420,00

5340,00

7020,00

py6

py6
py6
py6
py6

py6

py6

py6

py6

py6

py6

py6
py6

py6

py6

py6

py6

py6

py6

py6

py6



1748

1875

1876

1877

A09.05.154
A09.05.153

A09.28.023.000.01
1714

1716

1718

1719
1724

1727

2037

1721

1723

1871
1192

A09.05.225
A09.05.203

A12.05.110.000.01

A09.05.090.000.01
A09.05.157

A09.05.161

A09.05.090

A09.05.249

PRS1-INV

PRS2-INV
A09.05.249.000.01

CtepounaHbii npocunb B kpoBu (12 nokasaTtenen)
17-OH-nporecTtepoH B kpou, BOXX-MC/MC (17-OH-
progesterone, blood)

HerngpoannanapocTtepoH-cynbdaTt B kpoBu, BOXKX-
MC/MC (Dehydroepiandrosterone sulfate, blood)
TecTtocTepoH obwmii B kposu, BOXKX-MC/MC (Total
testosterone, blood)

5.5. 3cTporeHbl U NPOrecTUHbI

OcTtpaamnon (E2, Estradiol)

MporecTtepoH (Progesterone)

MeTabonutel 3CTpPOreHoB 1 NporecTepoHa, CyTo4Has
Mou4a

(Chromolab) 3ctpagnon B kposu, BOXX-MC/MC
(Chromolab) 3cTporeHsl: acTpagmon, 3CTPOH 1 3CTPUON
B kposu, BOXX-MC/MC

(Chromolab) 17-OH nporectepoH B kposu, BOXX-
MC/MC

(Chromolab) 17-OH-lNperHeHonoH cBo60aHbI B KPOBHU,
B3XX-MC/MC

(Chromolab) MporecTtepoH B kpoeu, BOXX-MC/MC
(Chromolab) 3ctpagnon cBobogHbIN B critoHe, BOXKX-
MC/MC

(Chromolab) MeTabonuTbl 3CTpOreHoB, pacyeT
COOTHOLLEHUS (OLleHKa p1cka pa3BUTUSA OHKONATONornm)
B Mmoye, BOXXX-MC/MC

(Chromolab) 3cTporeHsbl 1 nporectareHsl (4
rnokasaTens): aCTpaanor, 3CTPOH, 3CTPUOS, NPerHaHaMon
B moye, 'X-MC

(Chromolab) 3cTporeHsbl n nx metabonuTel: 3cTpaguon,
3CTpPOH, acTpuon, 16a-OHE1, 2-OHE2, 2-OHE1, 2-
OMeE1, 4-OMeE1, 4-OHE1 n pac4eT COOTHOLLEHWHA;
nperHaHguon - metabonut nporectepoHa (10
nokasatenen) B mode, BOXX-MC/MC; N'X-MC
(Chromolab) OnpegeneHne pe3avcTeHTHOCTU K
nporecTepoHy

MporecTtepoH B critoHe

5.6. HectepougHble perynatopHblie ¢paKTopbl NO/0BbIX
*Kenes

AHTU-Mionnepos ropmoH (AMIT, AMH, anti-Mullerian
hormone, MIS, Mullerian Inhibiting Substance)

WHrmbuH B (inhibin B)

Tpodgobnactuyeckun 6eta-1-rnukonpotenH (THBI,
Pregnancy-Specific beta 1-Glycoprotein, PS?G1, PSG-1,
Specific Glycoprotein, SP)

5.7. MoHuUTOpUHr 6epemeHHOCTH, BUoXMmuyeckue
MapKepbl COCTOAHUA NN0AA

XopuoHn4eckuin roHagoTponuH Yenoseka (XM, 6eta-
XY, 6-XI'4, Human Chorionic gonadotropin, HCG)
CeobogHein actpuon (E3, Estriol free)

PAPP-A (AccoummpoBaHHbIn ¢ 6epeMeHHOCTbI0
npoTteunH-A nnasmel, Pregnancy-associated Plasma
Protein-A, MAIMM-A)

CBoboaHas b-cybbeanHmLa XoproHUYECKOro
roHagoTponuHa YenoBeka (cBoboaHbI b-XIM'Y, free b-

HCG)

MnaueHTapHbin naktoreH (Human placental lactogen,
HPL)

[MpeHaTanbHbIN CKPUHWHT TpUcoMuia: | TpumecTp
(PRISCA-1)

[MpeHaTanbHbIN CKPUHWUHE Tpucomuia: |l TpumecTp
(PRISCA-2)
lMnaueHTapHbIM hakTop pocTa

5990,00

1290,00

1290,00

1290,00

775,00
790,00

8720,00
2150,00

3040,00
2290,00

1900,00
2290,00

2330,00

8265,00

6680,00

7890,00

6180,00
1490,00

1975,00
1860,00

745,00

720,00
1005,00

1230,00

1060,00
1275,00
2305,00

1645,00
4750,00

py6
py6
py6

py6

py6
py6

py6
py6

py6
py6

py6
py6

py6

py6

py6

py6

py6
py6

py6
py6

py6

py6
py6

py6

py6
py6
py6

py6
py6



A09.05.204.000.01

1649

ASTRAIAL

ASTRAIAZ2

ASTRAIA3

ASTRAIA4

A09.05.056
A09.05.056.000.04
A09.05.205

A09.05.056.000.01
A09.05.056.000.04

1837

A09.05.133.000.01

A09.28.034

A09.28.034.000.01

A09.28.034.001.01

A09.28.034
A09.05.085
A09.05.124.000.01
A09.05.133.001.01

A09.28.034.001

1683

1696

PactBopumas fms-nogo6Hasa TMpo3nHkmnHasa-1 (sFit-1)
Mapkepbl pucka npeaknamncum: sFlt-1, PIGF,
cooTHoweHue sFIt-1/PIGF

BUoxmmmnyecknin CKpUHUHI 1-ro TpumecTpa
6epemMeHHOCTV Ans nporpammbl ACTpans
MNceneposaHne PAPP-A u cB. ?-XI'Y B 11-14 Hepgenb
6epeMeHHOCTN C pacHeTOM PUCKOB XPOMOCOMHbIX
aHomanui B nporpamme ASTRAIA

MceneposaHne PAPP-A u cB. ?-XI'Y B 11-14 Hegenb
BepeMeHHOCTN C pacyeToOM PUCKOB XPOMOCOMHbIX
aHoManui, 3agepXxkn pocta nnoaa, NpexaeBpeMeHHbIX
pofos, npeaknamncum B nporpamme ASTRAIA
MceneposaHne PAPP-A u cB. ?-XI'Y n PIGF B 11-14
Heaenb 6epeMeHHOCTM C pac4eToOM PUCKOB
XPOMOCOMHBbIX aHOManun, 3agepXku pocta nnoaa,
npexaeBpeMeHHbIX POA0B, UHANBUAYANbHOIO pucka
npeaknamncum B nporpamme ASTRAIA

5.8. OueHKa 3HAO0KPUHHOW PYHKLMK NOAKENYA04HOM
}enesbl

WHcynuH (Insulin)

MpounHcynuH (Proinsulin)

C-MenTtung (C-Peptide)

OueHka MHCYNUHOPE3NCTEHTHOCTK: IMKo3a (HaToLuak),
MHCyNuH (HaTowak), pacyet nHagekca HOMA-IR)
MpouHcynuH

WHpekc nHecynuHopesncteHTHocTn CARO (BkntovaeT
onpefeneHue rmKo3bl U UHCYNUHA)

5.9. buoreHHble aMUHbI

KaTexonamuHbl B nnasme: agpeHanuvH, HopagpeHanuH,
podamMmuH

KaTtexonaMuHbl B MoYe (agpeHarnuH, HopagpeHanuH,
nodamnH)

MeTabonutbl KaTeEXONamMUHOB U CEPOTOHUHA, CyTOYHast
Moya: BaHUnunMuHganesas kucnota, BMK;
romoBaHunMHoBas kucnorta, ['BK; 5-okcumHgonykcycHas
kncnota, 5-ONYK. (Catecholamines and serotonin
metabolites, urine, 24 hr: vanillyimandelic acid, VMA;
homovanillic acid, HVA; 5-hydroxyindoleacetic acid, 5-
HIAA)

MeTaHedpuHbI (hpakLMOHNPOBaHHbIE (MeTaHedpPUH,
HopMeTaHepPVH), AEKOHBIOTMPOBaHHbIE (06LMeE),
CyTO4YHas Mova.

KaTtexonamMuHbl B MoYe (agpeHanuH, HopagpeHanuH,
nodamuH) (nepuopg cbopa MeHbLUe 24 4acoB)
OnpepgeneHune ructamuHa B KPoBM (nnasme)
OnpepgeneHne cepoTOHMHA B KPOBU (CbIBOPOTKE)
HedpwuHbl B nnasme kposu

MeTaHedpuHbl hpakLUMOHMPOBAHHbIE
(cBOGOAHBIE+KOHBIOIMPOBAHHbLIE)

MeTabonuTtbl KaTEXONaMVHOB M CEPOTOHNHA, pa3oBas
MoYa: BaHUNUnNMuHganbHas kucnota (BMK),
romoBaHunmHoBas kucrnota (I'BK), 5-
rmgpokcunHgonykcycHas kucrnota (5-N'MyK), ¢
nepec4yeTom Ha KpeaTUHWH

MeTaHedpuH 1 HopMmeTaHedpyH CBOOOAHLIE, NNasma,
B3>XX (Metanephrine and normetanephrine free,
plasma, HPLC)

4515,00

8090,00

3850,00

4630,00

4630,00

8160,00

1035,00
1930,00
930,00

1340,00
1670,00

990,00

3150,00

2945,00

4755,00

3955,00
2915,00
3390,00
3090,00
2525,00

3955,00

4095,00

3490,00

py6

py6

py6

py6

py6

py6

py6
py6
py6

py6
py6

py6

py6

py6

py6

py6
py6
py6
py6
py6

py6

py6

py6



1795

1797

1799

1864

1868

2040

2042

1174

1188

A09.05.058

A09.05.159

A09.05.082

A09.05.099.000.01

OBbC288

rrn

M31

M32

BrvoreHHble aMmuHbl: agpeHanuH, HopaapeHanuH,
AodaMuH 1 X METUNNPOBAHHbIE METABONUTI:
cB0OOOAHbIE MeTaHeMpPUH U HopMeTaHePPUH
(HekoHblormpoBaHHble ¢ SO4), obLume meTaHedpuH 1
HopMmeTaHedpUH (CBOBOAHbIE U KOHLIOTMPOBAHHbBIE C
S04) n koHeYHble MeTabonuTbl KaTEXONaMNHOB U
CEPOTOHUHA: roMOBaHUNMHoBas kucrota (BK),
BaHUNUNMUHAanbHas kucrnota (BMK), 5-
oKcuUMHAZonykcycHas kucnota (5-ONYK) - B Moue
BroreHHble aMuWHbI: agpeHarnuH, HopagpeHanuH,
AodamuH, nx MetTabonuTbl: FOMOBaHUIIMHOBAs KUCNoTa
(FBK) n BaHMnunMmuHgansHas kucrota (BMK);
MeTabonunT CepOTOHMHA: 5-OKCUMHOONYKCYCHas KucnoTa
(5-OUNYK) - B moue

BroreHHble amuHbl: agpeHanuH, HopagpeHanvH,
00MaMnH, CEPOTOHUH U NX METUIMPOBAHHbIE
MeTabonuTbl: MeTaHedPUH, HOpMeTaHePUH - B KPOBU
(Chromolab) BuoreHHble amMuHbI: agpeHanuH,
HopagpeHanvH, 4odamMunH, CEPOTOHMH B KpoBu, BOXKX-
MC/MC (Biogenic amines: adrenaline, noradrenaline,
dopamine, serotonin, blood, HPLC-MS/MS)
MeTabonuTtbl agpeHanvHa u HopagpeHanuHa:
cBoboaHble MeTaHePUH U HOpMeTaHeddPUH
(HekoHblormpoBaHHble ¢ SO4); obwne metaHedprH 1
HopMeTaHedpWH (CBOBOAHbBIE U KOHBIOTMPOBAHHbLIE C
S0O4) - B Moye

BroreHHble aMuHbI:
afjpeHarnuH,HopagpeHanvH,4oamMuH - B MoYe

MeTabonuTtbl 6UOreHHbIX aMUHOB: TOMOBaHUIMHOBASA
kucnota (BK), BaHununmungansHas kncnota (BMK), 5-
OoKCU-MHAonykcycHas kucrnota (5-OUNYK)- B Move
MeTaHedpuHbI cBOBOAHbIE (METaHEPUH 1
HopMeTaHedpPVH, 3-METOKCUTUPAMIH), Nia3ma KpoBU
(Free metanephrines (metanephrine and
normetanephrine, 3-methoxytyramine), blood plasma)
MeTaHedpuHbI cBOBOAHbIE (METaHEPUH 1
HopmeTaHedpWH, 3-MeTOKCUTMPAMMH), CyTOYHasA MoYa
(Free metanephrines (metanephrine and
normetanephrine, 3-methoxytyramine), daily urine)

5.10. Kanbuuii-perynupyioLime ropmMmoHbl
MapaTtupeongHbii ropMmoH (MapaTropmoH, MNapaTupuH,
MTr, Parathyroid hormone, PTH)

5.11. TOpMOHbI XUPOBOIH TKAHU

JlentuH (Leptin)

5.12. Perynauusa sputponossa

OputponoaTtuH (Erythropoetin)

5.13. OueHKa pucKa pa3BuTtua 3abonesaHui cepgeyHo-
COCyAMUCTOI cuctembl

AcuMMeTpuYHbIM aumeTunapruHud, AOMA (Asymmetric
dimethylarginine, ADMA)

O6cnepoBaHne Npu XpOHUYECKON CepAeYHOM
HegocTaToyHocTh (XCH) (Examination for chronic heart
failure (CHF))

6. MUKPO3S/IEMEHTDI

MpobonogrotoBka

6.1. MUKpo3ieMeHTbl B KPOBU (CbIBOPOTKA KPOBM,
LuenbHasA KpoBb)

OcHOBHbIEe 3cceHUManbHble ((KM3HEHHO Heobxoaumble)
MUWKPO3MEMEHTbI B CbIBOPOTKE

ToKCUYHbIE MUKPOINEMEHTBI (TSXKENble MeTanmbl) B
LLeNbHOM KPOBMU

9750,00

11600,00

8660,00

2960,00

6170,00

3980,00

3980,00

1990,00

3490,00

1305,00

1455,00

1890,00

6695,00

10990,00

500,00

1735,00

1735,00
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py6

py6

py6

py6

py6

py6

py6

py6

py6
py6

py6

py6

py6

py6

py6

py6



M33

A09.05.278
A09.05.271
A09.05.273
A09.05.270
A09.05.276
A09.05.274
A09.05.272.000.01
B03.045.024.001.01
A09.05.277
A09.05.242.000.01
A09.05.275
A09.28.065.000.01
A09.05.086
A09.05.278
A09.05.271
A09.05.273
A09.05.270
A09.05.272
A09.05.276
A09.05.274
A09.05.281
A09.05.280

M34

A09.28.083
A09.28.076
A09.28.078
A09.28.078.000.01
A09.28.075
A09.28.081
A09.28.079
A09.28.077
A09.28.061
A09.28.085
A09.28.060.000.02
A09.28.080
A09.28.071
A09.28.060.000.01
A09.28.065

M38

M39

M310

A09.01.012
A09.01.007.000.16
A09.01.007.000.17
A09.01.011
A09.01.007.000.10
A09.01.007.000.19
A09.01.007.000.23
A09.01.007.000.24
A09.01.007.000.15
A09.01.007.000.12
A09.01.007.000.20
A09.01.007.000.07

MWKpO3nNeMeHTbI B CbIBOPOTKE U LIENbHON KPOBMU:
CKPUHWHT

Kagmuii (Cadmium, serum; Cd)
Kob6anbT (Cobalt, serum; Co)

Megb (Copper, serum; Cu)
MapraHey, (Manganese, serum; Mn)
CeneH (Selenium, serum; Se)

LnHk (Zinc, serum; Zn)

Hwukenb (Nickel, serum; Ni)

3onoTo (Gold, serum; Au)
MonubageH (Molybdenum, serum; Mo)
Tannun (Thallium, serum; TI)
Mbiwbsik (Arsenic, serum, As)

WMon B cuiBopoTke (lodine, serum)
Jlntun

Kagmuin (Cadmium, blood; Cd)
Kob6anbT (Cobalt, blood; Co)

Megb (Copper, blood; Cu)
MapraHey, (Manganese, blood; Mn)
Hukenb (Nickel, blood; Ni)

CeneH (Selenium, blood; Se)

UnHk (Zinc, blood; Zn)

CeuHey, (Lead, blood; Pb)

PTyTtb (Mercury, blood; Hg)

6.2. MUKpO3Qn1eMEeHTbl B moye

OcceHumanbHble ((KU3HEHHO HEOOXOaNMEIE) 1
TOKCUYHbIE MUKPO3NEMEHTbLI B MOYe

Kagmuin (Cadmium, urine; Cd)

Kob6anbT (Cobalt, urine; Co)

Megpb (Copper, urine; Cu)

Megpb B cyTouHom moye (Copper, 24-Hour Urine; Cu)
Mapranev, (Manganese, urine; Mn)
CeneH (Selenium, urine; Se)

LinHk (Zinc, urine; Zn)

Hwukenb (Nickel, urine; Ni)

CeuHel (Lead, urine; Pb)

PTyTb (Mercury, urine; Hg)

Tannun (Thallium, urine; TI)

Mbiwbsik (Arsenic, urine; As)
AntomuHun (Aluminum, urine; Al)
XKeneso (Iron, urine; Fe)

Woa, moua (lodine, urine; 1)

6.3. MuUKpo3nemeHTbl B BON0OCAX
TOKCMYHbIE MUKPO3NIEMEHTLI B BOSIOCaX

ToKCHYHbIE U 3cceHUMarnbHble MUKPO3JIEMEHTLI B
BOJiocax

BonbLUON CKPUHMHF 3rIeMEHTHOro cocTaBa BOSIoC
AntomMuHun (Aluminum, hair; Al)

Bapuwn (Barium, hair; Ba)

Bepunnun (Beryllium, hair; Be)

Bop (Boron, hair; B)

BaHnagun (Vanadium, hair; V)

BucmyT (Bismuth, hair; Bi)

Bonbdpam (Tungsten, Wolframium, hair; W)
Mannun (Gallium, hair; Ga)

epmanun (Germanium, hair; Ge)

XKeneso (Iron, hair; Fe)

3onoto (Gold, hair; Au)

Wog (lodine, Hair; 1)

4430,00
1240,00
1240,00
1240,00
1240,00
1240,00
1240,00
1240,00
1240,00
1240,00
1240,00
1240,00
1240,00
1325,00
1280,00
1280,00
1280,00
1280,00
1280,00
1280,00
1280,00
1280,00
1280,00

3870,00
1280,00
1270,00
1280,00
1280,00
1280,00
1280,00
1280,00
1280,00
1280,00
1280,00
1280,00
1280,00
1280,00
1280,00
1280,00

2350,00

4630,00
8235,00
1280,00
1280,00
1280,00
1280,00
1280,00
1280,00
1280,00
1280,00
1280,00
1280,00
1280,00
1280,00
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py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
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py6
py6
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py6
py6
py6
py6



A09.01.024
A09.01.007.000.05
A09.01.007.000.09
A09.01.017
A09.01.013
A09.01.007.000.25
A09.01.007.000.02
A09.01.007.000.04
A09.01.016
A09.01.019
A09.01.023
A09.01.021
A09.01.007.000.03
A09.01.018
A09.01.007.000.18
A09.01.007.000.21
A09.01.026
A09.01.007.000.26
A09.01.027
A09.01.022
A09.01.007.000.11
A09.01.007.000.14
A09.01.025
A09.01.007.000.08
A09.01.007.000.13
A09.01.015
A09.01.020
A09.01.007.000.22

M311

M312

M313

B03.045.024.004.24
B03.045.024.004.01
B03.045.024.004.10
B03.045.024.004.37
B03.045.024.004.29
B03.045.024.004.07
B03.045.024.004.05
B03.045.024.004.06
B03.045.024.004.02
B03.045.024.004.35
B03.045.024.004.03
B03.045.024.004.33
B03.045.024.004.14
B03.045.024.004.36
B03.045.024.004.34
B03.045.024.004.30
B03.045.024.004.20
B03.045.024.004.09
B03.045.024.004.23
B03.045.024.004.31
B03.045.024.004.22
B03.045.024.004.18
B03.045.024.004.26
B03.045.024.004.21
B03.045.024.004.38
B03.045.024.004.32
B03.045.024.004.11

Kagmuin (Cadmium, hair; Cd)
Kanun (Potassium, hair; K)
Kanbuun (Calcium, hair; Ca)
Kob6anbT (Cobalt, hair; Co)
Kpemuun (Silica, hair; Si)

JlTanTtaH (Lantanum, hair; La)
Jlvtui (Lithium, hair; Li)

MarHuin (Magnesium, hair; Mg)
MapraHey, (Manganese, hair; Mn)
Megb (Copper, hair; Cu)
Monubgen (Molybdenum, hair; Mo)
Mebiwbsik (Arsenic, hair; As)
Hatpun (Sodium, hair; Na)

Hukenb (Nickel, hair; Ni)

Onogo (Tin, hair; Sn)

MnatmHa (Platinum, hair; Pt)

PTyTtb (Mercury, hair; Hg)

Pyouawnii (Rubidium, hair; Rb)
CeuHey (Lead, hair; Pb)

CeneH (Selenium, hair; Se)
Cepebpo (Silver, hair; Ag)
CtpoHumn (Strontium, hair; Sr)
Cypbma (Antimony, hair; Sb)
Tannun (Thallium, hair; TI)
docdop (Phosphorus, hair; P)
Xpom (Chromium, hair; Cr)

UnHk (Zinc, hair; Zn)

LinpkoHun (Zirconium, hair; Zr)

6.4. MukposnemeHTbl B HOFTAX
TOKCWMYHbIE MUKPO3NIEMEHTbI B HOITSAX
TOKCMYHbIE M 3CCEHLMANbHbIE MUKPO3SIEMEHTbI B HOITAX
BonbLuon CKPUHUHI 3NeMEHTHOro cocTaBa HorTen
AntomuHun (Aluminum, nail; Al)
Bapuwn (Barium, nails; Ba)
Bepunnun (Beryllium, nails; Be)
Bop (Boron, nails; B)

BaHaguin (Vanadium, nails; V)
BucmyT (Bismuth, nails; Bi)
Bonbdpam (Tungsten, Wolframium, nails; W)
annun (Gallium, nails; Ga)
"epmanun (Germanium, nails; Ge)
XKeneso (Iron, nails; Fe)

3onoto (Gold, nails; Au)

Wog (lodine, nails; 1)

Kagmuii (Cadmium, nails; Cd)
Kanun (Potassium, nails; K)
Kanbuuin (Calcium, nails; Ca)
KobanbT (Cobalt, nails; Co)
Kpemnui (Silica, nails; Si)

JlaHnTaH (Lantanum, nails; La)
Jlvtui (Lithium, nails; Li)

MarHun (Magnesium, nails; Mg)
MapraHey, (Manganese, nails; Mn)
Megb (Copper, nails; Cu)
Monun6geH (Molybdenum, nails; Mo)
Mebiwbsik (Arsenic, nails; As)
Hatpwuii (Sodium, nails; Na)
Hwukenb (Nickel, nails; Ni)

Onogo (Tin, nails; Sn)

1280,00
1280,00
1280,00
1280,00
1280,00
1280,00
1280,00
1280,00
1280,00
1280,00
1280,00
1280,00
1280,00
1280,00
1280,00
1280,00
1280,00
1280,00
1280,00
1280,00
1280,00
1280,00
1280,00
1270,00
1280,00
1280,00
1280,00
1280,00

2350,00
4630,00
8235,00
1280,00
1270,00
1270,00
1270,00
1270,00
1270,00
1270,00
1270,00
1270,00
1280,00
1270,00
1280,00
1270,00
1280,00
1280,00
1280,00
1280,00
1270,00
1280,00
1280,00
1280,00
1280,00
1280,00
1270,00
1270,00
1280,00
1270,00

py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
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py6
py6
py6
py6
py6
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py6
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B03.045.024.004.13
B03.045.024.004.19
B03.045.024.004.12
B03.045.024.004.25
B03.045.024.004.17
B03.045.024.004.28
B03.045.024.004.04
B03.045.024.004.39
B03.045.024.004.27
B03.045.024.004.40
B03.045.024.004.15
B03.045.024.004.16
B03.045.024.004.08

A09.05.035.000.04
A09.05.035.000.03
A09.05.035.000.08

A09.05.035.000.09

A09.06.001

A09.05.035.000.05
A09.05.035.000.06

A09.05.035.000.01
A09.05.035.000.07

A09.05.035.000.14
A09.05.035.000.02
A09.05.035.000.11
A09.05.035.000.13
1399
1757
1761
1762
1763
1765
1766
1768
1769
1770
1773
1754
1755
1756
1758
1759
1752
1750
1374
1760
1751
1764

1767

MnatmHa (Platinum, nails; Pt)
PTyTtb (Mercury, nails; Hg)
Py6ouanii (Rubidium, nails; Rb)
CeuHey, (Lead, nails; Pb)
CeneH (Selenium, nails; Se)
Cepebpo (Silver, nails; Ag)
CtpoHumn (Strontium, nails; Sr)
Cypbma (Antimony, nails; Sb)
Tannun (Thallium, nails; TI)
docdop (Phosphorus, nails; P)
Xpom (Chromium, nails; Cr)
LnHk (Zinc, nails; Zn)
LinpkoHun (Zirconium, nails; Zr)
7. NEKAPCTBEHHbI MOHUTOPUHTI

7.1. JleKapcTBEHHbIA MOHUTOPUHT
®eHobapbutan (JllomuHan, Phenobarbitalum)
®envTounH (OudpenunH, AunantuH, Phenytoin)
Banbnpoesas kucnota (Acidum valproicum)

KapbamasenuH (PunnencuH, Terpeton, Carbamazepine)

(Amiodarone (Cordarex))

LinknocnopuH (Cyclosporine, Cyclosporine A,
Sandimmune)

JTaMOTpUAXKMH, NekapCTBEHHbLIN MOHUTOPWHT
(Lamotrigine)

JleBeTnpauetam (Levetiracetam, Keppra®)
Takponumyc (FK506, Agsarpad, NMporpad, MNpoTonuk,
Takpocen)

MwuTtoTaH, nnasma kposwu (Mitotane, o, p?-DDD, plasma)
TepudbnyHomua, nednyHomung (Metabonur)
(Teriflunomide, Leflunomide metabolite)
Oseponumyc (Everolimus)

AnunkcabaH, KoHueHTpaums (Apixaban Level)
PuBapokcabaH, koHUueHTpaums (Rivaroxaban Level)
BaHkomuupmH (Vancomycin)

Krnonasenam

LinnpodbnokcaumH

MeToTpekcart, cbiIBOpoTKa

abaneHTuH

®ryokceTuH + HOPANYOKCETUH

"anonepupon

OwvrokeuH (Digoxin)

CepTtpanuH (Sertraline)

MeToTpekcarta nonurnytamatsl, 3pUTpoLMTbI
®eHasenam (Phenazepam)

BpuBapaueTtam

Pydunamug

MNepamnanen

3oHncamng,

BurabatpuH

OTtocykemmumg (Ethosuximide)

JTakocamup (Lacosamide)

Tonunpamar (Topiramate)

Knobaszam

OkckapbasenuH

CynbTnam

Kapb6ama3senuH n metabonutsl (10-OH-kapbamasenuH,
kapbamasenuH-guon, kapbamasenuH-anokeua)
(Carbamazepine and metabolites (10-OH-
carbamazepine, carbamazepine diol, carbamazepine
epoxide))

1270,00
1280,00
1280,00
1270,00
1280,00
1270,00
1270,00
1270,00
1270,00
1270,00
1280,00
1280,00
1270,00

3990,00
3805,00
2195,00

3555,00
3365,00

4445,00
4445,00

3190,00
4160,00

4160,00
4160,00
2745,00
3185,00
4070,00
3960,00
3740,00
3740,00
3740,00
3740,00
3740,00
3960,00
3740,00
3740,00
3740,00
4950,00
4950,00
4950,00
4950,00
4950,00
4950,00
4950,00
4950,00
5170,00
4190,00
4190,00

3385,00
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B03.016.006
B03.016.014
A09.28.012.000.02

2103
A09.28.006
A09.28.003.001.01

A09.28.006.000.02

A12.28.002
A09.28.003.002

A09.28.006.000.06

A09.28.027.000.01
A09.28.011.000.01
A09.28.006.000.01

A09.28.006.000.03
A09.28.009.000.01
A09.28.010.000.01

A09.28.006.000.04
A09.28.012.000.01
A09.28.013.000.01
A09.28.026.000.01

A09.28.006.000.07

A09.05.245.000.01

A09.28.034.001.02

A09.05.127.000.01

A09.28.006.000.08
A09.28.003.002.01

A09.28.006.000.05

A09.28.002

OBC110

8. NCCNNIEAOBAHUA MO4U

8.1. KnuHuueckue tectbl

O6wmn aHann3 mo4n (C MUKPOCKONMEN OcaaKa)
VccnegoBaHue Mo4vm no HeunnopeHko
Kanbunn moyun (npoda Cynkosuya)

8.2. buoxumma moum (cyTouHas sKckpeuma)
MopdupuHbI, CyTOUHasa Mo4a: KonponopUpuH.bI,
yponopdupuHbl, kKapbokcnnnopupuHebl,
nopcobunmHoreH

KoHueHTpauums B mo4e (Urine Creatinine)

AnbbymuH (Albumin)
AnbbyMUH/KpeaTUHUH-COOTHOLLEHNE B Pa30BOM NopLum
Moun (OTHowweHre anbbyMrHa K KpeaTUHUHY B pa3oBoW
nopuun moun) (Albumin-to-creatinine ratio, ACR, random
urine)

Mpoba Pebepra (knupeHc aHAOreHHOro KpeaTuHUHa,
CKoOpoCTb knyboukoBor unbtpaumm, Glomerular filtration
rate, GFR)

O6wwmn 6enok (Protein total)

Benok, pasoBas nopuns Mo4m (C KpeaTUHUHOM U
pacyeToM HOPManmn30BaHHOIO MO KpeaTUHUHY
nokasatens) (Protein, random urine, with creatinine and
protein/creatinine ratio calculation)

Anbda-Amunasa (MopumoHHas Moya/ cyTouHas moya)
(Omnacrtasa, Amylase, urine/24-h urine)

ntokosa (Glucose)

KpeatuHuH (Creatinine)

KanbLun-kpeaTMHMHOBOE COOTHOLLEHNE B Pa30BOM
nopuun moun (Calcium-Creatinine Ratio, Random Urine)
MoueswnHa (Urea)

MoueBas kucnota (Uric acid)

MoueBas kncnora, pasoBasi NOpLUS MO4U, C
KpeaTVHWMHOM 1 pac4eToOM HOpPMariM3oBaHHOIO Mo
KpeaTVHUHY NOK-ns

Kanbuun (Calcium)

Kanun, Hatpuit (Potasium, Sodium)

®ocdop (Phosphorus)

docdop, pasoBasi NopUMst MOUU (C KpeaTUHUHOM U
pacyeToM HOPMasiM30BaHHOIO NO KpeaTUHWUHY
nokasatens) (Phosphorus, random urine, with creatinine
and phosphorus/creatinine ratio calculation)
Beta-2-mukpornobynuh (8 moye) (Beta-2 microglobulin,
urine)

MeTaHedpuHbl pakLMoHMpoBaHHbIE CBOBOAHbIE,
CyTOYHas Mmoya

MarHui, cyTouHasa Mo4a (CyTouHast akckpeLms),
(Magnesium, 24 h urine excretion)

MarHuii, pasoBasi nopumnst Moum (C KpeaTUHUHOM U
pac4yeToM MarHui/kpeaTuHH oTHoleHus) (Magnesium,
random urine, with creatinine and magnesium/creatinine
ratio calculation)

Okcanatbl Mmoun (Oxalate, urine)

Okcanatbl, pa3oBasi mopums Mouu (C KpeaTUHUHOM U
pacyeToM HOPManmM30BaHHOMO NO KPeaTUHUHY
nokasatens) (Oxalates, random urine, with creatinine and
oxalate/creatinine ratio calculation)

AMUHOKMCNOTBI MoYK, 32 nokasartesnb (Amino Acids,
Random Urine)

OueHka pucka kaMHeobpa3oBaHMWs - NMINTOrEHHbIE
cybcTaHLMM MoYn, CyTOYHast MoYa (KanbLymi, MardHun,
docdop, okcanaTbl, MOYEBAs KACMOTA, KpeaTUHWH
CYTOYHOWM MOYM C pacHeTOM CYTOYHOWN SKCKpeLnn)

445,00
555,00
315,00

2690,00
85,00
590,00

965,00

485,00
420,00

325,00

475,00
360,00
400,00

240,00
390,00
390,00

355,00
395,00
410,00
450,00

355,00
1685,00
2410,00

400,00

630,00
1865,00

1865,00

7375,00

3460,00
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OBC111
1694
1459
1476

2036

7500

7501

B01.045.012.000.01
A09.28.055.001.01
A09.28.055.001.02
A09.28.055.001.03
A09.28.059.001.01

OueHka pucka kamHeobpa3oBaHUS - MUTOrEHHbIE
cybcTaHuumn Mo4un, pasoBasi NOpLUMUSA MOUM (KanbLuun,
MarHui, bocdop, okcanaTtbl, MOYEBAst KUCNOTA,
KpeaTUHUH pa3oBON NOpLMM MOYN, C pacHETOM

HOpMarmM30BaHHbIX MO KpeaTUHWHY nokasaTenen) 3190,00
JenbTa-amnHoneBynuHoBas Kucnota 3740,00
AHWNOHHBIN N KATUOHHBIN COCTaB CYTOYHON MOYU 4990,00

AnbaocTepoH, cyToyHas mo4a (Aldosterone, 24 h urine) 1350,00
(Chromolab) N'yaHO3WHbI: MapKkepbl OKCMOATUBHOIO
NOBPEXAEHNS HYKNENHOBBLIX KNCNOT B Moye, BOXKX-
MC/MC 3120,00
OpraHu4yeckue KMCroTbl B MOYE - BbiSBIeHWE
PYHKUMOHAmMNbHBLIX MeTabonumyecknx nameHexun (60
nokasaTenewn): mapkepbl yrneBogHOro o6mMeHa; MapKepbl
meTabonmama B Lukne TpukapboHOBBIX KUCMOT (B LuKe
Kpebca), aHeproobecneyeHus KrneTok,
MUTOXOHAPUaNbHOW ANCAYHKLNM, MapKepbl KEToreHesa,
avcperynauum obmeHa yrneBogoB u 6eTa-okucneHms
XMPHBIX KMCIOT; MapKkepbl MeTabonuama pa3BeTBNEHHbIX
aMUWHOKUCIIOT; Mapkepbl MmeTabonmama apomaTnyeckmx
aMUHOKUCIOT (PeHunanaHvHa n TMpo3nHa); Mmapkepbl
meTabonuama TpuntodaHa; mapkepbl MeTabonmama
LLIaBeneBoOw KUCIOThbl (OKCanaToB); MapKepsbl
[0CTaTOYHOCTM BUTaMUHOB; MapKepbl KOPakTOpHOro
METUNMPOBAHMS; MapKepbl 4ETOKCUKALMK U SHAOrEHHON
WHTOKCUKaLWUN; MapKepbl MHTOKCHKaLMM NPOVU3BOAHBIMU
6eH3ona; mapkepbl AMCOM03a KULLEYHUKA;COOTHOLLIEHNE
KBUHOMMHOBOW /KCaHTypPEHOBOW KMCNOT ANs N1y, cTaplue
3-x net 6290,00
OpraHun4yeckune KUCNOTbl B MOYE - CKPUHVMHIOBOE
BbISIBIIEHNE NTabopaToOpHbIX NPU3HAKOB HACNEeACTBEHHbIX
bonesHen obmeHa y HOBOPOXAEHHbIX U AeTen Ao 3-x net
(40 nokasatenen): agunuHoBsas, 3-
rmgpokcunsoBanepuaHoBas,3-rugpokcumacnsaHas, 2-
rmgpokcumacnsaHas KkucrnoTa,napa-
rmgpokcuncpeHmnmonoyHas, napa-
rMapoKcueHNNMMpoBMHOrpagHas, opTo-
rmapokcudpeHnnykcycHasi, 3-ropokcu-3-
MEeTUArnyTapoBas KucnoTa,2-rmapokcu-3-
MeTunoOyTaHoBas KMCMOTa, rMnnypoBasi KUCNoTa,
rMULEepPUHOBas KUCNOTa, ryTapoBasi KUcnoTa,
rOMOreHTU3NMHOBas, M30BanNepunriMuuH,3-
WHAOMWIYKCYCHas, 2-KeTornytapoBas Kucnorta, 2-
KeTonsoBarnepuaHoBasi, KCaHTypeHoBas, MMMOHHas
KncnoTa, ManoHoBasi, 3-MeTunrnyTapoBas kucnota, 3-
METUINKPOTOHUAIMNLUMH, METUMANOHOBaS,
MeTUnsaHTapHas ,4-mMeTun-2-okcoBanepbsiHosas, 3-
MeTuI-2-0KCoBarnepbsaHOBas, MUHOANbHasi, MOMOYHas,
opoToBast, MMKONMHOBAas, NMMPOBMHOrPaaHas 12420,00
JIMC HapKkoTKKM 1 NCUXOTPONMHbIE BELLLECTBA - CKPUHMWHT

(aHaJ'II/IS MOYU Ha onuaTthl, aM(*)eTaMMH, MeTaM(beTaMI/IH,

KOKauH, KaHHabuHouabl 1 Nx MeTabonuTbl) 4220,00
KanHabuHoupabl (MapuxyaHa) (Cannabinoids (marijuana)  2430,00
OnuaTbl (Opiates) 2210,00
Bapbutypatbl (Barbiturates) 2430,00

OT1aHon (ankoronb B mo4e) (Ethanol (alcohol urine)) 2220,00
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B01.045.012.000.02

A09.28.018
A09.28.018

9953
1635

B03.016.010

A26.19.010
A26.19.011

A26.01.017

A26.01.017
A09.19.012
A09.19.001

A09.19.001.000.01

A09.19.010

A09.05.073.000.02
A09.28.019.000.01
A09.05.129.000.01

A26.19.045.000.01
A26.20.016.000.01

A09.05.073.000.03

A26.05.016.000.04

«BpegHble npuBbIYKM» AHANM3 MOYM Ha HUKOTUH,
NCUXOTPOMHbIE U HAPKOTUYECKME BELLECTBA,
NMCUXOAKTUBHbIE NEKAaPCTBEHHbIE NpenapaThbl (HUKOTUH;
NMCUXOTPOMHbIE U HAPKOTUYECKME BELLECTBA,
NCUXOAKTUBHbIE NEKAaPCTBEHHbIE NpenapaTbl: MOPKUH,
MeTafoH, TpamagoH, metamdeTamunH, ameTamuH,
akcTasn-MDMA, deHUMKIManH, KokanH, D-
NponokcudeH, MapuxyaHa-kaHabuHongpl - 11-Hop-?9
TeTparngpokaHHabuHon-9-kapboHoBas kucnota THCA,
deHobapbuTan, unknobapoburan, 6apbamun,
amobapbuTan, 6ytabapbuTan, cekobapbutan,
deHasenam, guasenam, Hopguasenam, okcasenam,

TemMmasenam, a-rmagpokcuanbnpasorniam, KoaeuH, KO(beI/IH,

meTakBanoH) (Drug screen, nicotine, urine)

8.4. UccnepoBaHMe NOYEYHOro KaMHA

KamHu noyveuHble, aHanus (Calculi (Stone) Analysis)
KamHu noyeuHble, aHanus (Calculi (Stone) Analysis)
8.5. TOKCHuUHbIEe BelwecTBa B moye

BucdeHon A, TpuknosaH, 4-HoHUNGEHON (TOKCUHBI 13
nnacTtMacc, rMrmeHNYecKnx CpeacTs, MOKLLNX CPeacTB),
MoO4a pa3oBa

YpaH (Moya pasoBasi)

9. UCCNNEAOBAHUA KANA

9.1. UccnepoBaHuA Kana

Konporpamma (Koprogramma, Stool)

AHanu3 kana Ha sinua renbMMHTOB (siua rmnucToB,
helminth eggs)

AHanus kana Ha npoctenwune (PRO stool)
WccnegosaHue Ha aHTepobmos (anua octpu,
enterobiasis)

WccnegosaHue Ha aHTepobumos (anua octpu,
enterobiasis), wnatens

CopepxaHwve yrneBoaoB B kane

VMccnegosaHne Kana Ha CKpbITYHO KPOBb

CkpbITas KpoBb B Kane (KonopekTanbHble
KPOBOTEYEHWS), KONMUYECTBEHHBIA UMMYHOXUMWUYECKUIA
metoa FOB Gold (quantitative immunochemical Fecal
Occult Blood Test FOB Gold)

Onacrasa 1, naHkpeaTtuyeckas anacrta3a 1 (Elastase 1,
E1, 31)

Anbda-1-aHTuTpuncuH B kane (Alpha-1-Antitrypsin,
Feces)

OcTtaTtoyHas ocMonsapHocTh cTyna (Stool osmotic gap)
O6wwe xen4yHble kucnotel B ctyne (Fecal Bile Acids)
B031MHOUMBHLIN

HeWpoTokcuH B cTyrne (Fecal

Eosinophil derived Neurotoxin; EDN,

stool)

3oHynuH cekanbHbIn (Zonulin, stool; Fecal zonulin)
XVMOTPUNCUYH B CTyre,

aktmBHOCTb (Chymotrypsin activity

in Stool)
Creatokput cTyna

(OnpeneneHve copepxaHus xupa B

Kane MeToaoM KMUCITOTHOro

4320,00

5320,00
4705,00

2990,00
1190,00

920,00

650,00
670,00

595,00

600,00
980,00
560,00

1480,00
3430,00

2280,00
1740,00
4100,00

4705,00
7100,00

2295,00

1690,00
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A12.19.004

A26.05.016.000.01

A26.05.016.000.03

A26.05.016.000.02
A26.05.016.000.05

A26.05.016.000.06

360

361

362

364

33127KAN

33128KAJ

A26.05.016.000.07
159 MM

1790

842

262

cteatokputa; Fecal Fat; Acid

Steatocrit)

KanbnpoTekTnH dekanbHbIN

OueHKka CoCTOSIHUS MMKPOBMOTBI TOFICTOrO KULLIEYHUKA
metogom lNUP, Tect-cuctema KOJIOHO®JIOP-8
OueHka cocTostHUS MMKPOBMOoLIEHO3a TONCTOro
Knwe4vHuka, 16 nokasarenen (Hopmodprnopa, yCroBHO-
naTtoreHHas n natoreHHas cnopa) metogom [MNLP.
KOJIOHO®J10OP-16 (6buoueHo3s)

OueHka cocTosiHus

MUKpobuoLieHo3a TONCTOro
KvweyvHuka 16 nokasatenen
(Hopmodbriopa, yCnoBHO NaToreHHas
drnopa) metogom MLP.
KOJIOHO®JIOP 16 ( meTabonuam
(Assessment of microbiocenosis of
large intestine, 16 indicators
(normoflora and conditionally

pathogenic flora), PCR)
KopoTKoLienoYeyHbl€e XUpHbIE KUCIOThI B Kane

ViccnegoBaHuna coctaBa MUKPOOUOTHI KULLIEYHUKA Y
peten metogom MUP, QHTepodnop detn

OcTpble KnLeYHble UHdEeKLUN.
Kamnunobakrep(TepmodunbHas rpynna)/ Wvrennel n
OWIKT, onpenenenne JHK B kane

OcTpble KnLeYHble UHdEeKLUN.
CanbmoHennsl/AgeHosupyc F, onpegenerdvne OHK B
Kane

OcTpble knweyHble UHdekLmn. PoTaBupyc
A/AcTposupyc, onpegenerHve PHK B kane

OcTpble knweyHble nHdekummn. Hoposupyc G
I/Hoposupyc G Il, onpegenenne PHK B kane
OcTpble knweyHble nHgekuuun. OnpegenexHmne PHK
BMPYCHbIX BO3OyauTenemn KNWeYHbIX MHEKUUIA

(PotaBsupyc A, Actposupyc, Hoposupyc G |, Hoposupyc

G Il) B kane

OcTpble knweyHble nHdekummn. OnpegenexHve
BakTepmanbHbIX 1 BUPYCHbIX BO3OyanTENen KNWeYHbIX
nHdekumn (Kamnunobakrep(repmodunnbHas

rpynna),lUunrennsl n UK, CanbmoHennbl, AQEHOBMPYC

F,

OueHka coCTOSHNS MUKPOBMOTBI TONCTOrO KULLIEYHUKA
meTtogom MNLP, tect-cuctema KOJTIOHO®JTIOP-16
Mpemnym

MMmeHonenuaos (anua KaprmkoBOro LenHs)

AHanus kana Ha M'MmeHonennaos (anLa KaprMkoBoro
LenHs) u arua renbM1MHTOB

Femorno6uH/ranTornobUHOBLIN KOMMIEKC B Kane
(Hemoglobin/haptoglobin complex in feces)
MMmmyHoxpomartorpadmn4eckmin TecT s
O[HOBPEMEHHOI0 Ka4eCTBEHHOIrO onpeneneHus

4160,00

3740,00

5290,00

5290,00
2580,00

7990,00

870,00

870,00

1300,00

870,00

1655,00

3310,00

5945,00
690,00

1390,00

1990,00

990,00
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remornobuHa n TpaHceppuHa B obpasuax kana
yenoseka

10. ANATHOCTUKA UHOEKLMOHHbIX 3ABOIEBAHUN

10.1. AgpeHoBUpYCHaA UHpeKuua
AHTMTENa knacca IgA k AgeHoBupycy (anti-Adenovirus

A26.06.005.000.02 IgA) 1025,00 py6
AHTMTEna knacca IgG k AgeHoBupycy (anti-Adenovirus
A26.06.005.000.02 1gG) 1025,00 py6

10.2. Ackapmgos
AHTMTEna knacca IgG k aHTureHam ackapug (anti-
A26.06.121.000.01 Ascaris IgG) 1285,00 pyo

10.3. Acneprunnes
JTaBopaTopHoe nccnegosaHune aHtureHa Aspergillus
(ranaktomaHHaH) B cbiBopoTKe kpoBu (Aspergillus
A26.06.006.000.02 antigen (galactomannan) in serum) 8260,00 py6
JlTabopaTopHoe nccnegoBanne aHtureHa Aspergillus
(ranakTomaHHaH) B GpOHX0-anbBEeOsiPHOM faBaxe
(Aspergillus antigen (galactomannan) in bronchoalveolar
A26.06.006.000.01 lavage) 8260,00 pyo

10.5. boppennos (6onesHb Jlaiima)
AHTuTena knacca IgG k Borrelia burgdorferi (anti-Borrelia

A26.06.011.002 burgdorferi IgG) 1060,00 pyo
AHTUTEena knacca IgM k Borrelia burgdorferi (anti-Borrelia
A26.06.011.001 burgdorferi IgM) 1060,00 pyo

AHTuTena knacca IgG k Borrelia burgdorferi,
BbISIBIIiEMble METOAOM MMMYHOGMOTTMHra (anti-Borrelia

A26.06.011.002.01 burgdorferi IgG, Immunoblot) 3130,00 pyo
MmmyHOOROT, aHTUTeNa knacca IgM k Borrelia
A26.06.011.001.01 burgdorferi (anti-Borrelia burgdorferi IgM ummyHo6not)  3035,00 pyo

JlaBGopaTtopHoe uccrnegoBaHue Krella Ans BbiIABIEHNS
OHK Bo3byautens Jlanm-Boppennosa (Borrelia
A26.05.053.001.05 burgdorferi, DNA) 2070,00 pyo

JTaBopaTopHoe nccnegoBaHune Knewa ns BbisiBNEHUs
[OHK Bo3byautenen knewesbix pukkeTcno3os (Detection

A26.05.064.001.01 of pathogen DNA in ticks: tick-borne rickettsioses) 1495,00 pyo
Boppenuu, onpepenenune OHK (Borrelia burgdorferi,

A26.04.012.001 DNA) 630,00 pyo
Boppenuu, onpepenenune OHK (Borrelia burgdorferi,

A26.23.033.001 DNA) 640,00 pyo

10.6. BetpaHaa ocna: BUpyc repneca 4esnoseka 3 Tuna
(onosacbiBatowmit nnwain)
AHTuTena knacca lgG k Bupycy Varicella-Zoster
(BeTpsiHOM OCMbl U onosickiBatoLwero nuwas) (anti-
A26.06.084.001 Varicella-Zoster Virus IgG, anti-VZV IgG) 1075,00 pyo
AnTuTena knacca IlgM k Bupycy Varicella-Zoster
(BeTpsiHOM OCMbl U onosickbiBatoLLero nuwas) (anti-

A26.06.084.002 Varicella-Zoster Virus IgM, anti-VZV IgM) 1190,00 pyo
Bupyc Varicella-Zoster, onpegenenue HK B crnitoHe
A26.01.006.001.02 (VaricellaZosterVirus, DNA, saliva) 500,00 pyo

Bupyc Varicella-Zoster, onpeaeneHune JHK B cockobe

anuTenuanbHbIX KNeTok cnusmcton potornotku (Varicella
A26.01.006.001.01 Zoster Virus, DNA, scrape of faucial epithelial cells) 550,00 pyo

Bupyc Varicella-Zoster, onpeaeneHune JHK B cockobe

anuTenuanbHbIX knetok koxu (Varicella Zoster Virus,

A26.01.006.000.01 DNA, scrape of skin epithelial cells) 550,00 pyo
Bupyc Varicella-Zoster, onpenenexHve HK B cbiBOpoTKE

A26.05.042.001.01 kposu (Varicella ZosterVirus, DNA, serum) 535,00 pyo
10.7. BUY-undekuma (supyc ummyHogedpuumta
yenoseka)

AHntuTena k BUY 1 /2 n anturen BUY 1 /2 (HIV Ag/Ab
A26.06.049.001 Combo) 695,00 py6



A26.05.021.002.01

A26.05.021.002.02

A26.20.012.005.13

A26.20.012.005.06

A26.20.012.005.03

A26.20.012.005.01

A26.20.012.005.08

A26.21.008.001.05

A26.21.008.001.06

A26.21.008.001.02

A26.21.008.001.03

A26.20.012.005.08

A26.21.008.001.04

A26.20.012.005.16

YPO-311C

A26.20.030.001.01

Bupyc nmmyHogeduuuta yenoseka tuna 1,
kayectBeHHoe onpeaeneHne PHK (Human
immunodeficiency virus, quality, RNA) B cbiBopoTke
KpoBWU

Bupyc nmmyHogeduuuta Yyenoseka, tun 1 (BUY-1),
onpepeneHve PHK (kon.) B cbiBOpoTke kpoBM (Human
immunodeficiency virus, HIV-1, RNA, quality, Serum)

10.8. BM4Y-uHpekumna, nanunnomasupycHaa uHdekumus
(BMpyc nanuanombl YenoBeka)

Onpepnenenune OHK BIMY (Bupyc nanunnombl YenoBeka,
Human papillomavirus, HPV) BbICOKOro OHKOreHHOro
pucka, ckpuHuHr 14 Tunos (16, 18, 31, 33, 35, 39, 45, 51,
52, 56, 58, 59, 66, 68) + KBM

Onpepnenenune OHK BIMY (Bupyc nanunnombl YenoBeka,
Human papillomavirus, HPV) BbICOKOro OHKOreHHoro
pucka, ckpuHuHr 14 Tunos (16, 18, 31, 33, 35, 39, 45, 51,
52, 56, 58, 59, 66, 68) + KBM

Onpepnenenve JHK BIMY (Bupyc nanunnomsl YenoBeka,
Human papillomavirus, HPV) BbICOKOro OHKOreHHoro
pucka, ckpuHuHr 14 Tunos (16, 18, 31, 33, 35, 39, 45, 51,
52, 56, 58, 59, 66, 68) + KBM

OnddepeHunposaHHoe onpegenenvne AHK BINY (Bupyc
nanunnomsl Yenoseka, Human papillomavirus, HPV)
BbICOKOIr0 OHKOreHHOro pucka 2-x Tunos (16 , 18) + KBM
OnddepeHunposaHHoe onpegenenvne AHK BINY (Bupyc
nanunnomsl Yenoseka, Human papillomavirus, HPV)
BbICOKOIO OHKOreHHOro pucka 14-u tunos (16, 18, 31, 33,
35, 39, 45, 51, 52, 56, 58, 59,66,68) + KBM

OnddepeHunposaHHoe onpegenenvne AHK BINY (Bupyc
nanunnomsl Yenoseka, Human papillomavirus, HPV)
HM3KOro OHKOreHHoro pucka 3-x Tunos (6, 11, 44) + KBM

OnddepeHunpoBaHHoe onpegenenne OHK BIMY (Bupyc
nanunnomsl Yenoseka, Human papillomavirus, HPV)
HW3KOro OHKOreHHoro pucka 3-x Tunos (6, 11 , 44) + KBM

OnddepeHunpoBaHHoe onpegenenne AHK BINY (Bupyc
nanunnomsl Yenoseka, Human papillomavirus, HPV)
HM3KOro OHKOreHHoro pucka 3-x Tunos (6, 11, 44) + KBM
OundepeHumnposaHHoe onpeaenexrve AHK BMNY (Bupyc
nanunnomsl Yyernoseka, Human papillomavirus, HPV), 4
Tunos (6, 11, 16, 18 ) + KBM

OundepeHumnposaHHoe onpeaenexrve AHK BMNY (Bupyc
nanunnomsl Yyernoseka, Human papillomavirus, HPV), 15
Tunos (6, 11, 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58,
59, 68) + KBM

OnddepeHunposaHHoe onpegenenvne AHK BINY (Bupyc
nanunnomsl Yenoseka, Human papillomavirus, HPV) 21
Tuna ( 6, 11, 16, 18, 26, 31, 33, 35, 39, 44, 45, 51, 52,
53, 56, 58, 59, 66, 68, 73, 82)* + KBM

Bupyc nanunnomel Yyenoseka (BIMY), BoisiBnenne JHK
(ckpyHUHT 14 Tunoe BIY BbICOKOrO OHKOreHHOro pucka -
16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66 1 68
TMNOB, ¢ anddepeHumansHbiM onpegeneHem 16 n 18
Tmnos., Tect-cuctema Peanbect BMNY OHkoCKpUH.
Bupyc nanunnomel YenoBeka BbICOKOTO OHKOreHHOTO
pucka, ckpuHuHr 14 Tunos: 16, 18, 31, 33, 35, 39, 45, 51,
52, 56, 58, 59, 66, 68 + KBM, onpegenexne OHK B
cockobe anMTennanbHbIX KNETOK YPOreHNTanbHoro
Tpakta (HPV DNA, Scrape of Urogenital Epithelial Cells,
14 Types (16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59,
66, 68) Screening )*

10.9. FapgHepennes (rapgHepenna)

apgHepenna, onpegenenve OHK (Gardnerella vaginalis,
DNA)

4035,00

9360,00

1345,00

1345,00

1345,00

755,00

2150,00

800,00

800,00

800,00

850,00

2670,00

3355,00

1535,00

1345,00

515,00

py6

py6

py6

py6

py6

py6

py6

py6

py6

py6

py6

py6

py6

py6

py6

py6



A26.20.030.001.02

A26.20.032.001.01

A26.06.121.000.02

A26.06.120.000.01

A26.06.062.000.02

A26.06.079.000.01

A26.19.054.001.01

A26.19.054

1858

1859

1860

A26.06.034.002

A26.06.034.001

A26.05.030.001.01

A26.06.036.001
A26.06.035

A26.06.039

A26.06.039.001

A26.06.038

A26.06.040.002

A26.06.036.002
A26.05.020.001.01
A26.05.020.002.01

A26.06.041.002

A26.05.019.001.01

A26.05.019.003.02

A26.05.019.003.01

MappHepenna, onpefenexve OHK (Gardnerella vaginalis,
DNA)
MapaHepenna, onpefenexve OHK (Gardnerella vaginalis,
DNA)

10.10. lenbmuHTO3

AHTMTENA K aHTUreHaM Hematog poda Anisakis IgG
AHTMTENA K BO30YyauTENIo KnoHopxo3sa, IgG (Clonorchis
sinensis, IgG)

Anti-Opisthorchis felineus IgM (aHTuTena knacca IgM k
aHTUreHam kowadben apyyctkun Opisthorchis felineus)
AHTMTENna knacca IgM k aHTureHam TpuxuHenn (anti-
Trichinella IgM)

"enbmo-ckpuH. CkpuHnHroeoe lNLP-uccnegosaHue
BO30yauTenen renibMMHTO30B (3HTepoburo3a,
ackapugosa, andmnnoboTprosa, onnMcTopxosa, TEHMO03a)
BoiseneHue JHK Bo3byautenen onuctopxosa B kane
(Opisthorchis felineus DNA)

Anti-Opisthorchis felineus, IgM (aHTuTena knacca IgM k
aHTUreHam kowavben asyyctku Opisthorchis felineus)-
onpegeneHve TuTpa

Anti-Opisthorchis felineus, 1gG (aHTuTena knacca IgG k
aHTUreHam kowadvben aByyctku Opisthorchis felineus)-
onpeperneHve TTpa

AHTuTena knacca IgG k aHTureHam Tokcokap (Anti-
Toxocara, |gG)- onpegenenve Tutpa

10.11. FenaTut A BUpYycHasa UHPeKuma

AHTuTena knacca IgG k Bupycy renatuta A (anti - HAV
19G)

AHTuTEna knacca IgM k Bupycy renatuta A (anti - HAV
IgM)

Bupyc renatuta A, onpegenerune PHK (HAV-RNA,
Serum)

10.12. FrenaTtut B BUpycHasa nHeekuus
HBsAg, kayecTBeHHbIN TecT (HBs-aHTureH,
NMOBEPXHOCTHbLIN aHTUreH Bupyca renatuTa B,
«aBCTPANUACKUN» aHTUreH)

HBe-aHTureH Bupyca renatuta B (HBeAg)

AHTuTena knaccos IgM+1gG k HB-core aHTUreHy Bupyca
renatuTa B (anti - HB core total)

AHTuTena knacca IgM k HB-core aHTuUreHy Bupyca
renatuta B (anti - HB core IgM)

AHTMTENna kK HBe-aHTureHy Bupyca renatuta B (anti -
HBe)

AHTMTENna kK HBs-aHTureHy Bupyca renatmta B (anti -
HBs)

HBsAg, konnuyecTtBeHHbIN TecT (Hepatitis B surface
antigen, HBs-aHTWreH, NOBEPXHOCTHBIN aHTUreH BUpYca
renatuta B, «aBCTpanunckmmm» aHTUreH,
KOMNMYeCTBEHHbI TECT)

Bupyc renatuta B, onpegeneHue JHK (HBV-DNA)
Bupyc renatuta B, onpegenenue HK (HBV-DNA)

10.13. l'enaTtut C BupycHasa MHPeKLma

AHTMTENa Kk Bupycy renatuta C knacca IgM wm IgG (anti
- HCV total)

Bupyc renatuta C, onpegenernne PHK (HCV-RNA,
qualitative)

Bupyc renatuta C, onpegenernne PHK B nnaswe,
reHoTunmpoBaHue ¢ cybtunamm (Tvnbl 1 (cy6Tunbl 1a un
1b), 2, 3) (Hepatitis C Virus (HCV) RNA, Plasma,
Genotyping, Subtypes (Types 1 (Subtypes 1a, 1b), 2, 3))

Bupyc renatuta C, konuyectBeHHoe onpegerneHne PHK
BMpYyca u reHoTunupoBaHue (tunol 1, 2, 3) (Hepatitis C

515,00

535,00

970,00

1230,00

1000,00

980,00

2695,00

1200,00

1990,00

1990,00

1990,00

940,00
1270,00

1105,00

610,00
1005,00

915,00
1180,00
930,00

1070,00

1715,00
1080,00
5065,00

870,00

1180,00

1770,00

4870,00

py6

py6
py6
py6

py6

py6

py6

py6

py6

py6

py6

py6
py6

py6

py6
py6

py6
py6
py6

py6

py6
py6
py6

py6

py6

py6

py6



A26.05.019.001.03

A26.05.019.001.02

A26.05.019.003.03

A25.14.004.000.01

A25.14.006.000.01
A26.06.041.001.01

A26.06.043.001
A26.06.043
A26.05.023.001.01

3255CB

A26.06.044.001

A26.06.044.002

A26.05.026.001.01

A26.06.045.000.01

A26.06.045.001

A26.06.045.002

A26.06.045.003

A26.06.046.002

A26.01.024.001.01

A26.26.012.001

A26.01.024.001.07

A26.05.035.001

A26.28.023.001

A26.01.024.001.05

A26.01.024.001.03

A26.05.035.001.02

A26.01.024.001.09

Virus (HCV) RNA, Quantitative PCR, Genotyping (Types
1,2,3)

KonuuyectBeHHoe onpeaeneHne PHK Bupyca renatuta C
meTtogom lNLP (BupycHas Harpy3ka), HCV Viral Load,
Hepatitis C Virus RNA (Quantitative test)

Bupyc renatuta C (BI'C), ynbTpadyBCTBUTENBHOE
onpegenenne PHK BI'C (Hepatitis C Virus (HCV) RNA,
Ultrasensitive PCR)

Bupyc renatuta C: reHoTUNMpoBaHue no reHotunam 1-6
(BI'C, onpeaeneHue reHotunoe 1-6, HCV Genotyping)
MyTauun nekapctBeHHom pe3ncTeHTHocTU NS3, NS5A 1
NS5B pervoHoB reHoMa Bupyca renatuta C (ans
reHoTunos 1a, 1b)

MyTauun nekapcteeHHon pe3mcteHTHocTU NS3, NS5A n
NS5B pervoHos reHoma Bupyca renatuta C (ans
reHotuna 3)

AHTuTENna K BUpycy renatuta C, IgG, ummyHobnot

10.14. Frenatut D BupycHasa uHpekuums

AHTuTEena knacca IgM k Bupycy renatuta D (anti-HDV
lgM)

AHTMTENA K Bupycy renatmuta D (anti - HDV total)
Bupyc renatuta D, onpegenernne PHK (HDV-RNA)
Bupyc renatuta D, konuyectBeHHoe onpeaenenne PHK
B cbiBopoTke kpoBu (HDV RNA, quantitative) (Hepatitis D
virus, HDV RNA, quantitative)

10.15. l'enaTtut E BMpycHaa uHdekuusa

AHTuTEena knacca IgM k Bupycy renatuta E (anti-HEV
IgM

P?HTz/ITeJ'Ia knacca IgG k Bupycy renaTtuta E (anti-HEV
19G)

10.16. N'enatut G BUpYCcHana nHdpeKuma

Bupyc renatuta G, onpegenenme PHK (HDV-RNA)
10.17. Fepnec (repnec-Bupycbl YenoseKa 1 u 2 Tunos)

AHTuTena knacca IgG k Bupycy npoctoro repneca 1 u 2
Tunos (anti - HSV (1 n 2 Tunos) I1gG)

AHTuTEna knacca IgG k Bupycy npoctoro repneca 1 tuna
(anti - HSV (1 Tuna) IgG)

AHTuTena knacca lgG k Bupycy npoctoro repneca 2
Tuna, HSV- 2

AHTMTEna knacca IgM k Bupycy npoctoro repneca 1 u 2
Tunos (anti - HSV (1 n 2 Tunos) IgM)

onpefeneHne aBuaHocTM aHTUTen knacca G K Bupycy
npoctoro repneca 1 n 2 tunos (Herpes simplex virus
types 1, 2)

epnec-Bupyc Yenoseka 1 n 2 Tuna, onpegenexve JHK
(HHV-1, HHV-2, DNA)

"epnec-Bupyc Yenoseka 1 n 2 Tuna, onpepenexve JHK
(HHV-1, HHV-2, DNA)

"epnec-Bupyc Yenoseka 1 n 2 Tuna, onpepenexve JHK
(HHV-1, HHV-2, DNA)

"epnec-Bupyc Yenoseka 1 n 2 Tuna, onpepenexve JHK
(HHV-1, HHV-2, DNA)

epnec-Bupyc Yenoseka 1 n 2 Tuna, onpegenexve JHK
(HHV-1, HHV-2, DNA)

epnec-Bupyc Yenoseka 1 n 2 Tuna, onpegenexve JHK
(HHV-1, HHV-2, DNA)

epnec-Bupyc Yenoseka 1 n 2 Tuna, onpegenexve JHK
(HHV-1, HHV-2, DNA)

"epnec-Bupyc Yenoseka 1 n 2 Tuna, onpepenexue JHK
(HHV-1, HHV-2, DNA)

"epnec-Bupyc Yenoseka 1 n 2 Tuna, onpepenexue JHK
(HHV-1, HHV-2, DNA)

3975,00

4015,00

3000,00

14870,00

14870,00
6995,00

1080,00
1020,00
1030,00

980,00

1145,00

1160,00

1105,00

960,00
965,00

905,00

895,00

950,00
525,00
630,00
630,00
650,00
630,00
630,00
610,00
755,00

610,00

py6

py6

py6

py6

py6
py6

py6
py6
py6

py6

py6

py6

py6

py6
py6

py6

py6

py6
py6
pyo
pyo
pyo
py6
py6
py6
pyo

py6



A26.23.008.001

A26.21.009.001.05

A26.21.009.001.01

A26.01.024.001.02

A26.26.012.001.01

A26.01.024.001.08

A26.05.035.001.01

A26.28.023.001.01

A26.01.024.001.06

A26.01.024.001.04

A26.05.035.001.03

A26.01.024.001.10

A26.23.008.001.01

A26.21.009.001.03

A26.21.009.001.02

A26.06.047.001

A26.30.018.001.01

A26.05.033.002

A26.30.018.001.02

epnec-Bupyc Yenoseka 1 n 2 Tuna, onpegenexue JHK
(HHV-1, HHV-2, DNA)

epnec-Bupyc Yenoseka 1 n 2 Tuna, onpegenexue JHK
(HHV-1, HHV-2, DNA)

epnec-Bupyc Yenoseka 1 n 2 Tuna, onpegenexue JHK
(HHV-1, HHV-2, DNA)

epnec-Bupyc Yenoseka 1 n 2 Tvna (BUpyc NpocToro
reprneca 1 1 2 Tuna), onpegenexnune OHK, TunupoBaHne
(Human herpesvirus 1, 2 (HHV-1, HHV-2), Herpes
simplex virus 1, 2 (HSV-1, HSV-2), DNA)*
epnec-Bupyc Yenoseka 1 n 2 Tvna (BUpYyc NpocToro
reprneca 1 1 2 Tuna), onpegenexune OHK, TunupoBaHne
(Human herpesvirus 1, 2 (HHV-1, HHV-2), Herpes
simplex virus 1, 2 (HSV-1, HSV-2), DNA)
epnec-Bupyc Yenoseka 1 n 2 Tuna (BUpYc NpocToro
repneca 1 un 2 Tuna), onpegenexue AHK, TunuposaHne
(Human herpesvirus 1, 2 (HHV-1, HHV-2), Herpes
simplex virus 1, 2 (HSV-1, HSV-2), DNA)
epnec-Bupyc Yenoseka 1 n 2 Tvna (BUpyc NpocToro
reprneca 1 1 2 Tuna), onpegenenune OHK, TunupoBaHue
(Human herpesvirus 1, 2 (HHV-1, HHV-2), Herpes
simplex virus 1, 2 (HSV-1, HSV-2), DNA)
"epnec-Bupyc yenoseka 1 n 2 Tuna (BMpyc NpocToro
repneca 1 n 2 Tuna), onpegenexve AJHK, Tunnposaxune
(Human herpesvirus 1, 2 (HHV-1, HHV-2), Herpes
simplex virus 1, 2 (HSV-1, HSV-2), DNA)
"epnec-Bupyc Yenoseka 1 n 2 Tuna (BUpYc NpocToro
repneca 1 n 2 Tuna), onpegenexve AHK, TunnposaHue
(Human herpesvirus 1, 2 (HHV-1, HHV-2), Herpes
simplex virus 1, 2 (HSV-1, HSV-2), DNA)
"epnec-Bupyc yenoseka 1 n 2 Tuna (BMpYC NpocToro
repneca 1 u 2 Tuna), onpegenexve JHK, TunnposaHue
(Human herpesvirus 1, 2 (HHV-1, HHV-2), Herpes
simplex virus 1, 2 (HSV-1, HSV-2), DNA)
"epnec-Bupyc yenoseka 1 n 2 Tuna (BMpYc NpocToro
repneca 1 u 2 Tuna), onpegenexve AJHK, Tunnposaxune
(Human herpesvirus 1, 2 (HHV-1, HHV-2), Herpes
simplex virus 1, 2 (HSV-1, HSV-2), DNA)
epnec-Bupyc Yenoseka 1 n 2 Tuna (BUpYc NpocToro
repneca 1 u 2 Tuna), onpegenexve AJHK, TunnposaHune
(Human herpesvirus 1, 2 (HHV-1, HHV-2), Herpes
simplex virus 1, 2 (HSV-1, HSV-2), DNA)
epnec-Bupyc Yenoseka 1 n 2 Tuna (BUpYc NpocToro
repneca 1 v 2 Tuna), onpegenerve AHK, TunuposaHue
(Human herpesvirus 1, 2 (HHV-1, HHV-2), Herpes
simplex virus 1, 2 (HSV-1, HSV-2), DNA)
epnec-Bupyc Yenoseka 1 n 2 Tuna (BUpYc NpocToro
repneca 1 u 2 Tuna), onpegenexve AJHK, Tunnposaxune
(Human herpesvirus 1, 2 (HHV-1, HHV-2), Herpes
simplex virus 1, 2 (HSV-1, HSV-2), DNA)
epnec-Bupyc Yenoseka 1 n 2 Tuna (BMPYC NpOCTOro
repneca 1 u 2 Tuna), onpegenexve JHK, TunnposaHune
(Human herpesvirus 1, 2 (HHV-1, HHV-2), Herpes
simplex virus 1, 2 (HSV-1, HSV-2), DNA)

10.18. l'epnec-Bupyc 4yenoseKa 6 Tuna

AHTuTeEna knacca lgG k repnec-Bupycy 4YenoBeka Tuna 6
(anti-Human Herpes Virus type 6 IgG, anti-HHV 6 tnna
IgG)

"epnec-Bupyc Yenoseka 6 Tuna, onpegenexdve AHK
(HHV-6, DNA)

"epnec-Bupyc Yenoseka 6 Tuna, onpegenexHne AHK
(HHV-6, DNA)

"epnec-Bupyc Yenoseka 6 Tuna, onpegenexHne AHK
(HHV-6, DNA)

630,00

630,00

600,00

640,00

640,00

640,00

755,00

640,00

640,00

640,00

835,00

640,00

640,00

640,00

640,00

990,00
535,00
670,00

535,00

py6

py6

py6

py6

py6

py6

py6

py6

py6

py6

py6

py6

py6

py6

py6

py6
py6
py6

py6



A26.08.060.001.01

A26.08.060.001

A26.05.033.001.01

A26.07.008.001.01

A26.23.016.001

A26.01.024.001.03

A26.30.018.001.01
1236

3520

A26.06.047.001.01

A26.26.024.001

A26.28.015.001

A26.19.029.001

A26.08.067.001

A26.21.038.001.01

A26.21.024.000.01

A26.20.022.001.01

A26.21.002.000.01

A26.08.072.000.01

A26.08.019.001.01

A26.08.019.001.02

3317/20

3610

3607

3606

A26.01.018
A26.01.018.000.01

"epnec-Bupyc Yenoseka 6 Tuna, onpegenexHve AHK
(HHV-6, DNA)

"epnec-Bupyc Yenoseka 6 Tuna, onpeaenenne JHK
(HHV-6, DNA)

"epnec-Bupyc Yenoseka 6 Tuna, onpegenexHve AHK
(HHV-6, DNA)

epnec-Bupyc vyenoseka 6 Tuna, onpeaenexme AHK
(HHV-6, DNA)

"epnec-Bupyc vyenoseka 6 Tvna, onpeaenexme AHK
(HHV-6, DNA)

"epnec-Bupyc vyenoseka 6 Tuna, onpeaenexme AHK
(HHV-6, DNA)

"epnec-Bupyc Yenoseka 6 Tuna, onpegenexHne AHK
(HHV-6, DNA)

AHTMTERNA K K BUPYCY repreca yenoseka 6 tuna, IgM
"epnec-Bupyc Yenoseka 6 Tuna, onpegenexHne AHK
(HHV-6, DNA), konum4ecTBeHHO

10.19. l'epnec-Bupyc Yenoseka 8 TMna

AHTMTena knacca IgG k repnec-Bupycy YenoBeka Tuna 8

(accouunmpoBaHHOMY ¢ capkoMoii Kanowm repnec-

BMpycy) (anti-Human Herpes Virus type 8 IgG, anti-HHV

8 Tnna IgG)

10.20. FoHOpes (rOHOKOKK)

"oHokokk, onpepenenne OHK (Neisseria gonorrhoeae,
DNA)

"oHokokk, onpepenenne OHK (Neisseria gonorrhoeae,
DNA)

"oHokokk, onpepenenne OHK (Neisseria gonorrhoeae,
DNA)

"oHokokk, onpegenerne OHK (Neisseria gonorrhoeae,
DNA)

"oHokokk, onpegenerne OHK (Neisseria gonorrhoeae,
DNA)

"oHokokk, onpepenenne OHK (Neisseria gonorrhoeae,
DNA)

MoHokokk, onpeaeneHue HK (Neisseria gonorrhoeae,
DNA)

Moces Ha roHokokk (N. gonorrhoeae, roHopes) u
onpegerneHne 4yBCTBUTENbHOCTM K aHTnbnoTukam (GC,
Neisseria gonorrhoeae) Culture. Bacteria Identification
and Susceptibility)

10.21. F'punn

WHdpnoeHua A+bB (Influenza A+B, rpunn), aHTUreHHbIN
TecT

CeuHou rpunn (Mpunn A, H1IN1, kay., PHK) (Influenza
virus A/H1N1)

Bupyc rpunna A/B, kauectBeHHoe onpegeneHne PHK
(Influenza virus A/B, quality, RNA)

OnddepeHunpoBaHHoe BbisBneHne Bo3byautenen
ce3oHHbIx OPBW: kopoHaBupyc, rpynn

Bupyc rpunna A/H3N2 (roHKoHrckum rpunn),
kayectBeHHoe onpefeneHune PHK (Influenza virus
A/H3N2, quality, RNA)

Bupychkl rpunna A/H1N1, H3N2 (cBuHow rpunn,
FOHKOHICKWUI rpunn) kayecTBeHHoe onpegernenne PHK
OnpeneneHne Bo3byauTenemn ocTpbix pecnupaTopHbIX
BUPYCHbIX UHpekumnn Yenoseka (OPBN), Bkntovasa

CBMHOWM U FTOHKOHICKNI rounn, B cockobe anuTenmanbHbIX

KNEeTOK POTOIMOTKN U HOCOMOTKM (

10.22. lemopaeKos (Knew, gemopaeKc)
VMccneposaHue Ha Hanuuue krneia 4eMoaekc
MccneposaHve Ha Hanuuue knewa AemMoaekc
10.23. useHTepua amebHan, amebuas

535,00
535,00
790,00
535,00
535,00
535,00

535,00
1040,00

1490,00

1040,00

490,00
490,00
515,00
515,00
590,00
490,00

550,00

1115,00

3090,00

2525,00

1975,00

4070,00

1870,00

2995,00

6340,00

650,00
615,00

pyo
pyo
pyo
pyo
pyo
pyo

py6
py6

py6

py6

py6
py6
pyo
pyo
pyo
py6

py6

py6

py6

py6
py6

py6

py6

py6

py6

py6
py6



A26.06.026.000.01

A26.06.098.000.01
A26.06.098.000.02
A26.06.097.000.01

A26.19.008.000.01

A26.19.008

A26.19.008.000.02

A26.06.104.000.01

A26.08.001.000.01

A26.19.004.000.01

A26.06.094.000.01

A26.06.086.000.01

A26.06.086.000.02

A26.06.093.000.03

A26.06.093.000.04

A26.06.093.000.01

A26.06.093.000.02

1420

A26.19.005

A26.06.006.000.02
A09.05.118

A26.21.044.001.04
A26.26.017.001.01
A26.21.044.001.03

AHTuTena knacca IgG k Entamoeba histolitica (anti-
Entamoeba histolytica IgG)

10.24. AuseHTepun 6aKkTepuanbHasn, Wwurennes,
wurennbl

PITA c Shigella flexneri 1-5 (Shigella flexneri 1-5, IHA)
PIIA ¢ Shigella flexneri 6 (Shigella flexneri 6, IHA)
PII'A ¢ Shigella sonnei (Shigella sonnei, IHA)

lMoceB Ha NAaTOreHHy U YCIOBHO-NATOrEHHYHO
Mukpodnopy kuweyHuka (Stool Culture, Pathogenic
Intestinal and Conditionally Pathogenic Microflora,
Bacteria Identification)

MoceB Ha NAaTOreHHY U YCNOBHO-NATOrEHHYHO
MUKpPOIopy KULLEYHUKA C onpeaeneHnemMm
YYBCTBUTENbHOCTM K aHTUMUKPOBOHLIM NpenapaTtam
(Stool Culture, Pathogenic Intestinal and Conditionally
Pathogenic Microflora. Bacteria Identification and
Antibiotic Susceptibility Testing)

lMoceB Ha NAaTOreHHy U YCIOBHO-NATOrEHHYH0
MUKPOMOpY KULLEYHUKA C onpeaeneHnemM
YyBCTBUTENbHOCTU K aHTUMUKPOOHbLIM NpenapaTtam wu
baktepnodaram (Stool Culture with Bacteria
Identification and Antibiotic+Bacteriophage Susceptibility
Testing)

10.25. AudTepun (andrepuiiHaa nanouka)
AHTUTENa K AN TEPUAHOMY aHaToKcuHy, IgG (anti-
Diphtheria Toxoid 1gG)

Moces Ha gudpteputo (Corynebacterium Diphtheriae
Culture)

10.26. NepcrHuKM (MepcuHno3, nceBpoTyb6epKynes)
Moces kana Ha nepcuHuu (Y.enterocolitica, nepcnHmos) un
onpegerneHne 4yBCTBUTENbHOCTU K aHTUOMoTHKam (Stool
Culture, Yersinia enterocolitica. Bacteria Identification
and Susceptibility)

PIIA ¢ Yersinia pseudotuberculosis (Y.
pseudotuberculosis IHA)

PIIA ¢ Yersinia Enterocolitica cepotuna O3 (Y.
enterocolitica O3, IHA)

PITA ¢ Yersinia Enterocolitica cepotuna O:9 (Y.
enterocolitica O:9, IHA)

AHTUTena knacca IgA k aHTureHam Yersinia enterocolitica

n Yersinia pseudotuberculosis (Anti-Yersinia
enterocolitica, Anti-Yersinia pseudotuberculosis, 1gA)
AHTUTEena knacca IgG k aHTureHam Yersinia
Enterocolitica n Yersinia Pseudotuberculosis (anti-
Yersinia Enterocolitica, anti-Yersinia Pseudotuberculosis,
I9G)

AHTUTena knacca IgA k aHTureHam Yersinia
Enterocolitica (anti-Yersinia Enterocolitica IgA)
AHTuTena knacca lgG k aHTureHam Yersinia
Enterocolitica (anti-Yersinia Enterocolitica IgG)
AHTUTena knacca IgM k aHTureHam Yersinia
enterocolitica u Yersinia pseudotuberculosis

10.27. Kamnunobakrepmnos, Kamnunobakrep

Moces kana Ha kamnunobakTtep (Stool Culture,
Campylobacter sp. Bacterial identification)

10.28. KaHgunpo3, KaHanMAaa

AHTuTena knacca IgG k Candida albicans (anti-Candida
IgG)

MNMneceHb Candida albicans, 1gG

Kanguga, onpegenenne [IHK (Candida albicans, DNA)
Kanguga, onpegenenne [IHK (Candida albicans, DNA)
Kanguga, onpegenenne [JHK (Candida albicans, DNA)

1085,00

755,00
755,00
755,00

1495,00

1700,00

1830,00

1135,00

1160,00

1645,00
755,00
755,00

755,00

970,00

970,00

985,00

985,00

1560,00

1645,00

980,00
790,00
515,00
515,00
515,00

py6

py6
py6
py6

py6

py6

py6

py6

py6

py6
py6
py6

py6

py6

py6
py6
py6

py6

py6

py6
py6
py6
py6
py6



A26.26.017.001.02
A26.26.017.001.03
A26.21.044.001.05
A26.21.044.001.02
A26.21.055.000.01

A26.21.044.001.01

A26.21.055.000.03

A26.21.055.000.04

A26.05.006.000.01

3802

442-P

1247

1248

A26.06.088.002
A26.06.088.001

A26.05.053.001.03

340

A26.05.053.001.06

360

A26.05.053.001.02

380
391

48[

Kangupga, onpegenenne [AHK (Candida albicans, DNA
Kanguga, onpegenenne [AHK (Candida albicans, DNA

)
)
Kanguga, onpegenenne [IHK (Candida albicans, DNA)
)
)

~ o~~~

KaHnanga, onpeagenenune [JHK (Candida albicans, DNA
Kanguaa, onpepenerne AHK (Candida albicans, DNA
KaHanaos, CKpUHMHE 1 TUNMpoBaHue (onpeaeneHune
o6wen OHK rpnbos (Fungi), AHK Candida albicans.
TununpoBaHue rpndor poga kaHamaa : Candida krusei,
Candida glabrata, Candida parapsilosis, Candida
tropicalis, Candida famata, Candida guillermondii)

Kananaos ckpuHuHr (onpegenexHve obuwen OHK rpubos
(Fungi), AHK Candida albicans)

Kangongos tTunnpoBanue (onpegenenne OHK rpubos
poga kaHamaa: Candida krusei, Candida glabrata,
Candida parapsilosis, Candida tropicalis, Candida
famata, Candida guillermondii)

MoceB Ha gpoxokenonobHble rpmbdbl (pogos Candida,
Cryptococcus) ¢ onpegeneHnem 4yBCTBUTENbHOCTY K
aHTUMuKoTMyeckum npenapatam (Yeast Culture.
Identification and Antimycotic Susceptibility testing)
'pnbKOBbIE MH(PEKUMM - BbIIBNIEHME N TUNNPOBaHUE
BO3byamTenen mukosos pogos Candida, Malassezia,
Saccharomyces n Debaryomyces

Moces Ha gpoxokenogobHblie rpubsl (pogos Candida,
Cryptococcus) ¢ onpegeneHmem YyBCTBUTENBHOCTU K
pacLIMPEHHOMY CMEKTPY aHTUMMKOTUYECKUX NpenapaTos
O6HapyxeHne maHHaHoBoOro aHTureHa Candida B
CblBOpOTKE/NNa3me 4yenoBeka MMMyHODEPMEHTHbBIM
MeTo40M

O6HapyxeHune aHTUuTen K MaHHaHOBOMY aHTUIeHy
Candida B cbiBOpoTKke/Nna3sme vyenoBeka
UMMYHO(PEPMEHTHBIM METOLOM

10.29. Knewesoit aHUedanunT, BUPYC KNeLeBoro
sHuedanura

AHTUTena knacca lgG k Bupycy knewesoro aHuedanuta
AHTUTEna knacca IgM Kk Bupycy knewleBoro sHuedanura
JlabGopaTtopHoe uccrnegoBaHue Krewla Ans BbIABIEHNS
PHK/OHK Bo3byaouTenei nHdekunin, nepegaBaemMbix
WKCOLOBbLIMM KreLamu: KreLwleBoro aHuedanura,
6oppennosa (bonesHu Jlarima), aHanna3mosa,
apnmnxmnosa

WceneposaHue knewa Ha AHK Anaplasma
phagocytophilu*

JTaBopaTopHoe nccnefoBaHue Krewa ans BbiiBNEHUs
PHK Bupyca kneweBoro aHuedanuta (Tick-borne
encephalitis Virus, TBEV, RNA)

WceneposaHnue knewa Ha OHK Borrelia miyamotoi
meTtogom MNUP

VMccnepoBaHuve knewa: CKpUHUHT (nabopaTopHoe
nccnenoBaHue kneta ans BbiseneHns PHK/OHK
BO3OyauMTENen MHeKUMiA, NnepeatoLLmMxcst UKCOAOBLIMU
knewamun: PHK Tick-borne encephalitis Virus (TBEV),
OHK Borrelia burgdorferi s. I.) (Study of Tick: Screening)
JTabopaTopHoe nccrnegoBaHune Knewa ans BbisiBNEHNUS
PHK/OHK Bo30ygutenen nHdekuuin, nepegaBaemblx
MKCOO0BbLIMM KIeLLaMU: KINeLeBoro sHuedanuTta,
boppenuosa (6onesHu Jlanma), aHannasmosa,
apnmxmnosa

WMceneposaHnue knewa Ha Ehrlichia muris, Ehrlichia*
AHanus knewia Ha 5 nHekunin: Kneweson aHuedanurT,
boppenunos (bonesHb Jlarima), aHannasmos, 3prMxmos,
PUKKETCMO3

10.30. Knoctpuaunos, nceegomem6paHO3HbIN KONUT

515,00
515,00
515,00
515,00
535,00

1455,00

505,00

880,00

1190,00

2965,00

1990,00

4990,00

4990,00

940,00
940,00

3895,00

1090,00

1350,00

560,00

2120,00

3080,00
1090,00

4180,00
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py6
py6

py6

py6
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py6

py6

py6
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A26.19.007

A26.19.095

A26.06.103.000.01

A26.06.103.000.03

A26.06.103.000.02

470

3319

2107

1641

A09.05.054.000.05

1658

A09.05.054.000.01

A09.05.054.000.07

1641/58

1641/59

A26.08.027.001.01

2646COV
2646INFA
2646INFB

A26.06.056.001

Moces Ha knocTtpugum (Clostridium difficile,
ncesgomembpaHosHbiin konuT). (Clostridium difficile
Culture. Bacteria Identification and Susceptibility )
PasgenbHoe onpegeneHne TokcnHa A n TokcmHa B
Clostridium difficile B kane, aHTUreHHbIn TecT (Toxin A
and B Clostridium difficile. One step rapid
immunochromotographic assay)

10.31. Kokntow

AHTUTEena knacca IgA k Bordetella pertussis (anti-
Bordetella pertussis IgA)

AHTuTena knacca IgG k Bordetella pertussis (anti-
Bordetella pertussis 1gG)

AHTuTena knacca IgM k Bordetella pertussis (anti-
Bordetella pertussis IgM)

lMoceB oToensiemMoro poTornoTku Ha 6opaeTensbl
(Bordetella pertussis/parapertussis,
KOKITHOLL/NMapaKoKIoLL )

OnddepeHumposaHHoe BhisiBneHne [HK Bordetella
species: Bordetella pertussis (Bo30yguTtenb koknowia) un
Bordetella bronchiseptica (Bo3byautens
OpoHxocenTukosa) B cockobe anutenmnanbHbIX KNeTok
CnM3ucTown potornoTkm u/unmn Hocornotku (Differentiated
detection of DNA Bordetella spp.: Bordetella pertussis
(pertussis pathogen) and Bordetella bronchiseptica
(bronchosepticosis pathogen) in a scraping of the
oropharynx and or nasopharynx)

OnpegeneHune aHTUTEN K BO3OYyaUTENIO KOKIIOLIA U
napakokniowa (Anti-Bordetella pertussis, anti-Bordetella
parapertussis)

10.32. KopoHaBupycHasa uHpeKuusa

AHTUTEna Kk kopoHasupycy SARS-CoV-2, IgM (anti-
SARS-CoV-2, IgM) 3660TT

AHTUTENa K cnarkoBomy (S) 6enky SARS-CoV-2, IgG
(ka4),B T.4. nocTBakyuHanbHele (anti-SARS-CoV-2 S
(spike) protein antibody, 1gG, qual., including post-
vaccination). (noaxoauT nauuMeHTam UCKIHYNTENBHO C
BaKkuuHon CnyTHUK V)

AHTuTena k SARS-CoV-2 (S-6enky, Bkntoyas RBD), 19G,
KonunyectBeHHoe onpegerneHue (Anti-SARS-CoV-2 (S
protein, including RBD), antibodies, 1gG, quantitative)
AHTUTENa, KONMMYECTBEHHbIE, K cnarikoBomy (S) 6enky
SARS-CoV-2, IgG (Anti-SARS-CoV-2, spike (S) protein,
IgG, quantitative)

AHTUTENa, KONMMYECTBEHHbIE, K cnarkoBomy (S) 6enky
(RBD) SARS-CoV-2, IgG (c Bblgaven cneumansHOro
BnaHka pesynbTaTta Ans Bbleaxawwmx B 3pannb) (Anti-
SARS-CoV-2, spike (S) protein, 1gG, quantitative (special
result form for those traveling to Israel))

AHTUTEnNna Kk kopoHasupycy SARS-CoV-2, IgM
(ka4yecTBeHHOE onpeaeneHue) n IgG (konu4ecTBeHHOE
onpegenexune) (Anti-SARS-CoV-2, IgM/IgG)

AHTUTENa K KopoHaBupycy SARS-CoV-2, IgM
(kavecTBeHHOE onpeaeneHue) n IgG (konuyecTBeHHoOE
onpegenexune) (Anti-SARS-CoV-2, IgM/IgG)
KopoHaBupyc SARS-CoV-2, onpegeneHue PHK B maske
CO CNU3NCTOMN HOCOrNoTkM U potornoTtku (Coronavirus
SARS-CoV-2 RNA detection in nasopharyngeal and
oropharyngeal smear)

AHTUreH Bupyca SARS-COV-2 (COVID-19) (SARS-CoV-
2 antigen)

AHTUreH supyca rpunna tuna A (Influenza A antigen)
AHTUreH Bupyca rpunna tuna B (Influenza B antigen)

10.33. Kopb
AHTMTena knacca IgG k Bupycy kopu (anti-Measles 1gG)

1645,00

1690,00

1125,00
1150,00

1160,00

1960,00

1055,00

1350,00

1090,00

1200,00

1645,00

1655,00

1645,00

2705,00

2705,00

2090,00

325,00
325,00
325,00

1210,00
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A26.06.071.001

A26.06.071.002

A26.06.071.001.01

A26.06.071.003

A26.05.039.001.01

A26.19.036

A26.05.037.001.02

A26.30.020.001.02

A26.05.037.001.01

A26.30.020.001.01

A26.23.017.000.01

A26.23.017.001

A26.23.005.000.01

A26.06.032

A26.19.037

A26.23.002

3005

3038

1277

A26.01.015.000.01

3014

1873

A26.28.018.001

10.34. KpacHyxa

AHTMTEna knacca IgG k Bupycy kpacHyxu (anti-Rubella
I9G)

AHTUTEna knacca IgM k Bupycy kpacHyxu (anti-Rubella
IgM)

MmmyHOBnoT aHTUTena knacca IgG k aHTMreHam Bupyca
kpacHyxu (anti-Rubella IgG nmmyHo610T)

OnpepneneHne nHaekca aBMaHOCTM aHTUTen knacca 1gG
K BUpYcy KpacHyxu (AsugHocTb anti-Rubella IgG)

Bupyc kpacHyxu, onpegenexue PHK (Rubella virus,
RNA)

10.35. Kpuntocnopuamos, sBogaHUCTaA auapen
(kpunTOCNOpPMAKU NApBYM)

Kpuntocnopuauu napsym (Cryptosporidium parvum),
OnapenHbIi CUHOPOM, aHTUTEHHbIN TECT

10.37. Jiuctepmos, nucrepun

Jlnuctepum, onpegenenne OHK (Listeria monocytogenes,
DNA)

Jlnctepumn, onpegenenne OHK (Listeria monocytogenes,
DNA)

Jlnctepum, onpegenenne OHK (Listeria monocytogenes,
DNA)

Jlnctepum, onpegenenne OHK (Listeria monocytogenes,
DNA)

Jlnctepwuu, onpegenexne OHK (Listeria monocytogenes,
DNA)

Jlnctepwuu, onpegenexne OHK (Listeria monocytogenes,
DNA)

lMoceB rMHEKONOrMYecKoro maTepuana Ha imctepum
(Listeria monocytogenes, nuctepnos. (Listeria
monocytogenes Culture. Bacteria Identification and
Susceptibility))

10.38. lam6ano03, nambanun

AHTUTENna cymmapHble IgM+IgG+IgA Kk K aHTUreHam
nambénun (anti-Lamblia cymmapHo IgA+IgM+IgG)
WccneposaHne Ha nsambnum (Giardia lamblia),
aHTUreHHbIN TecT

10.39. MeHUHIUT, MEHMHroKoKK

[MoceB Ha MEHVHIOKOKK 1 onpegenexHve
YyBCTBUTENbLHOCTU K aHTUbMoTunkam (Neisseria
meningitidis Culture. Bacteria Identification and
Susceptibility)

BakrepuanbHble MeHUHrUTbI (OHK MeHWHrokokka, rem.
Narnouyku, MHEBMOKOKKA)

MeHuHrokokk (Neisseria meningitidis), kay. onpegeneHue
OHK

10.40. MuKo3bl (napasuTapHble rpubbl —
aepmatodpuTbl)

Mukpockonunyeckoe uccrnegoBaHue 1 NoceB Ha
natoreHHble rpnbbl (Microscopic examination and Culture
for pathogenic fungi)

Mwukpockonuyeckoe uccneaoBaHne Ha NaTtoreHHble
rpmbbl (Microscopic examination for pathogenic fungi)
Oepmatodutsl (Trichophyton, Epidermophyton,
Microsporum), onpegenexve [JHK B o6pasuax Koxu,
BOMOC, HOrTen

OnpepgeneHune metabonutos rpmbos ((1,3) - ?-D-
rMioKaHa) B KPOBU

10.41. MuKonnasmeHHasa uHPeKLuua, MMKONJ1asmos

Mwukonnasma, onpegenerune AHK (Mycoplasma hominis,
DNA)

780,00

965,00

6265,00

1410,00

1105,00

1305,00

660,00
660,00
675,00
660,00
660,00

650,00

1135,00

970,00

1270,00

1115,00
2820,00

1190,00
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1090,00

1585,00

8990,00

520,00
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A26.21.042.001.01

A26.28.018.001.01

A26.28.017.001

A26.21.041.001.01

A26.20.027.001.01

A26.09.046.001

A26.09.046.001.02

A26.08.048.001

A26.09.046.001.01

179/80

A26.06.057.000.05

A26.06.057.000.06

A26.06.057.000.04

A26.06.057

A26.06.057.000.02

A26.06.057.000.03

A26.06.057.000.01

A26.20.032.001.02

A26.20.032.000.05

A26.20.032.000.04

A26.20.032.000.01

A26.21.036.001.02

A26.20.032.000.02

A26.20.032.000.03

A26.20.032

A26.20.033.001.01

Mukonnaama, onpegenexve JHK (Mycoplasma hominis,
DNA)

Mwukonnaama, onpegenerne AHK (Mycoplasma hominis,
DNA)

Mukonnasma, onpegenenune HK (Mycoplasma
genitalium, DNA)

Mukonnasma, onpegenenune HK (Mycoplasma
genitalium, DNA)

Mukonnasma, onpegenenne OHK (Mycoplasma
genitalium, DNA)

Mukonnasma, onpegenenne OHK (Mycoplasma
pneumoniae, DNA)

Mwukonnaama, onpegenenune HK (Mycoplasma
pneumoniae, DNA)

Mwukonnaama, onpegenenune JHK (Mycoplasma
pneumoniae, DNA)

Mwukonnaama, onpegenenune OHK (Mycoplasma
pneumoniae, DNA)

AHTMTENa Kknacca IgM k Mycoplasma hominis (anti-
Mycoplasma hominis IgM) n AHTutena knacca IgG k
Mycoplasma hominis (anti-Mycoplasma hominis 1gG)
AHnTuTena knacca IgM k Mycoplasma hominis (anti-
Mycoplasma hominis IgM)

AHTuTena knacca IgG k Mycoplasma hominis (anti-
Mycoplasma hominis IgG)

AHTuTena knacca IgA k Mycoplasma hominis (anti-
Mycoplasma hominis IgA)

AHTuTena knacca IgM k Mycoplasma pneumoniae (anti-
Mycoplasma pneumoniae IgM) n anTutena knacca IgG k
Mycoplasma pneumoniae (anti-Mycoplasma pneumoniae
IgG)

AHTuTena knacca IgM k Mycoplasma pneumoniae (anti-
Mycoplasma pneumoniae IgM)

AHTuTena knacca lgG k Mycoplasma pneumoniae (anti-
Mycoplasma pneumoniae IgG)

AHTUTEena knacca IgA k Mycoplasma pneumoniae (M.
pneumoniae Antibodies, IgA, Mycoplasma pneumoniae
Specific IgA, Anti-Mycoplasma pneumoniae IgA)

10.42. MUKpo6UuOLL,eHO3 YPOreHUTA/IbHOIo TPAKTa
NakTto6akrepun, onpegenenne OHK (Lactobacillus spp.,
DNA)

Bakrepongpl, onpegenenune OHK (Bacteroides spp.,
DNA)

Mo6unyHkyc, onpegenenne OHK (Mobiluncus curtisii,
DNA)

CKPUHWHI MUKPOMIOpbl ypOreHNTanbHoro Tpakra.
demodchriop CKpUH.

Boisisnenue Bosdyautenen UMMM (7+KBM*), cocko®
anuTenunanbHbIX KNEeTOK ypOreHNTanbLHOro Tpakra
VMccnegosaHve GuoueHo3a yporeHnTanbHoro Tpakra.
demodhniop 8.

MccnenoBaHve GuoLieHo3a yporeHnTanbLHoro Tpakra.
demodhrop 16.

BakTepunanbHbI BarnHo3: O6was 6akTepnanbHas
Macca, Lactobacillus spp., Gardnerella vaginalis,
Atopobium vaginae, Prevotella spp., Leptotrichia amnionii
group, Mobiluncus mulieris, Mobiluncus curtisii, kOHTpoOnb
B3ATWUS MaTepuana

YCNOBHO - NaTOreHHble M1KOMNNa3Mbl (YpoOreHuTanbHbIv
ckpuHuHr) (onpegenenue OHK Ureaplasma urealyticum,
Ureaplasma parvum, Mycoplasma hominis, AHK
yenoseka (KBM))

520,00
535,00
515,00
515,00
540,00
880,00
670,00
715,00

670,00

1440,00
755,00
765,00

965,00

1565,00

820,00

835,00

830,00

895,00
530,00
560,00

3635,00

3510,00
2875,00

4255,00

2600,00

800,00

pyo
pyo
pyo
pyo
pyo
pyo
pyo
pyo

py6

py6
py6
py6

py6

py6
py6

py6

py6

pyo
pyo
pyo
py6
py6
py6

py6

py6

py6



A26.20.029.001.04

A26.20.029.001.05

A26.21.032.001.01

A26.21.036.001.04

A26.21.036.001.03

A26.21.034.001.04

A26.21.034.001.02

A26.21.034.001.03

A26.21.034.001.01
MAnAn-m

3032

3033

3034

3036

3054

3060

3251

A26.06.062.000.03

A26.19.072.001

A26.19.040
33111CMELU

A26.05.032.001.01
A26.08.057.001
A26.07.009.001
A26.06.063.001

YCnoBHO-NaToreHHble MUKonnasmbl (MOHUTOPUHT
3(pPEKTUBHOCTN NeYeHmns) (OTAeNbHOe onpeaeneHune
OHK Ureaplasma urealyticum, JHK yenoseka (KBM))
YCnoBHO-NaToreHHble MUKonnasmbl (MOHUTOPUHT
3(pPEKTUBHOCTN NeYeHmns) (oTAenbLHoe onpeaeneHme
OHK Ureaplasma parvum, OHK yenoseka (KBM))
YCnoBHO-NATOreHHbIE MUKONa3mMbl (MOHUTOPUHT
apdeKTUBHOCTM NeyeHmns) (OTAenbHoe onpeaerneHne
IOHK Mycoplasma hominis, JHK 4yenoseka (KBM))
Angpodnop, uccnegosaHme Mnkponopsl
YPOreHUTanbHOro TpakTa MyX4nH B COCkobe
anMTenuManbHbIX KNETOK YpOreHNTanbHOro Tpakta
(Androflor®REAL-TIME PCR Detection Kit, the study of
men’s urogenital tract microbiocenosis in the epithelial
scrapes from the balanus, urethra)

Angpodnop CkpuH, nccnegosaHve MUKpodnopsbl
YPOreHUTanbHoro TpakTa MyX4nH B COckobe
anuTenunankeHbIX KNETOK YPOreHUTansHoro Tpakra
(Androflor® Screen REAL-TIME PCR Detection Kit, the
study of men’s urogenital tract microbiocenosis in the
epithelial scrapes from the balanus, urethra)
AHgpodnop, nccnegosaHne MUKPoOhiopbl
YPOreHUTANbHOIO TPakTa MYXYMH B 3AKynATe
AHgpodnop, nccnegosaHne MUKpoiopsbl
YPOreHUTanbHOro TpakTa My>X4/H B CEKpeTe
npepcraTenbHOM xenesbl

AHgpodnop CkpuH, nccnegoBaHve MUKpognopsbl
YPOreHUTanNbHOrO TpakTa MYXY/H B 3AKynATe
AHgpodnop CkpuH, nccnegoBaHne MMKpodopsbl
YPOreHUTanbHOro TpakTa MyX4/H B CEKpeTe
npencraTernbHOM xenesbl

HewnnBasueHasga gnarHoctuka UMMM no moye
MHBNO®JTOP-BKCIEPT. PacwmnpeHHoe uccnegosaHme
MUKPOopbl YpOreHnTansHoro Tpakra

NHBunodpnop CkpuH. CKpUHMHIoBOE nccnegoBaHne
MUKPOIOpbl YPOreHnTansHoro TpakTta
NMHBNO®PJIOP-MAKCW. KomnnekcHoe nccnegoBaHme
MUKPOMopbl YPOreHNTanbHOro Tpakra

BNO®JIOP. UccnepoBaHne mnkpoburoLeHosa
YpOreHuTanbHoro Tpakra

JTakTO-CKpUH — KONM4yecTBeHHoe onpegereHue AHK 4
KMNOYEBbIX LITAMMOB NakTobakTepui B BarmHasibHOM
cockobe (Lacto-screen — DNA quantification of 4 key
lactobacillus species, vaginal swabs)

OEMOODJIOP®II, koMmnnekcHas oueHka MUKPOBUOThI
yporeHuTarnbHOro TpakTa xxeHwuH metogom lMNLP
AHgpodnop CkpuH (Mo4a)

10.44. Onuctopxo3 (Kowauba 4BYYCTKa)

AHTuTena knacca IgG k aHTUreHam onuctopxuca (anti-
Opisthorchis 1gG)

10.45. OcTpble KnweyHble UHPEKLuun
OHTepoBupychl, onpegenerne PHK B kane (Enterovirus,
RNA, Fecal)

Onpepnenenune aHtureHa Norovirus B kane (Norovirus,
Stool Culture. One Step Rapid Immunochromotographic
Assay)

Enterovirus (kay.), PHK

10.46. NMapsosupyc B19

Mapeoeupyc B19, onpenenexve OHK

Mapeoeupyc B19, onpenenexve OHK

Mapeoeupyc B19, onpenenexve OHK

AHTUTEna Kk napsoBupycy B19,lgG

525,00

525,00

525,00

3365,00

2805,00

3265,00

3265,00

3065,00

2340,00
3435,00

3380,00

2870,00

6705,00

1900,00

2190,00

4390,00

1990,00

1200,00

895,00

2295,00
980,00

880,00
795,00
795,00
1105,00

py6

py6

py6

py6

py6

py6

py6

py6

py6
py6

py6
py6

py6

py6

py6
py6
py6

py6

py6

py6
py6

py6
py6
py6
py6



A26.06.063.002

A26.06.112.001

A26.06.112.002

A26.19.061.001.01

A26.06.067.000.01

A26.06.067.000.02

A26.08.008.001.01

A26.06.118.000.01

A26.19.039

A26.06.077.000.01
A26.06.074.000.01
A26.06.075.000.01
A26.06.076.000.01
A26.06.077.000.04
A26.06.077.000.03

A26.06.077.000.02

A26.19.008.000.03

A26.19.008.000.04

A26.19.008.000.02

A26.06.082.001

A26.06.082.000.01

AHTUTEna k napsosupycy B19,IgM

10.47. NapoTuT anuaemuyecKkuii

AHTuTena knacca lgG k Bupycy anngemum4eckoro
napotuta (anti-Mumps IgG)

AHTuTena knacca IgM k Bupycy anugemmyeckoro
napotuTa (anti-Mumps IgM)

10.48. Mpoto3oiiHble MHPEKLUU

CKpVHMHroBOE MccnegoBaHe HanpaBneHHbIe Ha
BbiiBNeHne metogom MNP Bo3byamTenen KuweyHbix
napasvTo3oB (nambnnosa, amebuasa, 6GrnactToumMcTHON

WHBa3uK, KpuntTocnopuanosa, n3ocnoposa). NpoTo-ckpuH

10.49. PecnupaTtopHO-CUHUUTHUANBbHAA UHDEKLMUA
(pecnupaTopHO-CMHLUTUANbHDI BUPYC)

AHTUTEena knacca IgG k pecnvpaTtopHoMy
CMHUMUTMansHOMy BUpycy 4ernoBeka (Anti- Respiratory
syncytial virus 1gG)

AHTuTEna knacca IgM k pecnupaTopHoMy
CMHUMUTMansHOMy Bupycy 4ernoBeka (Anti- Respiratory
syncytial virus IgM)

OnpepgeneHune Bo3byanTenen oCcTpbiX pecnmpaTopHbIX
BMPYCHbIX nHdekumn vyenoseka (OPBU): PHK
pecnmpaTopHO-CMHLUMTMAanNbLHOro Bupyca (human
Respiratory Syncytial virus - hRSv), meTanHeesmoBupyca
(human Metapneumovirus-hMpv), Bupycos naparpvnna
1, 2, 3 n 4 Tunos (human Parainfluenza virus-1-4-hPiv),
kopoHaBupycoB (human Coronavirus - hCov),
puHoBupycoB (human Rhinovirus -hRv), OHK
apeHosupycos rpynn B, C n E (human Adenovirus B, C,
E- hAdv) n 6okaBupyca (human Bocavirus - hBov

10.50. PuKKeTcno3, T cbinHoM (PUKKeTCUn)

PITA ¢ cbiNHOTUMO3HBIM ANArHOCTUKYMOM PUKKETCUI
lMpoeayeka (Rickettsia prowazekii, IHA)

10.51. PoTtasupycHaa uHdekumsa (porasupyc)
WccneposaHue Ha poTasupyc (Rotavirus), aHTUreHHbIn
TecT

10.52. CanbmoHennsi (tud 6pilowHoii, napatud,
caZibMOHennes)

PITrA c Salmonella typhi (aHTutena k Bo3byauTento
GptowHoro Tndpa metogom PITCA)

PIIA ¢ Salmonella gr.A (Salmonella gr.A, IHA)
PITrA c Salmonella gr.B (Salmonella gr.B, IHA)
PITIA c Salmonella gr.C (Salmonella gr.C, IHA)
PITrA c Salmonella gr.D (Salmonella gr.D, IHA)
AHTuTena k Salmonella gr.E, PINIA (Salmonella gr.E
antibodies, IHA)

PIIA ¢ Salmonella O-komnnekc (Salmonella O-antigens,
IHA)

[MoceB Ha NATOreHHyo KULLIEYHYI0 donopy (LUurensnbl,
canbMoHennbl) (Nnepen rocnutanusaumen, npm
MeAMLMHCKOM npodmnakTuieckom obcrnegoBaHum no
nokasaHnsaMm)

[MoceB Ha NATOreHHyo KULLIEeYHyo rnopy (Lwurennsl,
carnbMOHEnIbI) 1 onpegeneHe YyBCTBUTENBHOCTU K
aHTMMUKPOOHBIM MpenapaTtam

[NoceB Ha NaTOreHHyto KuLweyHyto cdrnopy, 1
onpegerneHne 4yBCTBUTENbHOCTM K aHTUMUKPOOHbIM
npenapaTtam n 6akrepuodaram

10.53. Cudpunuc

Cudpmnnc RPR (Rapid Plasma Reagin —
aHTMKapAMOITUMHOBLIN TECT)

AHTuTena knacca IgM+IgG k Treponema pallidum (anti-
Treponema pallidum IgG+IgM)

1355,00

1055,00

1065,00

2820,00

1270,00

1270,00

2930,00

765,00

930,00

865,00
705,00
705,00
705,00
705,00
705,00

705,00

1190,00

1480,00

2040,00

535,00

905,00

py6

py6

py6

py6

py6

py6

py6

py6

py6

py6
py6
py6
py6
py6
py6

py6

py6

py6

py6

py6

py6



A26.06.082.002.01

A26.06.082.007.01

A26.06.082.007.02

A26.21.039.001.03

A26.21.039.001.02

A26.20.025.001.01

A26.21.039.001.01

A26.07.011.001.01

A26.05.025.001.01

A26.21.039.001.05

A26.21.039.001.04

A26.20.025.001

A26.30.010.000.01

A26.30.010.000.02

A26.30.010.000.04

A26.30.010.000.06

A26.30.010.000.01

A26.30.010.000.03

A26.30.010.000.04

A26.30.010.000.06

A26.06.105.000.01

A26.09.074.001.02

A26.05.041.001.01

A26.01.027.001.03

A26.09.074.001.01

AHTUTEna knacca IgM k Treponema pallidum (anti-
Treponema pallidum IgM)

MmmyHOOROT, aHTuTena knacca IgM k Treponema
pallidum (anti-Treponema pallidum IgM nMmyHOGOT)

MmmyHOOROT, aHTuTena knacca IgG k Treponema
pallidum (anti-Treponema pallidum IgG nmmyHo060T)
BnegHas TpenoHema, onpegenexne OHK (Treponema
pallidum, DNA)

BnepgHas TpenoHema, onpegenexne OHK (Treponema
pallidum, DNA)

BnegHaa TpenoHema, onpeaenexve OHK (Treponema
pallidum, DNA)

BnegHaa TpenoHema, onpeaenexve OHK (Treponema
pallidum, DNA)

BnegHaa TpenoHema, onpeaenexve OHK (Treponema
pallidum, DNA)

BnegHas TpenoHema, onpeaeneHve OHK (Treponema
pallidum, DNA)

BnegHas TpenoHema, onpegenexve OHK (Treponema
pallidum, DNA)

BnegHas TpenoHema, onpegenexune OHK (Treponema
pallidum, DNA)

BnegHasa TpenoHema, onpegenexne OHK (Treponema
pallidum, DNA)

10.54. CradpunoKoKkoBas nHpeKuua (ctapuaoKokK

30J10TUCTDI)

Moces Ha 3onoTucTbiv ctadmnokokk MP3C (S.aureus,
MRSA) (nepeg rocnutanusauunen, npyu Me4ULUHCKOM
npocunakTnyeckom obcneaoBaHny No NokasaHusM)
Moces Ha 3onoTucTbiv ctadmnokokk MP3C (S.aureus,
MRSA) n onpegeneHve 4yBCTBUTENBHOCTU K
aHTUMWKPOOHBIM NpenapaTam

MoceB Ha 3onoTucTbin ctacmnokokk MP3C (S.aureus,
MRSA) n onpegeneHve 4yBCTBUTENBHOCTU K
pacLUMpPEHHOMY CMEKTPY aHTUMUKPOOHbIX NpenapaTos
MoceB Ha 3onoTucTbl ctacdpunokokk MP3C (S.aureus,
MRSA), onpegeneHne 4yBCTBUTENBHOCTU K
aHTUMWKPOOHBIM NpenapaTtam 1 6akTepuodaram

MoceB Ha 30M0TUCTLIV CTAPUMOKOKK (MPM MEQULIMHCKOM

npodumnakTnyeckoMm obcnegoBaHMm No NokasaHUAM)
MoceB Ha 30N0TUCTbLIN CTAaOUMOKOKK (S. aureus) un
onpeperneHne 4yBCTBUTENbHOCTM K aHTUMUKPOBOHbLIM
npenapartam

MoceB Ha 30NOTUCTLIN CTAPUMNOKOKK (S. aureus) un
onpepgerneHne 4yBCTBUTENbHOCTU K pacLUMPEHHOMY
CNEeKTPy aHTMMMKPOGHBIX NpenapaToB

[MoceB Ha 30N0TUCTBIN CTAaOMMOKOKK (S. aureus),
onpegerneHne 4yBCTBUTENbHOCTM K aHTUMUKPOOHbIM
npenapaTtam n 6akrepuodaram

10.55. CtonbHsaK

AHTUTENA K CTONOHAYHOMY aHaToKcuHy, IgG (anti-
Tetanus Toxoid IgG)

10.56. CTpenToKOKKOBasA UHPEKLMA (CTPENTOKOKKU
rpynn A n B)

CTtpenTokokk, onpeaenexHve OHK (Streptococcus spp.,
DNA)

CTtpenTokokk, onpeaenexHve OHK (Streptococcus spp.,
DNA)

CTtpenTokokk, onpeaenexHve OHK (Streptococcus spp.,
DNA)

CTtpenTokokk, onpeaenexHue OHK (Streptococcus spp.,
DNA)

1090,00

2855,00

2855,00
525,00
525,00
525,00
525,00
525,00
765,00
525,00
530,00

530,00

1135,00

1405,00

1755,00

1440,00

1055,00

1285,00

1755,00

1390,00

1215,00

965,00
965,00
945,00

945,00

py6
py6

pyo
pyo
pyo
pyo
pyo
pyo
pyo
py6
py6

py6

py6

py6

py6

py6

py6

py6

py6

py6

py6

py6
py6
py6

py6



A26.08.015.000.01

A26.08.015.000.02

A26.08.070

A26.20.051

A26.20.051.000.01

A26.20.021.000.01

A26.05.046.001.01

A26.09.050.001.02

A26.08.052.001.01

A26.09.050.001.01

A26.01.027.001.01

A26.05.041.001.02

A26.01.027.001.02

A26.20.037.001.01

A26.20.049.000.01

A26.06.123.000.01

A26.06.087.000.01

A26.06.080.000.01

A26.06.081.001

A26.06.081.002

A26.06.081.003

A26.30.026.001.01

A26.05.013.001.01

A26.23.024.001

MoceB Ha BeTa-reMonMTUYECKNA CTPENTOKOKK rpynnbl A
(Streptococcus group A, Streptococcus pyogenes)
(Streptococcus pyogenes Culture. Bacteria Identification)
lMoceB Ha GeTa-reMoNMTUYECKNIA CTPENTOKOKK rpynnbl A
(Streptococcusgroup A, S.pyogenes) 1 onpegerneHune
YyBCTBUTENbHOCTM K aHTUMUKPOOHBIM Npenapartam

CTtpenToKoKK rp. A, aHTUreHHbli TecT (Streptococcus
group A. One step rapid immunochromotographic assay)
lMoceB Ha BeTa-reMonMTUYECKNA CTPENTOKOKK rpynnbl B
(S.agalactiae)

lMoceB Ha GeTa-reMonMTUYECKNA CTPENTOKOKK rpynnbl B
(S.agalactiae) n onpegeneHune YyBCTBUTENBHOCTU K
aHTMMUKPOOHBIM MpenapaTtam

WccneposaHne Ha 6eTa-reMonMTUYecKnini CTPENTOKOKK
rpynnel B (Streptococcus agalactiae), aHTUreHHbIN TecTt

MHeBmOKOKK, onpeaenenne AHK B nna3sme kposwu
(Streptococcus pneumoniae, DNA)

IMHeBmMokokk, onpeaenexne OHK B cnitoHe (Streptococcus
pneumoniae, DNA)

MHeBMoKOKK, onpeaenerne AHK B cockobe
anuMTenuanbHbIX KNeTok poTornoTky (Streptococcus
pneumoniae, DNA)

MHeBmokokk, onpegenerHne AHK B MmokpoTte
(Streptococcus pneumoniae, DNA)

CrpenTokokk rpynnel B (Streptococcus group B,
S.agalactiae) B cockobe anuTenmnanbHbIX KIEeTOK KOXK
CrpenTokokk rpynnel B (Streptococcus group B,
S.agalactiae) B moue

CTtpenTokokk rpynnel B (Streptococcus group B,
S.agalactiae) B cockobe anutennanbHbIX KNeTok
CMNM3UCTOW POTOrMOTKM.

CTtpenTokokk rpynnel B (Streptococcus group B,
S.agalactiae), B cockobe anutennanbHbIX KNeTok
YpOreHUTanbHoOro Tpakra

CTtpenTokokk rpynnbl B (Streptococcus group B,
S.agalactiae) B cockobe anuTenmnanbHbIX KNeTok
CNU3UCTON NPSIMON KULLIKA

10.57. CrpoHrunonpos

AHTuTena knacca IgG k Strongyloides stercoralis,
BO3OyamTento CTpoHrunongosa (AHTuTena K yrpuue
knweyHou, 1gG; anti-Strongyloides, 19G)

10.58. T-numdoTponHbIi BUPYC

AHTUTEna knacca IgG k T-nnmcoTponHoOMy BMpYyCY
yenoseka Tuna 112 tuna (Human T-Lymphotropic
Virus Types I/1l) (anti-HTLV (1 n 2 Tunos) 1gG)

10.59. TokcoKapos (ToKkcoKapa)
AHTUTena knacca IgG k aHTureHam Tokcokap (anti-
Toxocara IgG)

10.60. Tokconnasmos (Tokconnasma)

AHTuTena knacca lgG k Toxoplasma gondii (anti-
Toxoplasma gondii IgG)

AHTuTena knacca IgM k Toxoplasma gondii (anti-
Toxoplasma gondii IgM)

OnpegeneHve nHaekca aBMaHOCTY aHTMTenN knacca 1gG
k Toxoplasma gondii (ABngHocTb anti-Toxoplasma
gondii IgG)

Tokconnasma, onpegenenve JHK (Toxoplasma gondii,
DNA)

Tokconnasma, onpegenenve JHK (Toxoplasma gondii,
DNA)

Tokconnasma, onpegeneHue OJHK (Toxoplasma gondii,
DNA)

10.61. TpuxuHennes (TpuxuHenna)

1020,00

1305,00

1365,00

980,00

1320,00

1355,00

950,00

950,00

950,00

950,00

770,00

770,00

770,00

770,00

770,00

1150,00

1010,00

775,00

780,00

1010,00

1660,00
525,00
765,00

630,00

py6

py6

py6

py6

py6
py6

py6

py6

py6

py6

py6

py6

py6

py6

py6

py6

py6

py6

py6

py6

py6
py6
py6

py6



A26.06.079.000.02

A26.06.015.003.01

A26.28.016.001

A26.21.040.001.01

A26.20.026.001.01

A26.06.138.000.01

A26.06.138.000.02

A26.06.138.000.04

A26.10.007.001.01

A26.09.080.001.01

A26.20.038.001

A26.28.028.001

A26.05.047.001.01

A26.02.001.000.03

A26.23.041.001

A26.21.048.001

A26.06.012.000.02
A26.06.012.000.03

A26.06.138.000.03
A26.06.012.000.01

3061

3062

3063

A26.06.057.000.08

A26.06.057.000.07

AHTUTEna knacca IgG k aHTureHam TpuxmHenn (Anti-
Trichinella IgG)

10.62. TpuxomoHu1as (TpuxomoHaga)

AHTuTena knacca IgG k Trichomonas vaginalis (anti-
Trichomonas vaginalis 1gG)

TpuxomoHaga, onpegenenne OHK (Trichomonas
vaginalis, DNA)

TpuxomoHaga, onpegenerne AHK (Trichomonas
vaginalis, DNA)

TpuxomoHaga, onpegenerne AHK (Trichomonas
vaginalis, DNA)

10.63. Ty6epkynes (MMKkobakTepumn Ty6epKynesa)
MmmyHonormdeckoe nccrnegoeaHue Ha M.tuberculosis
meTtogom T-SPOT.TB (aetn go 10 net) (T-SPOT TB -
Interferon-Gamma Release Assays, IGRA (children
under 10 years of age))

MmmyHonorudeckoe nccnegosanve Ha M.tuberculosis
meTtogom T-SPOT.TB (B3pocnbie n aetn ctapiue 10 ner)
(T-SPOT TB - Interferon-Gamma Release Assays, IGRA
(adults and children of ten and over))

AHTMTENa cymmapHble IgM+IgG+IgA k Mycobacterium
tuberculosis (anti-Mycobacterium tuberculosis cymmapHo
IgG+IgM+IgA)

MukobakTepumn Tybepkynesa, onpeaenenne JHK
(Mycobacterium tuberculosis, DNA)

MwukobakTtepun Tybepkynesa, onpegenenne JHK
(Mycobacterium tuberculosis, DNA)

MwukobakTepun Tybepkynesa, onpegenenne JHK
(Mycobacterium tuberculosis, DNA)

MwukobakTepun Tybepkynesa, onpegenenne JHK
(Mycobacterium tuberculosis, DNA)

MwukobakTtepun Tybepkynesa, onpegeneHue HK
(Mycobacterium tuberculosis, DNA)

MukobakTtepun Tybepkynesa, onpegenenune JHK
(Mycobacterium tuberculosis, DNA)

MukobakTepumn Tybepkynesa, onpeaenenune JHK
(Mycobacterium tuberculosis, DNA)

MukobakTepumn Tybepkynesa, onpeaenenune JHK
(Mycobacterium tuberculosis, DNA)

Bpyuenna-IgM (Brucella, IgM)

Bpyuenna-IgG (Brucella, 1gG)

WHTepdepoHoBblin TecT (MOH-ramma Tect) TB-Feron
IGRA — mmyHogmarHocTuka Tybepkyne3Homn MHEeKL MK
(Interferon (IFN)-gamma release assay TB-Feron IGRA)
Bpyuenna-IgA (Brucella, IgA)

MukobakTepum Tybepkynesa (Mycobacterium
tuberculosis complex), konu4yecTseHHOe onpeaeneHne
OHK

MukobakTepum Tybepkynesa (Mycobacterium
tuberculosis complex), konu4yecTBeHHOE onpefeneHme
OHK ¢ nocneayowmm BeisBrieHMEM MyTauui, CBA3aHHbIX
C NeKkapcTBEHHOW YCTONYMBOCTLIO K pUdamnuunHy un
n3oHunasuay, metogom lMUP

MukobakTepun Tybepkynesa (Mycobacterium
tuberculosis complex), konu4yecTBeHHOe onpeaeneHne
OHK

10.64. Ypeannasmos (ypeannasmbli)

AHTuTena knacca IgG k Ureaplasma urealyticum (anti-
Ureaplasma urealyticum IgG)

AHTuTena knacca IgA k Ureaplasma urealyticum (anti-
Ureaplasma urealyticum IgA)

755,00

970,00
525,00
505,00

560,00

7250,00

7250,00

2235,00
665,00
965,00
665,00
665,00
750,00
665,00
665,00
665,00

1030,00
915,00

7060,00
760,00

1490,00

3290,00

1490,00

885,00

885,00

py6

py6
py6
py6

py6

py6

py6

py6
py6
pyo
pyo
py6
py6
pyo
pyo
py6

py6
py6

py6
py6

py6

py6

py6

py6

py6



A26.28.019.001.01

A26.21.043.001.03

A26.20.029.001.02

A26.28.019.001.02

A26.21.043.001.01

A26.20.029.001.03

A26.28.021.001.01

A26.21.043.001.02

A26.20.029.001.01

A26.06.033.000.03

A26.06.033.000.02

A26.06.033.000.01

A26.06.033.000.05

A26.06.033.000.04
A07.16.006

A26.16.004.001.01

1789

A26.06.018.001

A26.06.018.003

105/6

A26.06.018.002

A26.06.018.003.01

A26.04.009.001.02

A26.26.007.001

A26.28.014.001

A26.19.028.001

A26.08.066.001

A26.02.001.000.01

Ypeanna3sma (6unosap T-960), onpegenenne OHK
(Ureaplasma urealyticum (T-960), DNA)

Ypeanna3sma (6rnosap T-960), onpegenenvne JHK
(Ureaplasma urealyticum (T-960), DNA)

Ypeanna3sma (6rnosap T-960), onpegenenne OHK
(Ureaplasma urealyticum (T-960), DNA)

Ypeannasma, onpegenexHve JHK (Ureaplasma parvum,
DNA)

Ypeanna3sma, onpegenexHve JHK (Ureaplasma parvum,
DNA)

Ypeanna3swma, onpeaenexve HK (Ureaplasma parvum,
DNA)

Ypeanna3swma, onpeaenexHne HK (Ureaplasma
urealyticum+parvum, DNA)

Ypeanna3sma, onpeaenexHne HK (Ureaplasma
urealyticum+parvum, DNA)

Ypeannasma, onpegenexHve HK (Ureaplasma
urealyticum+parvum, DNA)

10.65. XennkobakTepHaa nHdpeKuma (xennkobakrep)
AHTuTena knacca IgG k Helicobacter pylori (anti-
Helicobacter pylori IgG)

AHTUTEna knacca IgM k Helicobacter pylori (anti-
Helicobacter pylori IgM)

Helicobacter Pylori IgA (AHTUTENa knacca IgA k
Helicobacter pylori)

MmmyHOOROT, aHTUTena knacca IgG k Helicobacter
pylori (anti-Helicobacter pylori 1gG nmmyHo6noT)

MmmyHOOROT, aHTUTena knacca IgA k Helicobacter pylori
(anti-Helicobacter pylori IgA nmmyHo6n0T)
13C-ypeasHbii gpbixaTenbHbin TecT Ha Helicobacter Pylori
XenukobakTep nunopwu, onpegenernne AHK B 6uontarte
CNM3UCTOW Xeryaka u/vnv gBeHaguaTMnepcTHON KULLKK
(Helicobacter pylori, DNA, Bioptates of Gastric Mucosa
and/or Duodenum, PCR)

CymmapHble aHTuTena k aHtureHy CagA Helicobacter
pylori

10.66. XnamuauitHaa uHeKuma, xn1ammuamos
(xnamugun)

AHTuTena knacca IgA k Chlamydia trachomatis (anti-
Chlamydia trachomatis IgA)

AHTuTena knacca lgG k Chlamydia trachomatis (anti-
Chlamydia trachomatis IgG)

AHTuTena knacca IgA k Chlamydia trachomatis (anti-
Chlamydia trachomatis IgA) n AHTuTena knacca IgG k
Chlamydia trachomatis (anti-Chlamydia trachomatis 1gG)
- pasgensHo

AHTuTena knacca IgM k Chlamydia trachomatis (anti-
Chlamydia trachomatis IgM)

Anti-cHSP60-IgG (AHTUTena knacca IgG k 6enky
Tennosoro woka Chlamydia trachomatis)

Xnamuguu, onpegenerne AHK (Chlamydia trachomatis,
DNA)

Xnamuguu, onpegenenne AHK (Chlamydia trachomatis,
DNA)

Xnamuguu, onpegenenne AHK (Chlamydia trachomatis,
DNA)

Xnamuguu, onpegenenne HK (Chlamydia trachomatis,
DNA)

Xnamuguu, onpegenerne AHK (Chlamydia trachomatis,
DNA)

Xnamuguu, onpegenernne AHK (Chlamydia trachomatis,
DNA)

520,00

520,00

520,00
510,00
510,00
510,00
525,00
525,00

535,00

925,00
1170,00

1135,00

3300,00

3300,00
3150,00

1190,00

590,00

875,00

895,00

1760,00

860,00

1090,00
510,00
510,00
510,00
510,00
510,00

555,00

pyo
pyo
pyo
pyo
pyo
pyo
pyo
pyo

py6

py6
pyo
pyo
py6

py6
py6

py6

py6

py6

py6

py6
pyo
py6
pyo
pyo
pyo
py6
py6

py6



A26.04.009.001.01

A26.21.037.001.01

A26.20.020.001.01

A26.06.016.000.02

A26.06.016.000.03

A26.06.113.000.01

A26.09.047.001

A26.09.047.001.01

A26.08.049.001

A26.04.009.001.03

A26.06.018.003.02

A26.06.022.001

A26.06.022.002

A26.06.022.003

A26.30.015.001.02

A26.08.058.001.02

A26.08.058.001.03

A26.05.017.001

A26.28.009.001

A26.08.058.001.01

A26.08.058.001

A26.05.017.001.01

A26.07.007.001

A26.23.009.001

A26.30.015.001.01

A26.21.010.001.01

A26.05.017.001.02

A26.04.005.001.01

Xnamuguu, onpegenerne AHK (Chlamydia trachomatis,
DNA)
Xnamuguu, onpegenerne AHK (Chlamydia trachomatis,
DNA)
Xnamuguu, onpegenerne AHK (Chlamydia trachomatis,
DNA)

AHTuTena knacca IgA k Chlamydophila pneumoniae
(anti-Chlamydophila pneumoniae IgA)

AHTuTena knacca IgM k Chlamydophila pneumoniae
(anti-Chlamydophila pneumoniae IgM)

AHTuTena knacca IgG k Chlamydophila pneumoniae
(anti-Chlamydophila pneumoniae 1gG)

Xnamungus, onpegenexne OHK (Chlamydophila
pneumoniae, DNA)

Xnamungus, onpegenexne OHK (Chlamydophila
pneumoniae, DNA)

Xnamungus, onpegenexve JHK (Chlamydophila
pneumoniae, DNA)

Xnamungus, onpegenexme JHK (Chlamydophila
pneumoniae, DNA)

AHTuTena knacca lgG k rmaBHOMY Gernky Hapy>XHOM
meMbpaHbl MOMP n AHtuTena knacca IgG Pgp3
(MembpaHoaccoUMMpoBaHHbIN NNasMuaHbIA Genok)
Chlamydia trachomatis

10.67. LlutomeranosmpycHaa uHpeKuua: BUpyc
repneca yenoseka 5 Tuna (umromeranosupyc, LIMB)

AHTUTEena knacca IgG k uutomeranosupycy (LLIMB, CMV)

(anti - CMV 1gG)

AHTuTEena knacca IgM k umtomeranosupycy (LIMB, CMV)

(anti - CMV IgM)

Onpep,eneHVIe MHOeKkca aBMagHOCTU aHTUTEN Kiacca IgG

K umtomeranosumpycy (AsmagHocTb anti-CMV 1gG)
LinTomeranosupyc, onpegenexme OHK,
Cytomegalovirus, DNA
LinTomeranosupyc, onpegenexHve OHK,
Cytomegalovirus, DNA
LinTomeranosupyc, onpegenexHve OHK,
Cytomegalovirus, DNA
LinTomeranosupyc, onpegenexHve OHK,
Cytomegalovirus, DNA
Lintomeranosupyc, onpegenexve JHK,
Cytomegalovirus, DNA
Lintomeranosupyc, onpegenexve JHK,
Cytomegalovirus, DNA
Lintomeranosupyc, onpegenexve OHK,
Cytomegalovirus, DNA
LinTomeranosupyc, onpegenexHve OHK,
Cytomegalovirus, DNA
LinTomeranosupyc, onpegenexHve OHK,
Cytomegalovirus, DNA
Lintomeranosupyc, onpegenexve JHK,
Cytomegalovirus, DNA
Lintomeranosupyc, onpegenexve OHK,
Cytomegalovirus, DNA
Lintomeranosupyc, onpegenexve OHK,
Cytomegalovirus, DNA

Lintomeranosupyc, konvyectseHHoe onpeaenerHne AHK

(Cytomegalovirus, DNA) B cbiBOpOTKe KpOBU

10.69. nwreiiHa-bapp BupycHaa nHdpekumua: Bupyc
repneca yenoseka 4 Tuna (supyc nwreitHa-bapp)
Bupyc SnwrenHa-bapp, onpegenenne OHK (Epstein
Barr virus, DNA)

510,00
510,00

505,00

930,00

850,00

835,00
880,00
880,00
770,00

770,00

650,00

840,00

1050,00

1615,00
515,00
550,00
550,00
650,00
550,00
550,00
535,00
745,00
550,00
550,00
550,00

540,00

650,00

540,00

pyo
pyo
pyo
pyo
pyo
pyo
pyo
pyo
pyo

py6

py6

py6
pyo
py6
pyo
pyo
pyo
py6
py6
py6
pyo
pyo
pyo
py6
py6
py6

py6

py6



A26.05.011.001

A26.04.005.001.02

A26.08.059.001.01

A26.08.059.001

A26.05.011.001.01

A26.23.010.001.01

A26.23.010.001

A26.23.010.001.02

A26.30.017.001.01

A26.06.029.001

A26.06.031

A26.06.030

A26.06.029.002

A26.05.011.001.02
A26.06.029.002

A26.06.024

A26.19.017

3388

. A26.30.009.000.04

1304CNBP

A26.05.057.001

1279

3216

370

Bupyc SnwrenHa-bapp, onpegenenne OHK (Epstein
Barr virus, DNA)

Bupyc SnwrenHa-bapp, onpegenenne OHK (Epstein
Barr virus, DNA)

Bupyc SnwrenHa-bapp, onpegenenne OHK (Epstein
Barr virus, DNA)

Bupyc OnwrenHa-bapp, onpegenenne OHK (Epstein
Barr virus, DNA)

Bupyc 3nwrenHa-bapp, onpegenenne OHK (Epstein
Barr virus, DNA)

Bupyc 3nwrenHa-bapp, onpegenenne OHK (Epstein
Barr virus, DNA)

Bupyc SnwrenHa-bapp, onpegenenne OHK (Epstein
Barr virus, DNA)

Bupyc SnwrenHa-bapp, onpegenenne OHK (Epstein
Barr virus, DNA)

Bupyc SnwrenHa-bapp, onpegenenne OHK (Epstein
Barr virus, DNA)

AHTUTEena knacca IgM k kancngHoMy aHTUreHy BuMpyca
OnwTenHa-bapp (anti-EBV IgM VCA (kancugHomy
aHTUreHy))

AHTUTEena knacca IgG k HykneapHoMy aHTUreHy Bupyca
OnuwrenHa-bapp (anti-EBV IgG EBNA (HykneapHomy
aHTUreHy))

AHTUTEna knacca IgG k paHHeMy aHTUreHy Bupyca
OnwTenHa-bapp (anti-EBV IgG EA (paHHeMy aHTUreHy))
AHTUTEena knacca IgG k kKancugHOMy aHTUreHy Bupyca
OnwrenHa-bapp (anti-EBV IgG VCA (kancugHomy
aHTUreHy))

Bupyc 3nwrenHa-bapp, onpegenenne OHK B cbiBOpoTke
kpoeu (EBV DNA, Serum)

AsuaHocTb anti-EBV 1gG-VCA

10.70. 9XMHOKOKKO3 (3XMHOKOKKM)

AHTUTEena knacca IgG k aHTureHam axmHoKokka (anti-
Echinococcus IgG)

10.71. dwepuxmos (KuWeyHas nanoyka, swepuxus)
WcenepoBaHue Ha E. coli O157:H7, anapenHblii
CMHOpoM, aHTureHHbln Tect (One step rapid
immunochromotographic assay)

10.72. CKpUHUHrOBble UccnenoBaHua mMukpodnopobl
BakPesucta. BbisiBrieHne reHoB pe3ncTeHTHOCTU K
rMUKONeNTUAHbIM U 6eTa-NakTaMHbIM aHTUONOTMKAM y
6aktepuii metogom MLP

BakCkpuHYTIM. BbisiBneHne ycrioBHO-NaTOreHHbIX
MUKpoopraHusmoB metogom lNLP B pexume peanbHoro
BPEMEHM.

10.73. CuHApom M36bITOUHOro 6aKTepranbHOro pocra
BoaopoaHo-MeTaHOoBbIN AblXaTenbHbIA TECT C
NakTyno3omn, AuarHocTuka cCUHApoMa U3bbITOYHOro
6akTepuanbHoro pocta (CUBP) (Hydrogen/Methane
Breath Test with lactulose, assessment of SIBO
10.74. Spanxumos

Opnuxus, onpegenenve OHK B uensHoM KpoBmu

10.75. XaHTaBupycHaa nHdekuua (Fnc)

AHTuTena IgG k xaHtaBupycam ([T1IMC)

10.76. MHeBMOLUCTO3, MTHEBMOLMUCTDI

AHTuTena knacca G k supycy NN C (remopparuyeckas
nmxopagka ¢ No4YeYHbIM CUHOPOMOM)

10.77. KpMNKOKOKKO3, KPUNTOKOKKU
Boissnenune [JHK Cryptococcus neoformans
10.79. NernoHennes

670,00
535,00
535,00
535,00
755,00
535,00
535,00
535,00

535,00

920,00

885,00

1005,00

1055,00

650,00
1610,00

1065,00

2285,00

2745,00

7045,00

3750,00

870,00

1040,00

1980,00

1980,00

pyo
pyo
pyo
pyo
pyo
pyo
pyo
pyo

py6

py6

py6

py6

py6
py6
py6

py6

py6

py6

py6

py6
py6

py6

py6

py6



3015

3016

3017

1520

455H
MWKTC

A26.20.008.000.06

A12.20.001.000.01

A26.09.006.000.01

A26.21.004.000.01

440/444

A26.20.007.000.01

A26.02.001.000.01

A26.02.001.000.02

A26.02.001.000.03
A26.30.009

A26.30.009.000.01

A26.30.009.000.02

A26.30.009.000.03

A26.14.002.000.01

475-P

A26.08.005.000.01

Legionella pneumophila (kau.) AHK, cocko®
aNUTENUanbHbIX KNETOK CM3UCTOM Hoca

Legionella pneumophila (kau.) AHK, cocko®
anuTenuanbHbIX KNETOK CIIM3UCTON POTOrMOTKU
Legionella pneumophila (kau.) OHK, mokpoTa n
NPOMbIBHbIE BOAbI HPOHXOB

10.80. Bupyc Kokcaku

AHTuTENa K BUpycy Kokcaku (Coxsackievirus), IgM

11. MUKPOBUOZTOMTMYECKUE UCCNEOQOBAHUA:
HECNEUUNPUYECKUE BOCNAJIUTE/IbHbLIE
3AB0/IEBAHUA PA3/IMYHbIX NTOKANTU3ALUN

11.1. Mukpobuonormueckme uccnepoBaHms:
Hecneuuduyeckme BocnanuTenbHble 3abonesaHun
Pa3NMYHbIX IOKANAU3aLMii

[OuncbakTepnos KuieyHmnka

Mpobonoarotoska (MUK)

VWccnepoBaHune Ha BroLeHo3 Bnaranvila n onpegenexHne
YYBCTBUTENbHOCTU K aHTUMMUKPOBHLIM U @aHTUTPUOKOBLIM
npenapaTtam (C MMKPOCKOMNWen npenapaTa, OKpaLeHHOro
no pamy) (Vaginal Culture, Routine, quantitative)
Mukpockonuyeckoe (bakTepnockonuyeckoe)
nccrnegoBaHue mMaska, okpalleHHoro no Npamy (Gram
Stain. Bacterioscopic examination of different smears
(vaginal, cervical, urethral, sputum, wound, etc)

lMoceB Ha MuKonnasmbl U onpegeneHme
YyBCTBUTENBHOCTU K aHTMOMOTNKam (Mycoplasma
hominis Culture, quantitative. Bacteria Identification and
Susceptibility)

MoceB Ha ypeanna3mbl (Ureaplasma spp.) u
onpepeneHne 4yBCTBUTENbHOCTM K aHTUOMOTHKaM
(Ureaplasma spp. Culture, quantitative. Bacteria
Identification and Susceptibility)

NoceB Ha M.hominis n Ureaplasma spp u
YYBCTBUTENbHOCTb K aHTUOMOTHKaM

MoceB Ha aHa3pPOBHY MUKPOOPY M onpeaeneHne
YyBCTBUTENBHOCTU K aHTUBMoTnkam (Anaerobic culture,
Routine. Bacteria Identification and Susceptibility)

MoceB Ha MuKpodnopy v onpeaeneHne
YyBCTBUTENMbHOCTM K aHTUMUKPOOHBLIM Npenapartam
[MoceB oTAenseMoro paHsl Ha MUKpPOdNopy ¢
onpeaeneHnemM 4yBCTBUTENTbHOCTU K paCLUMPEHHOMY
CMEeKTPY aHTMMMKPOGBHbIX NpenapaTos

[MoceB Ha Mukpodnopy, onpeaeneHve
YyBCTBUTENMbBHOCTN K aHTUMMUKPOOHBIM NpenapaTtam u
bakTepnodaram

[MoceB rpyaHOro Mormoka Ha Mukpodriopy

[MoceB Ha MuKpodnopy n onpeaeneHve
YyBCTBUTENbHOCTM K aHTUMUKPOOHBLIM NpenapaTtam
[MoceB rpyaHOro Monoka Ha Mukpodrriopy ¢
onpegeneHnem 4yBCTBUTENBHOCTU K pacLUMPEHHOMY
CMEeKTPY aHTMMMKPOGHbIX NpenapaTos

[MoceB Ha MuKkpodnopy, onpeaeneHve
YyBCTBUTENMbHOCTM K aHTUMUKPOOHBLIM Npenapartam u
bakTepunodaram

MoceB Ha MUKpOIopy U onpeaeneHne
YyBCTBUTENMBHOCTM K aHTUMUKPOBHLIM NpenapaTtam
MoceB >xenun Ha MUKpodbriopy, onpeaerneHve
YYBCTBUTENBHOCTU K pacLUMPEeHHOMY CNeKTpy
AHTVMUKPOGHBIX NpenapaTos

MoceB Ha MUKpOGIOPY U onpeaeneHne
YYBCTBUTENBHOCTU K aHTUMUKPOGHbLIM NpenapaTtam

930,00

930,00

930,00

4990,00

2320,00
190,00

2410,00

800,00

1990,00

1990,00

2790,00

2140,00

1610,00

2635,00

1720,00
1190,00

1555,00

1755,00

1590,00

1515,00

2415,00

1750,00

py6

py6

py6

py6

py6
py6

py6

py6

py6

py6

py6

py6

py6

py6

py6
py6

py6

py6

py6

py6

py6

py6



A26.08.005.000.02

A26.08.005.000.03

A26.28.003.000.01

A26.28.003.000.02

A26.28.003.000.03

A26.26.004.000.01

A26.26.004.000.02

A26.26.004.000.03

A26.20.008.000.01

A26.20.008.000.02

A26.20.008.000.03

A26.25.001.000.01

A26.25.001.000.02

A26.25.001.000.03

A26.01.003.000.01

A26.01.003.000.02

A26.09.010.000.01

A26.09.004.000.01

A26.19.042

A26.19.020

A26.19.094

A26.20.040

A26.08.071

[MoceB oTAENsaeMoro BepxXHUX AbIXxaTenbHbIN NyTen Ha
MUKpodprnopy ¢ onpeaeneHnem YyBCTBUTENBHOCTU K
pacLIMPEHHOMY CNEKTPY aHTUMUKPODOHbIX NpenapaTos
[NoceB Ha Mukpodbnopy, onpegeneHue
YyBCTBUTENBHOCTU K aHTUMUKPOOHBLIM NpenapaTtam u
bakTepnodaram

MoceB Ha Mukpodnopy u onpeaeneHve
YyBCTBUTENBbHOCTM K aHTUMUKPOOHBLIM NpenapaTtam
[MoceB Mo4n Ha MMKpodnopy, onpeaeneHue
YyBCTBUTENbHOCTM K PacLUMPEHHOMY CMEKTPY
aHTMMUKPOOHBbIX MpenapaToB

lMoceB Ha Mukpodnopy, onpeaeneHue
YyBCTBUTENBbHOCTU K aHTUMUKPOOHBLIM NpenapaTtam u
©aktepnodharam

MoceB Ha mukpodnopy u onpeaeneHne
YyBCTBUTENMbHOCTM K aHTUMUKPOOHBIM Npenaparam
lMoceB oTAensemMoro 13 rnasa Ha MMKpodnopy ¢
onpeaeneHnem 4yBCTBUTEJTbHOCTU K paCLUMPEHHOMY
CMEeKTpy aHTUMUKPOOBHbLIX NpenapaTos

lMoces Ha Mukpodnopy, onpeaeneHue
YyBCTBUTENMBHOCTN K aHTUMWUKPOBHBLIM NpenapaTtam u
bakTepnodaram

Moces Ha Mukpodnopy v onpeaeneHne
YyBCTBUTENbHOCTN K aHTUMMUKPOOHBLIM NpenapaTtam
MoceB oTAensemoro NonoBbIX OPraHOB Ha MUKPOIIopy,
onpegerneHve 4yBCTBUTENbHOCTU K pacLUMPEHHOMY
CMEeKTPy aHTMMMKPOBHbIX NpenapaTos

Moces Ha Mukpodnopy, onpeaeneHue
YyBCTBUTENMbHOCTM K aHTUMUKPOOHBLIM Npenapatam u
bakTepnodaram

Moces Ha Mukpodnopy v onpeaeneHne
YyBCTBUTENMBHOCTM K aHTUMUKPOOHBIM Npenapartam
Moces oTaensemoro ns yxa Ha Mukpodnopy ¢
onpeaeneHvem YyBCTBUTENbHOCTU K pacLUMpeHHOMY
CNeKTPYy aHTUMMKPOOBHBIX NpenapaToB

MoceB Ha Mukpodnopy, onpegeneHve
YyBCTBUTENMbHOCTM K aHTUMUKPOOHBLIM Npenapartam u
bakTepunodaram

MoceB Ha mukpodnopy u onpeaeneHne
YyBCTBUTENMbHOCTM K aHTUMUKPOOHBLIM Npenapartam
lMoceB NYHKUMOHHOrO Matepuana Ha MUKpodnopy ¢
onpeaeneHvem YyBCTBUTENbHOCTU K pacLUMPEHHOMY
CNeKTPYy aHTUMMKPOOBHBIX NpenapaToB

[MoceB Ha MuKpodnopy ¢ onpegeneHnem
YyBCTBUTENMbBHOCTN K aHTUMUKPOBHBLIM NpenapaTtam u
MUKpPOCKOMMen maska

MoceB 0TAENAEMOro HUXHMX AblXaTenbHbIX NyTeN Ha
MUKpOopy ¢ onpeaeneHnem YyBCTBUTENBHOCTH K
pacLUMpPEHHOMY CNEKTPY aHTUMUKPOGHbLIX NpenapaToB
WccnenosaHune Ha ageHosupyc (Adenovirus),
AHTUrEHHbIN TeCT

Xenukobaktep nunopu (Helicobacter pylori), aHTUreHHbIn
TecT

Kamnunobakrep, AnapenHbin CUHAPOM, BbISIBIIEHNE
aHTUreHa B karne, UMMyHoxpomaTtorpadus
(Campylobacter spp., One step rapid
immunochromotographic assay, antigen, stool)

"OHOpes, BbISABIEHNE aHTUreHa, MUMMYyHOXpomaTorpadus
(Neisseria gonorrhoeae test, One step rapid
immunochromotographic assay)

ALEHOBMPYC peCnNUpaToOpHbLIN, BbISBNIEHWE aHTUTEHa B
pecnmpaTopHOM TpakTe, UMMyHOXpoMaTorpadus
(Adenovirus, respiratory infection, One step rapid
immunochromotographic assay, antigen)

2635,00

1900,00

1525,00

2085,00

1805,00

1690,00

2415,00

2065,00

1670,00

1975,00

1725,00

1820,00

2635,00

1990,00

1645,00

2415,00

1690,00

2415,00
1355,00

1300,00

1315,00

1065,00

1065,00
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A26.28.010

A26.21.052.000.01

A26.20.042.000.01

A26.19.092

A26.09.082

A26.02.004.000.01

A26.09.004.000.02

A26.09.004.000.03

A26.09.004.000.04

A26.09.004.000.05

A26.09.004.000.06

A26.09.004.000.07

A26.09.004.000.08

A26.09.004.000.09

A26.09.004.000.10

A26.09.004.000.11
491

455H-b
A26.05.016.001

480

INlernonenna, BbIsIBNEHWE aHTUreHa B MoYe,
nmmyHoxpomatorpadus (Legionella pneumophila, One
step rapid immunochromotographic assay, antigen,
urinae)

Xnamuauu, BbIsIBNIEHWE aHTUreHa B Maskax
ypOreHMTanbHoro Tpakta, MMMyHoxpomMmaTtorpadusi
[MHEBMOKOKK, BbIIBIEHNE aHTUreHa B Moye,
nmmMyHoxpomaTtorpadgus (Streptococcus pneumoniae,
One step rapid immunochromotographic assay, antigen,
urinae)

OHTEepOBUPYC, BbISIBIIEHWE aHTUreHa B Karne,
nmmMyHoxpomaTtorpadgus (Enterovirus, One step rapid
immunochromotographic assay, antigen, stool)
PecnupatopHo-cuHuuTHanbHbin Bupyc (PC-uHdbekuus),
BbISIBIIEHNE aHTWUreHa, MMMyHOXpomaTtorpadus
(Respiratory Syncytial Virus, RSV, One step rapid
immunochromotographic assay, antigen)
Mukpoburornornyeckoe uccriegoBaHue oTAensaemoro
HWKHUX ObIXaTenbHbIX NyTen Ha rpnbbl (OpoXoKeBbie U
MULENUIbHbIE)

YCKOpeHHOe nccrnegoBaHme MoYn Ha MUKpodniopy ¢
onpegeneHnem YyBCTBUTENBHOCTU K aHTUMUKPOOHbLIM
npenapaTtam n 6akrepuodaram

YCKOpEeHHOE nccnefoBaHne Moyn Ha MUKpodiopy ¢
onpegeneHnemM YyBCTBUTENbHOCTM K aHTUMUKPOOHbLIM
npenapartam

lMoceB 0TAENAEMOro HUXXHMX AblXaTenbHbIX NyTen Ha
MUKpOopy ¢ onpeaeneHnem YyBCTBUTENBHOCTHU K
pacLIMPEHHOMY CMEKTPY aHTUMMKPOOHbIX NpenapaTos U
MUHMMATbHBIX MHIMOMPYLLNX KOHLIEHTPALMIA

MoceB oTAensemoro NonoBbIX OPraHOB Ha MUKPOIopy
C onpegeneHnemM YyBCTBUTEMNbHOCTU K pacLUMPeHHOMY
CMEeKTPY aHTMMMKPOOBHbLIX NpenapaToB U MUHUMAIbHbIX
WHIMOBUPYIOLWLMX KOHLEHTpaLun

lMoceB NyHKUMOHHOrO MaTepuana Ha MMKpodiopy ¢
onpefeneHneM YyBCTBUTENbHOCTM K pacLUMPEHHOMY
CNEeKTPY aHTMMMKPOOHBIX MpenapaTtoB N MUHUMAIbHbIX
WHIMOUPYIOLLMX KOHLEHTPaLUi

MoceB oTgensiemMoro paHbl Ha MUKPOdIIopy C
onpegeneHnemM YyBCTBUTENbHOCTM K pacLUMPEHHOMY
CMEeKTPY aHTMMMKPOOBHbLIX NpenapaToB U MUHUMAaIbHbIX
WHIMBUPYIOLLMX KOHLIEHTpaLun

[MoceB oTAEnseMoro BEpXHUX AbiXxaTenbHbIN NyTen Ha
MUKpohropy ¢ onpeaeneHnem YyBCTBUTENBHOCTU K
pacLIMPEHHOMY CMEKTPY aHTUMMKPOOHbIX NpenapaToB U
MUWUHMMarbHbBIX MHTMOVPYHOLLMX KOHLLEHTPaLMM

MoceB Mo4n Ha MMKPOIOpyY C onpeaeneHmem
YyBCTBUTENbHOCTM K pacLUMPEHHOMY CMEKTPY
AHTMMUKPOOHbIX MpenapaToB U MUHMMAaTTbHbIX
WHIMOUPYIOLLMX KOHLEHTPaLUi

MoceB oToensiemMoro n3 yxa Ha MUKpodpriopy ¢
onpegeneHnemM YyBCTBUTEMNbHOCTU K pacLUMPEeHHOMY
CMEeKTPY aHTUMUKPOOHbIX NpenapaToB U MUHUMArbHbIX
WMHIMOMPYIOLLIMX KOHLEHTpaLui

MoceBs xenun Ha MUKpodnopy ¢ onpeaeneHnem
YyBCTBUTENBHOCTU K PacLUMPEHHOMY CMEKTPY
aHTMMUKPOOHbLIX NpenapaToB U MUHUManbHbIX
WHIMOUPYIOLLMX KOHLEHTpaLUi

AHanma mmnkpobunoTsl no Ocmnosy

OncbakTepros K1LweYHrKa C onpeaeneHnem
YyBCTBUTENBHOCTM K BakTepuocaram

OncbakTepros KnweyHmKa

KynbTyparnbHbI CKPUHWHT HA MNONIMPE3NUCTEHTHbIE
BakTepumn

1820,00

3850,00

1980,00

1365,00

1160,00

1425,00

2030,00

1990,00

2745,00

2085,00

2635,00

3405,00

3630,00

3075,00

3295,00

3405,00
5290,00

2615,00
2320,00

2990,00
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447-®

1278

996
1278YX0O

192
191

A12.30.012.007

A12.30.012.005

A12.06.001.002

A12.06.001.005

A12.06.001.011

A12.06.004.000.01

A09.05.074
4189

1314

A09.05.054.002
A09.05.054.003
A09.05.054.004
A09.05.054.001

A09.05.054.004.01

A09.05.234

A09.05.234

1251

1252

1253

1470

193

A09.05.075.001

WccneposaHue Ha BuoueHo3 Bnaranuiia u onpegeneHme
YyBCTBUTENBHOCTM K aHTUMUKPOOHBIM, aHTUrPUOKOBBIM
npenapaTtam u 6aktepuodaram (C MUKpoCcKonuen
HaTMBHOrO npenapara, okpalleHHoro no Mpamy) (Vaginal
biocenosis study and determination of sensitivity to
antimicrobial, antifungal drugs and bacteriophages (with
microscopy of native preparation stained by Gram))
lMoceB 1 MMKPOCKONWS OTAENSEMOro M3 yxa Ha
naToreHHble rpunbhbl

Mukpockonunyeckoe uccrnegoBaHue OTAENAemMoro us yxa
Ha naTtoreHHble rpubbl

lMoceB oToensiemMoro u3 yxa Ha natoreHHble rpubsbl

12. AMMYHOJIOMMYECKUE UCCNEAOBAHUA

12.1. KomnneKkcHble MUMMYHONOrMYecKue
uccnenoBaHna

MmMmmyHonorudeckoe obcnefoBaHue paclumpeHHoe
MmmyHonoruyeckoe o6crnefoBaHne CKPUHMHIOBOE
daroumTapHas akTMBHOCTb nenkouutos (Phagocytic
activity of leucocytes)

deHoTMNMpoBaHue NMMGOLUTOB (OCHOBHbIE
cybnonynsauun) - CD3, CD4, CD8, CD19, CD16,56
CD4+ T-numdpoumTtel, % 1 abcontoTHoe konuyvecTso (T-
xennepsbl, CD4+ T-cells, Percent and Absolute)

B-numdountsl, % 1 abcontoTHoe konnyectso (CD19+
nnumdouuntel, B-cells, Percent and Absolute)
AkTnBMpoBaHHble numdouuntel (CD3+HLA-DR+, CD3-
HLA DR+)

Cnoco6HocTb NumdoumnToB K akTnBaumm (Lymphocyte
activation ability)

Linpkynupytowime nMmyHHble komnnekcbl obwme (LIAK,
Circulating Immune Complex)

PerynaTtopHble T-numdountsl (Regulatory T-Cell Panel)
OueHka cnocobHOCTU HENTPOMUIOB K OKUCTTUTENBHOMY
B3pbIBY - AUTMAPOPOAAMMHOBbLIA TECT, MPOTOYHAS
untomeTpus, Burst-Tect

12.2. UmmyHOrnob6ynuHbl obme

MmmyHornobynuHel knacca A (IgA)

MmmyHornobynuHel knacca M (IgM)

MmmyHorno6ynuHel knacca G (IgG)

IgE o6wmin (MmmyHornobynuH E obwmi, IgE total)
MmmyHorno6ynuHel G (nogknaccel 1IgG1, 1gG2, 1gG3,
1gG4)

12.3. Cneuuduueckue 6enku

Oo3MHOUNBHLIV kKaTUOHHEIN 6enok (Eosinophil Cationic
Protein, ECP)

Oo3nHOUNBHLIV kKaTUOHHEIN 6enok (Eosinophil Cationic
Protein, ECP)

KanbnpotektnH (S100A8/A9) B kposu (Calprotectin
(S100A8/A9))

VMccnegosaHne KOHUEHTpaummu npeansbymmHa
(TpaHcTupeTuHa - TTR) (Prealbumin (Transthyretin -
TTR))

VccnenoBaHme KOHLEHTPaLMN PETUHOM-CBA3bIBAKOLLIETO
6enka (RBP) (Retinol binding protein (RBP))
WNceneposanne TREC n KREC anst guarHOCTUKM
UMMYHOAEe(ULUTOB B LIENIbHON KPOBM

12.4. KOMNOHEHTbl KOMMNEMEHTA

KoMnoHeHTkI cuctembl komnnemeHTta C3, C4
(Complement components C3, C4)

C3 KomnoHeHT cuctembl komnnemeHta (Complement
Component C3)

1490,00
1350,00

190,00
1290,00

13785,00
8465,00

1985,00

4650,00

3045,00

3165,00
3680,00

4410,00

1470,00
2990,00

5835,00

550,00
545,00
550,00
845,00

15935,00

1450,00
2790,00

3290,00

2690,00

2690,00

6315,00

1170,00

695,00
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A09.05.075.002

A09.05.075.000.01

A09.05.075.000.03

A09.05.075.000.04

1259

1427

A12.05.108.000.01
A12.05.108.000.02
A12.05.108
A12.05.109

A12.06.073
1250

A12.06.047.000.01

A12.06.077
A12.06.077

A12.06.078
A12.06.078
A12.06.078
A12.06.078

A12.06.077
A12.06.078
A12.06.077
A12.06.078
A12.06.077
A12.06.077
A12.06.077
A12.06.078
A12.06.077
A12.06.078
A12.06.078

A12.06.057.000.02

C4 KoMnoHeHT cuctemsl komnnemeHta (Complement
Component C4)

Cuctema KoMnneMeHTa: oueHka pyHKUMOHanLHON
aktmsHocTun (CH50) (Functionality Test of Complement
(CH50))

WHrnbutop C1-actepasbl, aktmBHocTb (C1-Esterase
Inhibitor, C1-INH)

WHrnbutop C1-actepasbl, koHueHTpauusa (C1-Esterase
Inhibitor, concentration; C1-INH)

VccnepoBaHue koHUeHTpauun paktopa H cuctemsl
KOMnremeHTa

WMcenepnoBaHue koHueHTpauun Cha
(aHamnoTOKCMHA) KOMMOHEHTa CUCTEMbI KOMMIEMeHTa
12.5. LIUTOKUHDI

WHtepnenkuH 1 ? (IL-17)

WHTepnenkuH 6 (IL — 6)

WHTtepnenkuH 8 (IL — 8)

WHTtepnenkuH 10 (IL -10)

®HO (dakTop Hekposa onyxonu, Tumor necrosis factor
?, TNF ?)

WHTtepnenknH 18 (UJ1-18)

13. UHTEP®EPOHOBDbIN CTATYC

13.1. UHTepdepoHOBDIii cTaTyC

VccnepoBaHune nHtepgepoHoBoro craTyca (4
nokasaTens: CbIBOPO- TOYHbIV MHTEPEPOH; CMOHTaHHbIV
NHTepdepoH; NHTeEpdEepPOH-anbgda; MHTepdepOoH-ramma)
13.2. UHTepdepoHoBbIii cTaTyc (4 NoKasaTens) ¢
onpeaeneHMem YyBCTBUTE/IbHOCTU K NpenapaTtam
UHTepdepoHa

MHrapoH

PeadpepoH

13.3. UHTepdepoHoBbIi cTaTyc (4 noKasaTens) ¢
onpeaeneHMemM YyBCTBUTE/NIbHOCTU K UHAYKTOPaMm
uHTepdepoHa

AMUKCHH

Karouen

Heosup

LinknodepoH

13.4. UHTepdepoHoBbIi cTaTyc (4 noKkasaTens) ¢
onpeaeneHMem YyBCTBUTE/IbHOCTU K
MMMYHOMOAYNATOPaM

[anaBut

M30npnHO3UH

mmyHan

MmmyHodaH

MmmyHOoMake

MmyHopukc

Jlnkonua

MaHaBup

NonnokcnaoHuin

TakTuBuH

TumoreH

14. ANATHOCTUKA AYTOMMMYHHbIX 3AE0/IEBAHUI
14.1. CuctemHblie 3abonesaHnAa coegUHUTENbHOMN
TKaHU

AHTUHYKNeapHble aHTuTena, ckpnHuHr, MOA (AAA,
aHTusgepHble aHTuTena, antinuclear antibody, ANA), IgG

695,00

1700,00

2505,00

3575,00

3890,00

3790,00

2615,00
2585,00
2625,00
2625,00

2600,00
3690,00

6935,00

2745,00
2745,00

2745,00
2745,00
2745,00
2745,00

2745,00
2745,00
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A12.06.010.001.01
A12.06.057.000.03

A12.06.010.001.02

A12.06.012.002.01

A12.06.061.000.01

B03.005.017.000.01

A12.06.057.000.05
A12.06.061.000.02

4059

4060

4061

4069

A12.06.057.000.09

A12.06.057.000.07

A12.06.040.000.01

A12.06.057.000.01

A12.06.061.000.02

A12.06.057.000.06

A12.06.035.000.01

A12.06.057.000.08

A12.06.057.000.14

A12.06.057.000.10

A12.06.057.000.11

A12.06.057.000.13

A12.06.057.000.04

AHTUTENa knacca IgG k gBycnupansHon (HaTUBHOW)
OHK, 19G (aHTn-gcOHK, anti-double-stranded (native)
DNA antibodies, anti-dsDNA, IgG)

AHTUHYKNeapHbIn pakTop (ANA IIFT, HEp-2)
AnTtuTena k acJHK B cbiBOpOTKE KPOBY,
NOATBEMKAAIOLMI TECT C UCMONb30BaHMeM cybeTpaTta
Crithidia luciliae, IgG, meTogom Henpsimon
nmmyHodntoopecueHumu (Crithidia luciliae indirect
fluorescent test (CLIFT))

AHTMTENa K NuMdouunTam, IgG (Anti-lymphocyte
antibodies, IgG)

AHTUTENA K 3KCTparmpyemMomy HyKrneapHOMY aHTUreHy
(BHA), IgG

[MaHenb aHTUMHYKNEeapHbIX aHTUTEN NPY CKIepoaepMmu,
UMMYHOBNOT (pasgenbHoe onucaHne aHTUTen K
aHTureHam Scl-70, CENP A,CENP B, RP 11, RP 155,
dumbpunnapuH, NOR 90, Th/To, PM-Sc100, PM-Scl 75,
Ku, PDGFR, R0-52)

AHTVHYKNeapHble aHTUTena, UMMyHoO6N0T (pa3gernbHo
Sm, RNP/Sm, SS-A (60 ka), SS-A (52 k[da), SS-B, Scl-
70, PM-Scl, PCNA, CENT-B, dsDNA, Histone,
Nucleosome, Rib P, AMA-M2, Jo-1 aHTUreHy)
AHTMTENA K HyKneocomam, IgG

Mpodunb "CKpUHMHT BonesHen coeauHUTENBHOM TKaHU
(aHTnHykneapHbI akTop (AHD), aHTuTEena K
3KCTparMpyemMomy HykreapHomy aHTureHy (OHA))"
Mpodunb "CucteMHas KpacHasi BondaHka,
obcnepoBaHune (AHTUHYKNeapHbii dakTop (AH®D),
aHTUTENa K HykneocomMam, aHTuTena K KapamonunuHy
IgG n IgM)"

Mpodunb "OuddepeHumansHas gnarHoctnka CKB un
ApYyrux peBmatmyeckux sabonesaHun
(AHTuHYKNeapHbIn dakTop (AH®), aHTuTena k
HyKkneocomam)"

Mpodunb "MoHuTopuHr aktueHoctn CKB (aHTu-agc-AHK
IgG, C3, C4 KOMMOHEHTLI KoMNieMeHTa)"

AHTMTENA K yuTOoNNasMaTnyeckum aHtureHam SS-A (Ro)
((SS-A (52«[a)/ SS-A (60 kda), IgG (Anti —SS-A, 1gG
(Anti-SS-A-52 and anti-SS-A-60 autoantibodies))
AHTMTENA K UMTONNa3MaTUYECKOMY aHTUreHy SS-A
(52kda), IgG (Anti-SS-A-52 autoantibodies, 1gG)
AHTUUEHTpoMepHble aHTuUTena CENT-B, IgG (Anti-
Centromere B autoantibodies, IgG)

AHTUTENA K 3KCTparmpyemMomy saepHoMy aHTUreHy Sm,
IgG (Anti-Sm autoantibodies, 1gG)

AHTUTENa K aKCTparmpyembiM S4epHbIM aHTUreHa
RNP/Sm, I1gG (Anti-RNP/Sm autoantibodies, IgG)
AHTUTena k ructoHam (Histone), IgG (Anti-Histone
autoantibodies, 1gG)

AHTUTENa K MuTOXOHAPUAM (AMA-M2), IgG (Anti-AMA-
M2 autoantibodies, IgG)

AHTUTENA K K UMTONMNasmMaTU4eckum aHTureHam SS-A
(60kda), lgG (Anti-SS-A-60 autoantibodies, 1gG)
AHTUTENa K uMTonnasmaTmyeckoMy aHTureny Jo-1, IgG
(Anti-Jo-1 autoantibodies, 1gG)

AHTUTENAa K yuTOoNNasMaTnyeckum aHTureHam SS-B (La),
IgG (Anti-SS-B autoantibodies, IgG)

AHTUTENa K aHTureHy Scl-70, IgG (Anti-Scl-70
autoantibodies, 1gG)

AHTUTENa K pubocomansHomy Bernky P (Rib-P), IgG (Anti-
Rib-P autoantibodies, 1gG)

AHTUHyKneapHble aHTuTena RNP-70 (Anti-RNP-70
autoantibodies)

1540,00
1715,00

1450,00
2005,00

1400,00

4885,00

4295,00
1515,00

2705,00

5420,00

2820,00

1965,00

1645,00

1645,00

1830,00

1645,00

1645,00
1645,00

2210,00

1645,00

1645,00

1645,00
1645,00
1645,00

1635,00
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OBC299

1254

A12.06.030

A12.06.075

A12.06.029

A12.06.029.000.01

A12.06.029.000.03

A12.06.029.000.02

A12.06.051

A12.06.075.000.01

A12.06.065.000.02

A12.06.065.000.01

A12.06.030.000.01

4062

4063

4064

A12.06.065.000.07

A12.06.065.000.06

A12.06.065.000.04

A12.06.051.000.03

A12.06.051.000.02

A12.06.051.000.01

1340AF

4064NEW

223

O6cnepoBaHne Npu CUCTEMHOM KpaCHOW BOSTYaHKe,
MMMYHONOIMYECKME KpUTEPUU

KomnnekcHoe uccnegosaHue npu ayToBocnanuTenbHbIX
3aboneBaHnaX (KanbNPOTEKTUH B KPOBU 1 |L-18)
(Analysis for autoinflammatory diseases)

14.2. AuTndochonnnNUAHbLIN CUHAPOM

AHTMTENA K pochonunuaam IgM/IgG (aHTutena
CYMMapHO K cmecu oconunuaoB: KapauosunmH,
dochaTnguncepuH, pochaTtMannMHO3MTOnM,
doctaTngHas kucnota - n 6eta-2-rnmkonportemHa 1)
AHTMTENA K hocdaTnanncepury IgG/IgM (Anti-
phosphatidylserine/prothrombin antibodies, anti-PS-PT)
AHTUTENA K KapAMONUMUHY, CKpuHUHF (Cardiolipin
Antibody, cymmapHo IgA, IgM, IgG)

AHTMTENa K Kapanonunury, IgA (Cardiolipin Antibody,

IgA)
AHTMTENa K KapanonunuHy, lgG (Cardiolipin Antibody,
I9G)
AHTUTENa K kapguonunuHy, IgM (Cardiolipin Antibody,
IgM)

AHTUTEna Kk 6eta-2-rnukonpoTtenHy 1, cymmapHoie 1gG,
IgA, IgM

(aHTuTEna Kk ?2 -rnukonpoTteunHy 1, anti-?2-glycoprotein 1
antibodies, anti- ?2-GP1, total)

AHTUTENa K hochaTuamnncepmnH-NnpoTPomMobnHOBOMY
KoMnnekcy, cymmapHole IgG, IgM

AHTUTENa K aHHekcuHy V, IgG (Annexin V antibody,
aAnV, IgG)

AHTUTENa K aHHekcuHy V, IgM (Annexin V antibody,
aAnV, IgM)

MaHenb aHTUochonnnaHbix aHtuten, IgG, IgM
MeTOAO0M AOT-UMMYyHOaHann3, Ka4eCTBEHHbIN TECT B
cbiBOpoTke kpoBu (Anti-Phospholipid Antibodies Panel)
Mpodunb: "AHTUTENa K kapanonunuHy 1gG n aHTuTena K
Kapavonunuuy IlgM"

Mpodouneb: "AnarHocTvka BTOPUYHOIO
aHTMdochonmMnNnaHoro cuHapomMa (AHTUHYKNeapHbIN
dakTop (AH®P), aHTuTEena Kk kapauonunuHy 1gG un IgM)"
Mpodunb: "AHTUDOCHONNNNOHBIN CUHAPOM,
pasBepHyTas ceponorna (BaHTuHykneapHbIn dakTop
(AH®), aHTuTena Kk kapanonunury IgG, IgM, aHTutena k
6eTa-2-rnukonpoTteunHy 1)"

AHTUTEena knacca IgG k npoTpoMburHYy, KONMYECTBEHHO
(Anti-prothrombin, aPT, IgG, quantitative)

AHTUTEna knacca IgM Kk NnpoTpOMBUHY, KONUYECTBEHHO
(Anti-prothrombin, aPT, IgM, quantitative)

AHTUTENa K npoTpoMbuHy, IgG/A/M cymmapHo,
KkonmdecTBeHHbIV TecT (Anti-prothrombin, aPT, IgG/A/M
guantitative)

AHTUTENa Kk 6eTa-2-rnukonpoTeunHy, IgG (Anti-beta-2-
glycoprotein, 1gG)

AHTUTENa K 6eTa-2-rnukonpoTenHy, IgM (Anti-beta-2-
glycoprotein, IgM)

AHTUTENa K 6eTa-2-rnukonpoTenHy IgA (Anti-beta-2-
glycoprotein, IgA)

AHTUTENa K bocdaTmamncepuH-NnpoTpPomMonHoBoMy
Komnnekcy, cymmapHsole 1gG, IgM, IgA
AHTMdOoChOoNMNUAHLIN CUHAPOM, NTabopaTopHbie
KpuTepum

14.3. UmmyHHble ¢pakTopbl becnnogua
AHTUCnepmanbHble AT (B KpoBM)

14.4. PeBMaTOMAHbIA apPTPUT, NOPaXKEHUA CYCTaBOB

12990,00

6280,00

1450,00

2245,00

1500,00
1765,00
1515,00

1495,00

1490,00

1720,00
1830,00

1830,00

6615,00

2585,00

4090,00

5440,00

1365,00

1365,00

1775,00
1780,00
1990,00

1390,00

1645,00

9075,00

1760,00
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A12.06.052
A12.06.063

A12.06.062.000.01

A12.06.019.000.01

A12.04.001.000.01

A09.05.296.000.01

A12.06.009.000.01

A12.06.037.000.02

A12.06.045.000.01
A12.06.035.000.05
A12.06.037.000.03
A09.05.075.000.02
A12.06.053.000.01

A12.06.053

4065

4066

4067

OBC303

A12.06.020.000.02
A12.06.020.000.03

A12.06.020.000.04
A12.06.039.000.01
A12.06.020.000.01
A12.06.020.000.05

A12.06.071

A12.06.033

A12.06.071.000.01

1291

AHTWUTENA K LIMKNMYECKOMY LIUTPYIUHAPOBAHHOMY
nentugy (ALLM, cyclic citrullinated peptide antibodies,
anti-CCP, CCP)

AHTUTENa K KepaTuHy, 1gG

AHTUTENa K MOanLMMPOBaHHOMY
UMTPYNIMHMPOBAHHOMY BUMEHTUHY (aHTU-MCV), IgG
PeBmaTtongHbin daktop (PP), TypOManmeTpruyecknin
mMeToa

Kpuctannbl B Ma3ke CMHOBMAIbHOWM XNAKOCTU (MOHOypaT
HaTpusi, nupodhocdaT Kanbuums)

OnvromepHbIN MaTPUKCHbIN Benok xpswa (Human
Cartilage Oligomeric Protein, COMP)

14.5. BackynnTbl U NOpa*keHUA no4vekx

AHTMTENA K 6azanbHoM MembpaHe krybo4koB noyek, IgG
AHTMTENA K unTonnasme Hentpodunos, AHLA, 1IgG
(PANCA, cANCA)

AHTUTENa Kk aHpgoTenuio Ha kneTkax HUVEC, cymmapHbie
19G, IgA, IgM

AHTUTEna K peuentopy doconunassl A2

AHTMTENa K Muenonepokcungase (MPO), IgG

AHTuTEna k C1q dakTtopy komnnemeHTa, IgG

AHTMTENa K NpoTenHase 3 (PR3), IgG
AHTUHENTPOMUIbHbIE LMTONMNa3MaTUYeCKne aHTuTena,
IgG, naHenb (aHTUTENa K aHTUreHam: NpoTenHasa
3,Muenonepokcmaasa, anacrasa, katencuH G, 6enok
BPI, nakrodeppuH, nusoumm)

Mpodunb «[muarHocTuka rpaHynemaTosHbIX
BackynutoB» (AHLLA, aHTUHyKkneapHbIi oaktop (AHD))
Mpodunb «dnarHocTnka GbICTPONPOrpeccupyoLLLEro
rnomepynoHedputa» (AHUA, aHTuTena k 6asansHon
mMembpaHe knybouKoB NoYekK)

Mpodunb «[dnarHocTka ayTOMMMYHHOIO NOpaXKeHus
noyek» (AHUA, aHTuTena k 6asanbHon membpaHe
kny6oukoB novek, AH®D)

JlabopatopHas guarHoctuka AHLA-accoumnmpoBaHHbIX
BacKynmToB

14.6. AyTOMMMYHHbIE 3HAOKPUHOMATUN: CaXapHbI
Amnabert 1-ro TMna

AHTUTENa K OCTPOBKOBLIM (O€eTa-) KrneTkam
nogxenyaoyHown xenesbl (ICA), IgG, meToq Henpsimon
UMMYHOPIOOPECLIEHLIMN Ha cpe3ax TKaHu N/X Xenesabl
AHTUTENa K rmytamaTtgekapbokcunase (GAD), IgG
AHTuTena k GAD (rnytamaTtgekapbokcunase), IgG,
nuksop (Anti-GAD (glutamic acid decarboxylase), IgG,
CSF)

AHTUTENa K nHCynuHy, IgG

AHTUTEna K TuposuHdocdaTtase (IA-2)

AHTtuTena k GAD / IA-2 cymmapHo

14.7. AyTOMMMYHHbIE SHAOKPUHONATUMU: NOpPAXKeHue
HaANOYeYHMKOB, ayTOMMMYHHaA NaToNorua roHas
AHTUTENa K TKaHU andHuka, cymmapHo Ig A, IgM, IgG
(aHTHMOBapuanbHble aHTUTENa, Anti-Ovary antibody,
Ovarian antibody, total)

AHTWTENA K CTeponanpoayLUMpyoLLMM KreTkam
Hagnoye4vHuka, cymmapHo Ig A, IgM, 1gG

AHTWUTENA K CTeponanpoayLMpyoLWnM KreTkam sinyka,
cymmapHo Ig A, IgM, IgG

Mpodunb "AHTUTENA K CTEPONANPOAYLUPYIOLLUM
KneTkam penpoayKTUBHbIX TKaHeW, cymmapHo Ig A, IgM,
IgG (aHTUTENa K CTEpoONaNPOaYLIMPYHOLLMM KeTKkam
AWNYHUKA, aHTMTEeNa K CTeponanpoayLMpPYOLLMM KrieTKam
sAndka)"

1995,00
2715,00

1995,00
1460,00
2105,00

3165,00

2085,00
3450,00

2190,00
3990,00
1515,00
2120,00
1515,00

3730,00

3730,00

4080,00

5500,00

4990,00
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3485,00
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A12.06.044.000.01
A12.06.051.000.06
A12.06.051.000.04
A12.06.051.000.05
A12.06.057.000.12
A12.06.044.000.02
4054

7378

A12.06.066.000.02
A12.06.066.000.01

A12.06.026.000.01

A12.06.026.000.05
A12.06.055.000.01

A12.06.055.000.02

A12.06.056.000.02

A12.06.056.000.01
A12.06.026.000.04

A12.06.026.000.03

A12.06.026.000.02

A12.06.037.000.01

A09.05.054.004.03

4055

4056

4057

4058

A12.06.026.000.06

A12.06.020.000.06

A12.06.020

14.8. AyToMMmMyHHble 3a601eBaHUA KOXHU
AHTUTEna Kk 6azanbHon MembpaHe koxu (BMZ), 1IgG
AHTUTEna Kk fecmocomam anuaepmunca (ADA), IgG
AHTUTERa K gecmornenHy 1, IgG

AHTMTENA K gecmornenHy 3, IgG

AHTuTENna K 6enky BP180, IgG

AHTuTENna K 6enky BP230, IgG

Mpodunb "dnarHoctrka 6ynnesHbIX 4epMaTo30B
(aHTWTEna Kk gecmocomMam anugepmunca, aHTuTena K
©asanbHo MembpaHe Koxu)"

OnpepneneHune nHTepdepoHOBOM NognNuncu nNpu
ayTOMMMYHHbIX 3a60MneBaHUAX

14.9. AyTOMMMYHHbIE NOPAXKEHUA KeNYA0UYHO-
KULEeYHOoro TpakTa. Llennakusa

AHTuTEna K aHgomumsmio 1gG (Anti-Endomisial Antibodies,
IgG, EMA)

AHTUTENa K aHgomumsmio (EMA), IgA

AHTUTENa K NapueTanbHbIM KNeTkaMm xenyaka, 1gG
(Parietal Cell Antibodies, PCA, Ig G)

AHTUTENA K peTnkynunHy (ARA), cymmapHo IgA n gG
AHTUTENa K AeaMUAMpPOBaHHbIM nenTuaam rmuaguHa lgG
AHTUTENa K AeaMUAMPOBaHHbIM NenTuaam rmuagvHa,
IgA

AHTUTENa K TKAaHEBOW TpaHCrmnoTamuHase, IgA (tissue
transglutaminase antibody (tTG) IgA)

AHTMTENAa K TKaHEeBOW TpaHcrnTammnHase, IgG (tissue
transglutaminase antibody (tTG), IgG)

AHTUTENA K BHYTpeHHeMy chakTopy KacTtna, 1gG
AHTMTENa Kk caxapomuueTtam (ASCA), IgG (amarHocTuka
6onesHu KpoHa)

AHTUTEna Kk caxapomumuetam (ASCA), IgA (gnarHocTuka
6onesHun KpoHa)

AHTUTENa K yuTonnasme Heutpochunos, IgA (AHUA,
ANCA, IgA)

MmmyHorno6ynuHel nogknacca lgG4 (guarHoctuka
ayTOMMMYHHOro naHkpeartuTa n gp. 19G4-
accouMmnpoBaHHbIX 3aboneBaHuin)

Mpodmnb «CepoanarHocTMka ayTOMMMYHHOIO ractpuTa
N NEePHULMO3HOM aHeMumy (AT K napmeTanbHbIM KneTkam
xenygka, AT k BHyTpeHHeMy ¢hakTopy KacTtna)
Mpodunb «CepogmarHocTuka 6onesHm KpoHa u
Hecneuudunyeckoro a3seHHoro konuta (HAK)»
(aHTUTENa K uMTonnasme Hentpodpunos (AHUA, ANCA),
IgG; AHLUA, IgA; AT k caxapomuuetam (ASCA) IgG,
ASCA, IgA)

Liennakus, ceponorn4yeckuit CKpUHUHE (AT K aHAOMU3NIO,
IgA; AT Kk geamuaupoBaHHbIM NenTuaam rmuwaguHa, 1gG;
IgA obw.)

Mpodunb «Llennakusa, ceponornyeckas guarHoOCTUKa»
(AT k saHgommauio, IgA; AT k TKaHeBOW
TpaHcriytamuHase, IgA; AT kK TkKaHeBon
TpaHcrnybamuHase, IgG; ummyHornobynuHel knacca A,
obLLas KoHUEeHTpauus)

AHTUTEena knaccos IgA n IgG k 6okanoBuaHbIM KneTkam
KvevHuka, cymmapHo (Anti-Intestinal Goblet Cells
Antibodies, GAB, IgA, 1gG, Total)

AHTuTena knaccos IgG u IgA k GP2 aHTureHy
LeHTpoaUMHapHbIX KNEeToK NoKenyaovHON Xenesbl
(Anti-GP2, 1gG, IgA)

AHTUTENA K auMHapHbIM KNeTkaM nogKenygo4yHomn
xenessbl, IgG 1 IgA cymmapHo (aHTUTena K 3K30KPUHHOM
YacTu nomxenynoyHoun xenesbl, Autoantibodies against
Exocrine Pancreas, Pancreatic Antibodies, PAB)
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2640,00
2730,00
2690,00
2640,00
2770,00
4820,00

5990,00

1785,00
1700,00

1990,00

1825,00
1295,00
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1460,00

1405,00
1950,00

1460,00
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3750,00

5990,00
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1450,00
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A12.06.026.000.07

4057NEW

A12.06.035.000.02

A12.06.025.000.01

A12.06.036.000.02

A12.06.035.000.03

A12.06.059.000.01

A12.06.068.000.01
A12.06.025.000.02

A12.06.030.000.02

A12.06.057.000.15

Al12.06.074

953

A12.06.064.000.01

A12.06.064.000.02
A09.05.054.004.02

A09.05.106.003.01

A12.06.021.000.01

A12.06.064.000.03

A12.06.064.000.04

A12.06.002.000.02

A12.06.064.000.04

A12.06.002.000.03

AHTUTENa K aHTepouutaM, IgG (Anti-enterocyte
autoantibodies, 1gG)

Cepornornyeckuin CKpUHUHF Lenmakmm (Serological
screening of celiac disease)

14.10. AyTOMMMYHHbIEe NOpPaXKeHUA NeYyeHn

AHTMTENA K MUTOXOHAPUAM, IgG (Mitochondrial
Antibodies, AMA, 1gG

AHTMTENA K rnagkon myckynartype, IgG (Smooth Muscle
Antibodies, SMA, ASMA, IgG)

AHTMTENA K MUKpOCOMaM nedeHu n novek, IgG (anti-liver
kidney microsomal antibody, anti-LKM, IgG)

MMaHenb aHTUTEN NpPU ayTOMMMYHHbIX 3a00reBaHUAX
neYyeHn, UMMyHOONOT (aHTUTeNa k aHTureHam AMA-M2,
M2-3E, Sp100, PML, gp210, LKM-1, LC-1, SLA/LP,
SSA/R0-52), 1gG

AHTUTENa K acnanorfimkonpoTEMHOBOMY peLienTopy
(anti-ASGPR) IgG

14.11. AytomMmMmyHHble HeBpoaormyeckue
3aboneBaHus

AHTMTENA K akBanopuHy 4, cymmapHo IgA, 1gG, IgM
(lanarHocTuka HenpoonTtukomuenuTta, NMO)

AHTMTENA K ckeneTHbIM Mblwuam (ASMA), IgG
AHTUTENa K raHrnuosmgam (nanH-onot: GM1; GM2-
GM3-GM4; GD1a, GD1b, GD2-GD3, GT1la, GT1b,
GQ1b, cynbdartmabl), cymmapHo IgG n IgM
MwuosuT-cneundunyHble aHtTuTena (navH-6not : Mi-2, Ku,
PM-Scl 100/75; Jo1 PL-7 PL-12 EJ OJ; SRP, SSA
(R052)), 1gG

AHTUTENA K aLeTUNXONIMHOBOMY peLienTopy, CyMMapHble
AHTUHeNpoHanbHble aHTUTeNa, naHenb (nanH-6noT1: Hu
(ANNA 1), Yo-1 (PCA1), CV2, Ma2, Ri (ANNA2),
amdndusnH) (AHTUTENA NpU NapaHeonnacTMYecKmx
HeBpornornyeckux 3abonesaHusx, Paraneoplastic
Syndrome Antibody Panel)

AntnTena k NMDA (M-meTtun-D-acnapTtarT)
rmyTamaTHoMmy peuenTopy, cymmapHo IgA, IgG, IgM
AHntutena k NMDA rmytamaTtHOoMy peuenTopy, IgG,
onpegeneHve B nukeope (aHTU-NMDAR 1gG, N-methyl-
D-Aspartate Receptor Antibodies, CSF)
OnuroknoHanbHbIn IgG B NIMKBOPE M CbIBOPOTKE KPOBM
CeoboaHble nerkue Lenu MMMyHOrnobyMHOB Kanna u
nambaa B nukeope (Cerebrospinal Fluid Concentration
of Immunoglobulin Free Light Chains)

AHTUTENa K Mnenuny 1gG, metoa Henpsmon
nmmyHodpntoopecueHumu (Anti-myelin antibody, 1gG, IF)
AxTuTena k LGI1 u CASPR2 (koMnOHeHTbI KOMMnekca
KanuneBbIx kaHanoB), IgG, ceiBopoTka kposu (VGKC-
associated proteins LGI1 and CASPR2 antibodies,
serum)

AxtuTena k LGI1 u CASPR2 (koMnOHeHTbI KOMMnekca
kanuneBbix kaHanoB), IgG, nuksop (VGKC-associated
proteins LGI1 and CASPR?2 antibodies, CSF)

AHTUTENa K HeMpoHarnbHbLIM pelenTopam 1
cvHanTudeckum 6enkam (NMDA-, LGI1, CASPR2,
AMPAL1-, AMPA2-, GABAB1-)

AHTUTENa K peuentopam 1 cuHanTU4Yeckum Genkam
HeripoHoB (NMDA-, LGI1-, CASPR2-, AMPA1-, AMPA2-,
GABAB1-)

AHTVHelpoHanbHble aHTuTena, IgG, metoa HenpsMon
ummyHocpnyopecueHuun (Neuronal antibodies, IgG,
Indirect immunofluorescence (11F))

2535,00

1825,00
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2005,00

4170,00

1980,00

3450,00
1635,00

6300,00

4885,00
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6080,00

4885,00
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1865,00
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A12.06.025.000.03

1537

A12.06.064.000.05

1257

1343
1554

2928

1787

A12.06.023.000.01

A09.05.122.000.01
A09.05.009.000.02

4068

A12.06.013.000.01

A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
6863M227

A09.05.118
B03.002.004
66632

66605
A09.05.118

A09.05.118
A09.05.118
A09.05.118
A09.05.118
66606
66638
A09.05.118
6901F88
A09.05.118

A09.05.118

A09.05.118
A09.05.118

AHTUTENA K MbILLEYHO-CMNeLMdUIecKon TMPO3NHKUHa3e
(aHTN-MuSK) B cbiBOpoTKE KpoBM, (Muscle-specific
tyrosine kinase (MuSK) antibody)

KomnnekcHoe nccnegosaHve ans UCnonb3oBaHUs B
AMarHocTrKe pacCesHHOro ckrneposa: onpeaeneHne
onuroknoHansHoro 1gG (nukBop, CbiIBOPOTKa) 1
CcBOBOAHbIX NErKNX Lenen MMMyHOrno0ynmHoB (NMKBOP)
OnpegeneHne aHTUHENPOHATbHBIX aHTUTEN, NTMKBOP
(Neuronal antibodies, CSF)

VMccnenoBaHve KOHLEHTpaumumn haktop pocta aHAoTenms
cocypos (VEGF)

AHTUTENA K MUENWNH-aCCOLNNPOBaHHOMY TTIMKONPOTENHY
(MAG)

AHTMTENna kK GM1 ranrnnosuay knaccos IgG n IgM
PaclumpeHHoe ceponornyeckoe nccnegoBaHue npu
3aboneBaHusax cnekTpa onTukoHenpomuenuta (Extended
serological testing for neuromyelitis optica spectrum
disorders)

AHTUTENa K MMENVHONUIOAEHOPOUUTHOMY
rnvkonpoTenHy (MOG)

14.12. AytoumMmyHHble 3ab601eBaHUA IETKUX U cepau,a
AHTUTENa K cepAeyHon MmyckynaType (Muokapay), IgG
AKTUBHOCTb aHIMOTEH3UH-NpeBpaLaLLero gepmeHTa
cbiBOpOTKK, AlND (aMarHocTuka capkomaosa)
HeontepuH

Mpodunb «BocnanutenbHble MMokapamnonaTum»
(aHTWTEna K cepageyvHon MyckynaType, aHTuTena K
MUTOXOHAPUSAM)

14.13. UmmyHHble TpombouuToneHnn

AHTUTEna Kk Tpombountam IgG, Henpsimon TecTt

16. UCCNEOAOBAHUE CNEPMbI

15.1. Annepronormyeckme uccneposaHua, TeXHONOrUA
ImmunoCAP

Alternaria altenata (m6), ImmunoCAP

Alternaria alternate, rAlt al (m229) IgE, ImmunoCAP
MneceHb Aspergillus fumigatus (m3) IgE, ImmunoCAP
Candida albicans (m5) IgE, ImmunoCAP

Cladosporium herbarum (m2) IgE, ImmunoCAP
Malassezia spp. (m227) IgE, ImmunoCAP

Penicillium notatum (P.chrysogenum) (m1l) IgE,
ImmunoCAP

Phadiatop Infant ImmunoCAP, IgE

Abpukoc (f237), IgE, ImmunoCAP

Asokapo (f96), IgE, ImmunoCAP (Avocado, Persea
americana, IgE, ImmunoCAP)

Anbda-nakrans0ymuH (nBos d4) (f76) IgE, ImmunoCAP
AMBp0o3us NONbIHHONNCTHASA, HATUBHBIN
anneprokomnoHeHT nAmb a 1 (w230), IgE, ImmunoCAP
AHnaHac (f210) IgE, ImmunoCAP

AnenbcuH (f33) IgE, ImmunoCAP

Apaxuc ( f13), ImmunoCAP

Apbys3 (f329), IgE, ImmunoCAP

BaknaxaH (f262), IgE, ImmunoCAP

BaHaH (f92) IgE, ImmunoCAP

BapaHnuHa (f88) IgE, ImmunoCAP

Bepesa 6opoaasyaTas (t3), ImmunoCAP

Bepesa 6opoaasyaTtas, rBet v1/PR-10 6enok (t215) IgE,
ImmunoCAP

Bepesa 6opoaasyatas rBet v 2 rBet v4 (t221),
ImmunoCAP

Beta-nakrornobynuH, (nBos db) (f77) IgE, ImmunoCAP

6275,00

6265,00
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2890,00
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3890,00
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2245,00
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3940,00

1380,00
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1390,00
3200,00
1350,00
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py6

py6

py6
py6

py6

py6

py6
py6
py6
py6
py6
py6

py6
py6
py6

py6
py6

py6
py6
py6
py6
py6
py6
py6
py6
py6

py6

py6
py6



66639
A09.05.118
A09.05.118
66630
6900F209
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118

A09.05.118
A09.05.118
A09.05.118
A09.05.118
6895F216

A09.05.118
A09.05.118
A09.05.118

A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
6902F23
A09.05.118
A09.05.118
A09.05.118
A09.05.118
66607
66640
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
6862E6
A09.05.118

A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
6912C2
A09.05.118
66647
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
6904F55
A09.05.118
A09.05.118

Bpokkonu (f260), IgE, ImmunoCAP

BuwHs (f242), IgE, ImmunoCAP

loBaguHa (f27) IgE, ImmunoCAP

opox (f12), IgE, ImmunoCAP

MpenndpyT (f209) IgE, ImmunoCAP

pedka ( f11), ImmunoCAP

"pnbbI (WwamnuHboHbl) (f212), IgE, ImmunoCAP
pywa ( f94), ImmunoCAP

HDomawHsas neinb (Greer Labs.) (h1) IgE, ImmunoCAP
HomawHsas neinb (Hollister —Stier) (h2) IgE, ImmunoCAP
Opoxokn nekapckue (Saccharomyces cerevisiae) (f45)
IgE, ImmunoCAP

3emnsHuka, KnybHuka (f44) IgE, ImmunoCAP
KasewuH, monoko (nBos d8) (f78) IgE, ImmunoCAP
Kakao (f93) IgE, ImmunoCAP

Kanycta 6enokoyaHHas (f216) IgE, ImmunoCAP
Kaptodens (f35) IgE, ImmunoCAP

Kusm (f84) IgE, ImmunoCAP

Knew, gomawHen nbinu / D. farina (d2) IgE, ImmunoCAP
Knew, pomawHen neinn Dermatophagoides
pteronyssinus (d1 ), ImmunoCAP

Komap (i71), ImmunoCAP

Kodpe (f221), IgE, ImmunoCAP

Kowka, rFel d1 (e94) IgE, ImmunoCAP

Kowka, nepxotb (e1) IgE, ImmunoCAP

Kpab (f23) IgE, ImmunoCAP

KpeseTku (f24), ImmunoCAP

Kypuua, nepo (e85) IgE, ImmunoCAP

NaTtekc (k82) IgE, ImmunoCAP

Jlumon (f208) IgE, ImmunoCAP

Jlowapp, nepxotb (€3) IgE, ImmunoCAP

Jlyk (f48), IgE, ImmunoCAP

ManwuHa (f343), IgE, ImmunoCAP

MangapwuH (f302) IgE, ImmunoCAP

Mwungans (f20) IgE, ImmunoCAP

Monoko ko3be (f300) IgE, ImmunoCAP

Monoko koposbe (f2) IgE, ImmunoCAP

Mopkosb (f31) IgE, ImmunoCAP

Mopckas cBuHka, anutenuii (e6) IgE, ImmunoCAP
Msaco kypuubl (f83) IgE, ImmunoCAP

OBanbbyMuH KypuHoro sinua nGal d 2 (f232),
ImmunoCAP

Osec (f7) IgE, ImmunoCAP

Oomykoug, nGal d1 (f233) IgE, ImmunoCAP
OscsHuua nyrosas (g4) IgE, ImmunoCAP

Orypeu (f244) IgE, ImmunoCAP

OpyBaHuuK 06bIkHOBEHHbIN (W8) IgE, ImmunoCAP
Mennumnnuu G (c1), ImmunoCAP

Mennumnnuu V (c2) IgE, ImmunoCAP

Mepcuk (f95) IgE, ImmunoCAP

MoaconHeuHuk (W204) IgE, ImmunoCAP

MonbiHb 0bbikHOBEHHas ( w6), ImmunoCAP

MonbiHb 0bbikHOBEHHas nArt v 1 (w231), ImmunoCAP
MonbiHb 06bikHOBEHHas, nArtv3 (w233) IgE, ImmunoCAP
Momupop (f25) IgE, ImmunoCAP

Monyrawn, nepo (e213) IgE, ImmunoCAP

Mpoco noceBHoe (nweHo) (f55) IgE, ImmunoCAP
Mwenuua ( f4), ImmunoCAP

Puc (f9) IgE, ImmunoCAP

1350,00
1200,00
1380,00
1450,00
1350,00
1450,00
1200,00
1200,00
1380,00
1380,00

1400,00
1380,00
2790,00
1390,00
1350,00
1400,00
1200,00
1270,00

1270,00
1400,00
1390,00
2790,00
980,00

1500,00
1400,00
1200,00
1280,00
1200,00
1350,00
1350,00
1390,00
1390,00
1390,00
1390,00
1270,00
1400,00
1410,00
1400,00

2790,00
1400,00
2790,00
1260,00
1620,00
1270,00
1280,00
1350,00
1470,00
1350,00
1260,00
2790,00
2900,00
1460,00
1230,00
1350,00
1380,00
1390,00

py6
py6
py6
py6
py6
py6
py6
py6
py6
py6

py6
py6
py6
py6
py6
py6
py6
py6

py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6

py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6



66601
66648
A09.05.118
6885F85

B03.002.004
B03.002.004

B03.002.004

B03.002.004

B03.002.004
B03.002.004
6897FX21

B03.002.004
66651
A09.05.118
A09.05.118
A09.05.118
690916
A09.05.118

A09.05.118

A09.05.118
A09.05.118
A09.05.243
A09.05.118
6915K80
A09.05.118
6916C8
A09.05.118
66641
A09.05.118
690713
A09.05.118
A09.05.118
A09.05.118
A09.05.118
66629
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118

A09.05.118
A09.05.118
A09.05.118
A09.05.118

A09.05.054.001

B03.002.004

6931F245

6932F79

Poxb (f5) IgE, ImmunoCAP

Pomaluka (w206) IgE, ImmunoCAP

CesuHuHa (f26) IgE, ImmunoCAP

Cenbgepei (f85) IgE, ImmunoCAP

Cwmecb annepreHoB gomatuHewn noinun (Hollister-Stier)
(hx2) IgE, ImmunoCAP

Cwmecb annepreHos nnecexnu (mx2) IgE, ImmunoCAP
Cwmechb annepreHoB nbinbLbl AepeBbeB (1x9) — onbxa,
Oepesa, newmHa, ayb, nea, IgE (2, t3, t4, 17, t12),
ImmunoCAP

Cwmecb annepreHoB nbifbLbl COpHbIX TpaB (wx1) IgE,
ImmunoCAP

Cwmecb geTckux nuileBbix annepreHoB (fx5) IgE,
ImmunoCAP

Cwmecb nnweBblx annepreHoB (fx15) IgE, ImmunoCAP
Cwmecb nunweBblx annepreHoB (fx21) IgE, ImmunoCAP
Cwmechb nbinbupbl 3nakoBbix Tpae (( gx1 )(g34 56 8),
ImmunoCAP

CmopoguHa kpacHas (f322) IgE, ImmunoCAP
Cobaka, rCan f1 (e101) IgE, ImmunoCAP

Cobaka, nepxoTb (e5) IgE, ImmunoCAP

Cosa ( f14), ImmunoCAP

TapakaH pbbkun (npycak) (i6) IgE, ImmunoCAP
Tumodpeeska nyrosas (g6) IgE, ImmunoCAP
Tumodpeeka nyrosas rPhl p1 rPhl p5Sb (g213),
ImmunoCAP

Tumodpeeka nyroeasi rPh1 p1 rPh1 p12 (g214),
ImmunoCAP

Tpecka atnaHTnyeckas (f3) IgE, ImmunoCAP
Tpuntasa, ImmunoCAP

Toeika (f225) IgE, ImmunoCAP

®opmanbgerng / popmanuH (k80) IgE, ImmunoCAP
®dyHayk (f17) IgE, ImmunoCAP

XnoprekemauH (c8) IgE, ImmunoCAP

Yan nuctoson (f222) IgE, ImmunoCAP

YecHok (f47) IgE, ImmunoCAP

Abnoko (f49) IgE, ImmunoCAP

An ocbl 06bIkHOBEHHON (i3) IgE, ImmunoCAP

Ap ocbl natHucTom (i2) IgE, ImmunoCAP

An nuensl megoHocHom (i1) IgE, ImmunoCAP
Anynbin 6enok ( f1), ImmunoCAP

AnyHbin xenTok (f75) IgE, ImmunoCAP

Aumens (f6) IgE, ImmunoCAP

Phadiatop ImmunoCAP, IgE

MonbiHb ropskas (wb) IgE, ImmunoCAP

Cobaka, rCan 2 (e102) IgE, ImmunoCAP

JInzoumm anua, nGal d4 (k208) IgE, ImmunoCAP
Cos, rGly m4/PR-10 (f353) IgE, ImmunoCAP

Bblumin cbiBOPOTOYHLIN anbbymuH, nBos d6 BSA (e204)

IgE, ImmunoCAP

Osua, anutenui (e81) IgE, ImmunoCAP
CTadnnoKoKKOBbIN 3HTEPOTOKCUH A, IgE
CTannoKoKKOBbIN 3HTEPOTOKCHH B, IgE

O6wwi IgE aHTu-IgE, ImmunoCAP

Cwmecb annepreHoB nneceHn (mx1) (m1 2 3 6),
ImmunoCAP

Anuo kypuHoe (f245), IgE, ImmunoCAP (Whole egg
(f245), IgE, ImmunoCAP)

ImioteH (f79), IgE, ImmunoCAP (Gluten (f79), IgE,
ImmunoCAP)

1350,00
1350,00
1410,00
1350,00

1850,00
1820,00

1760,00
1820,00

1820,00
1820,00
1590,00

1760,00
1290,00
2790,00
1200,00
1380,00
1350,00
1270,00

2790,00

2970,00
1380,00
4140,00
1200,00
1350,00
1390,00
1290,00
1200,00
1350,00
1400,00
1350,00
1310,00
1310,00
1380,00
1380,00
1450,00
3750,00
1300,00
2760,00
2790,00
2790,00

2790,00
1200,00
1390,00
1390,00
1160,00

1530,00
1630,00

1600,00

py6
py6
py6
py6

py6
py6

py6
py6

py6
py6
py6

py6
py6
py6
py6
py6
py6
py6

py6

py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6

py6
py6
py6
py6
py6

py6
py6

py6



6312EX1

6839

6315

6828IM
6850F323
6918FX73

6865M81

6864M80

66652

66653

66654

6857
6827IM

6572
6826IM

6552

6553

6554

6555

6556

6558

6560

6561

6562

6563

6564

6565

6566

6567

6568

6569

Cwmecb annepreHoB anUTeNns OMaLUHUX XUBOTHbLIX, Ig E
(mix ex1), IMMUNOCAP

Kowka (anebymuH ceiBopoTku), rFel d2 (e220) IgE,
ImmunoCAP (Cat (serum albumin) rFel d2 (e220) IgE,
ImmunoCAP)

Cmecb annepreHoB nbifbLibl COPHbIX Tpas, Ig E (mix
wx2), ImmunoCAP (Allergen mix of weed pollen, IgE (mix
wx2), ImmunoCAP)

MaHenb "Ok3ema" IgE, ImmunoCAP (Panel "Eczema"IgE,
ImmunoCAP)

KoHanbbymuH sinua, nGal d3 (f323) IgE, ImmunoCAP
Cwmecb annepreHoB msca (fx73) IgE, ImmunoCAP
CTtadnnokokkoBbI 3HTEepOoTOKCHMH B (m81) IgE,
ImmunoCAP

CradmnokokkoBbI 3HTepoTokcuH A (m80) IgE,
ImmunoCAP

TponoMMO3WH KneLlen goMallHeN Nbinu,
anneprokomnoHeHT IgE (ImmunoCAP), d205 rDer p10
AnneprokomnoHeHT d203 - Knewy gomawiHen noinm rDer
p 2, Igg (ImmunoCAP)

AnneprokomnoHeHT d202 - Knewy gomaluHen nobinin nDer
p 1, IgE (ImmunoCAP)

OnpegeneHne annepruv K anutenuio, 6enkam
CbIBOPOTKM U Mo4n Mbiwn (€88), IgE, ImmunoCap
MaHenb "Actma/puHnT B3pochbie” IgE, ImmunoCAP

Ambpo3sus Bbicokast, w1, IgE, ImmunoCAP (Common
ragweed (Ambrosia artemisiifolia), IgE, ImmunoCAP)
MaHenb "Actma/punut getn" IgE, ImmunoCAP
OnpegeneHune annepruy K TONOMNO TpexperpaHHomy t14,
IgE, ImmunoCap

Onpepnenenune anneprin kK TuMmodgeeske nyroeoi rPhl p1
(g205), IgE, ImmunoCap

OnpepneneHune anneprumn K pxu nocesHom g12, IgE,
ImmunoCap

OnpepgeneHune anneprun k nebege (w15), IgE,
ImmunoCap

OnpepeneHue anneprun k ackapuge (p1) IgE,
ImmunoCAP

OnpepgeneHune anneprum K CMecu annTenNus XMBOTHbIX
ex70, IgE, ImmunoCAP (Rodents (ex70), IgE,
ImmunoCAP)

OnpepgeneHune annepruy K cMecu NbinbLbl Tpas wx7, IgE,
ImmunoCap (Weed pollen (wx7), IgE, ImmunoCap)
OnpegeneHune annepruv K nnecHeBbIM rpubkam m228,
IgE, ImmunoCAP (Aspergillus flavus (m228), IgE,
ImmunoCAP)

OnpegeneHune annepruv K KunNsyeHoMy monoky 231,
IgE, ImmunoCAP

Onpepnenenune anneprun kK AM6po3nn 0ObIKHOBEHHOW
(ronomenbyatas) w2, IgE, ImmunoCAP

OnpepgeneHune anneprun K exxe cbopHon, g3, IgE,
ImmunoCAP

OnpepneneHue annepruun k 6epese 6opogasyaTon, rBet
v2 (t216), IgE, ImmunoCAP

OnpepneneHue annepruu K anutenuio xomska e84, IgE,
ImmunoCAP

OnpepneneHue annepruu K KreLly goMatluHen noinu (d3),
IgE, ImmunoCap (Dermatophagoides microceras (House
dust mite) (d3), IgE, ImmunoCap)

Onpegenenune anneprun k 6epese t220, rBet v4, IgE,
ImmunoCap (Birch (t220), IgE, ImmunoCap)
OnpeneneHune annepruu k rpeukomy opexy (f256), IgE,
ImmunoCap (Determination of allergy to Walnut (f256),
IgE, ImmunoCap)

1980,00

2610,00

2610,00

6990,00
2720,00
1710,00

1470,00

1470,00

3660,00
3660,00

3660,00

1560,00
7990,00

1350,00
8890,00

1350,00
1350,00
1350,00
1350,00

1350,00

1350,00

1670,00

1350,00

1680,00

1350,00
1350,00
1350,00

1350,00

1350,00

1350,00

1350,00

py6

py6

py6

py6
py6
py6

pyo
pyo
py6
py6
py6

py6
py6

py6
py6

pyo
py6
py6
py6

py6

py6

py6

py6

py6

py6
py6
py6

py6

py6

py6

py6



6570

6571

6573

6574

6575

6576

6577

6583

6584

6585

6586

6587

6578

6579

6580

6581

6582

6588

6589

6591

6592

6593

6400

6401
6402

6403

6404
6405
6406

6407

6425

OnpepgeneHne annepruy K CMecu MbifbLibl 3NMaKoBbIX
TpaB gx4, IgE, ImmunoCAP (Grass pollen (gx4), IgE,
ImmunoCAP)

OnpeneneHune annepruu K kneLly goMallHen noinv d74,
IgE, ImmunoCAP (Euroglyphus maynei (House dust
mite) (d74), IgE, ImmunoCAP)

OnpepgeneHune annepruv kK nneseny (g5), IgE,
ImmunoCap (Rye grass (g5), IgE, ImmunoCap)
OnpepaeneHune annepruy K NnecHeBbIM rpybam
Aspergillus niger (m207), IgE, ImmunoCap (Aspergillus
niger (m207), IgE, ImmunoCap)

Onpepgenenune anneprum K puctawkam (f203), IgE,
ImmunoCap (Pistachio (f203) , IgE, ImmunoCap)

Onpepnenenune anneprum k yevesuue (f235), IgE,
ImmunoCap (Lentil (f235), IgE, ImmunoCap)

OnpegeneHve anneprum K CBMHOPOIO nanb4aTomy (g2),
IgE, ImmunoCap (Bermuda grass (g2), IgE, ImmunoCap)
OnpepneneHue anneprum kK notawwHuky (wi1), IgE,
ImmunoCap

Onpepenenune anneprum K akauum (t19), IgE,
ImmunoCap

OnpeaeneHune annepruv K MHCYNMHY YernoBevyeckomy
(c73), IgE, ImmunoCap

Onpepgenenune anneprun k 6pasunsckomy opexy (f18),
IgE, ImmunoCap

OnpeaeneHune annepruv K NOAOPOXHUKY
naHuetougHomy (w9), IgE, ImmunoCap
OnpegeneHune anneprun K HyTy 6apaHbemy (f309), IgE,
ImmunoCap

OnpepgeneHune annepruv kK macy nHaenkm (f284), IgE,
ImmunoCap

OnpepgeneHune anneprum K nepxoTu koposel (e4), IgE,
ImmunoCap

OnpegeneHne anneprum K ceMeHu NoacoNnHeYHmKa
(k84), IgE, ImmunoCap

OnpepgeneHune anneprum k opexy kewsbto (f202), IgE,
ImmunoCap

Onpepnenenue anneprum K kykypyse (f8), IgE,
ImmunoCap

OnpepneneHue annepruu Kk aHusaknge (p4), IgE,
ImmunoCap

OnpepneneHue annepruu K BuHorpaay (f259), IgE,
ImmunoCap

OnpegeneHune anneprum K KrneHy sceHenuctHomy (t1),
IgE, ImmunoCap

OnpepneneHue anneprumn kK cmecu 6000BbIX 1 OBOLLEN
(fx13), IgE, ImmunoCap

OnpegeneHune annepruv K NIMCOXBOCTY niyrosomy (g16),
IgE, ImmunoCap

OnpepneneHue annepruu K kykypyse (g202), IgE,
ImmunoCap

AnnepreH i8, Monb, IgE, ImmunoCap

AnnepreH e201, KaHapeinka gomaluHsg, IgE,
ImmunoCap

OnpegeneHue anneprun k mapu 6enow (w10), IgE,
ImmunoCap

AnnepreH f214, WnwuHarT, IgE, ImmunoCap
Onpepnenenue anneprum k xnonky (o1), IgE, ImmunoCap
Onpepnenenue annepruu k xypme (f301), IgE,
ImmunoCap

AnnepreH t205, bysuHa YepHas, IgE, ImmunoCap (Elder
(t205), IgE, ImmunoCap)

1660,00

1670,00

1350,00

1350,00

1350,00

1680,00

1350,00
1350,00
1350,00
1350,00
1370,00
1350,00
1350,00
1350,00
1350,00
1350,00
1350,00
1370,00
1500,00
1350,00
1470,00
1840,00
1380,00

1350,00
1350,00

1350,00

1400,00
1410,00
1520,00

1350,00

1490,00

py6

py6

py6

py6
py6
py6

pyo
pyo
pyo
pyo
pyo
py6
py6
py6
pyo
pyo
pyo
py6
py6
py6
pyo
pyo
py6

py6
py6

py6

py6
py6
py6

py6

py6



6426

6427

6428

6429

6596

6598

6599

6595

66659

66656

66657

66658

6424

6412

6408

6423

6421

6410

6433

6416
6413
6418
6417

6411

6415

6419

6432

6430

6431

OnpepneneHue annepruun k Tumogeeske Phl p 5b (g215),
IgE, ImmunoCap (Timothy grass Phl p 5b (g215), IgE,
ImmunoCap)

Onpepnenenune anneprum K abiHe (f87), IgE, ImmunoCap
(Melon (f87), IgE, ImmunoCap)

OnpeneneHue annepruu K nee kosben (t12), IgE,
ImmunoCap (Willow (t12), IgE, ImmunoCap)
AnnepreH c6, AmMokcuuunnuH, IgE, ImmunoCap
(Amoxicillin (c6), IgE, ImmunoCap)

OnpegeneHune annepruy K Knewly AoMaluHen nbinm
(d201), IgE, ImmunoCap

OnpepaeneHune anneprum kK cmecu polbbl (fx74), IgE,
ImmunoCAP

OnpeneneHue anneprumn K permoHansHon cMmecu (rx6),
IgE, ImmunoCap

OnpepeneHne anneprum K Kunapucy Be4Ho3eneHomy
(t23), IgE, ImmunoCap

OnpepneneHune anneprun k nocteHHnue (w19), IgE,
ImmunoCap

OnpegeneHune anneprun kK nepbam ronyosa (e215), IgE,
ImmunoCap

OnpegeneHune anneprum kK ouHnkam (f289), IgE,
ImmunoCap

Onpepnenexuve anneprum K wunpue konocuctom (wi4),
IgE, ImmunoCap

Onpepenenune anneprum K rycto (nepo) (e70), IgE,
ImmunoCap (Goose feathers (e70), IgE, ImmunoCap)
OnpegeneHune annepruy K cMecu nepbsa NTuy, (ex72),
IgE, ImmunoCap (Allergen ex72, Cagebirds, IgE,
ImmunoCap)

Onpepgenenue anneprum k popenn (f204), IgE,
ImmunoCap (Trout, Rainbow trout (f204), IgE,
ImmunoCap)

OnpegeneHune annepruy K KpacHoMmy nepuy (nanpvka)
(f218), IgE, ImmunoCap (Paprika/Sweet Pepper (f218),
IgE, ImmunoCap)

Onpepnenexune anneprumn K MOfoYHon ceiBopoTke (f236),
IgE, ImmunoCap (Cow's whey (f236), IgE, ImmunoCap)

OnpegeneHune anneprum k cnuee (f255), IgE,
ImmunoCap (Plum (f255), IgE, ImmunoCap)

Onpepnenenue annepruu Kk ykpony (f277), IgE,
ImmunoCap (Dill (f277), IgE, ImmunoCap)
OnpepgeneHune anneprun kK YepHomy nepuy (f280), IgE,
ImmunoCap

AnnepreH f81, Coip Yepaep, IgE, ImmunoCap
AnnepreH f82, Cobip ¢ nneceHsblto, IgE, ImmunoCap
AnnepreH 86, NeTpywka, IgE, ImmunoCap
OnpegeneHune anneprum K CMecu nuLleBble NPOAYKTbI
(fx26), IgE, ImmunoCap (Allergen fx26, Food, IgE,
ImmunoCap)

OnpegeneHune anneprum K oBcy nocesHown (g14), IgE,
ImmunoCap

OnpegeneHune anneprum kK cmecu ambposus (wx209),
IgE, ImmunoCAP (Weeds (wx209), IgE, ImmunoCAP)

AnnepreH f40, TyHey xxenTonépsbin, IgE, ImmunoCap
(Tuna/Yellow fin (f40), IgE, ImmunoCap)

OnpepneneHue annepruu kK Tumodeeske Phl p 7 (g210),
IgE, ImmunoCap (Timothy grass Phl p 7 (g210), IgE,
ImmunoCap)

OnpegeneHue anneprum Kk Tumodeeske rPhl p12 (g212),
IgE, ImmunoCap (Timothy grass rPhl p12 (g212), IgE,
ImmunoCap)

2610,00

1350,00

1380,00
1290,00
1350,00
1350,00
1350,00
1350,00
1350,00
1350,00
1350,00

1350,00

1350,00

1350,00

1350,00

1350,00

1350,00

1350,00

1350,00

1350,00
1350,00
1350,00
1350,00

1350,00

1350,00

1350,00

1400,00

1400,00

1400,00

py6
py6

pyo
pyo
pyo
pyo
pyo
pyo
pyo
py6
pyo

py6

py6

py6

py6

py6
py6
py6

py6

py6
py6
py6
py6

py6

py6
py6

py6

py6

py6



6409

6420
6673
6674

6675
6676
6677
6678
6679
6680
6681

6682
6921F9
6435
6437
6438

6439

6445

6446

6447

6448

6590

6594

6856F422
6857F423
6858F424
6860F427
6859F352

6323
6773T2

6774EX71

6775TX5

6777T4

6845E221
6929
6950

6467

Onpepnenenune anneprumn kK cmecu nnecelb (mx4), IgE,
ImmunoCap (Allergen mx4, Moulds, IgE, ImmunoCap)

OnpeneneHue annepruu K nune menkonuctHon (t208),
IgE, ImmunoCap (Linden (t208), IgE, ImmunoCap)
Meinbua copHbix Tpas, MUKCT (wWx5), IgE, ImmunoCap
MacnuHebl, yepHble, ceexue (f342), IgE, ImmunoCAP
Cwmecb annepreHoB 3rakoBbix Tpas (gx2), IgE,
ImmunoCAP

MweHunua nocesHas (g15), IgE, ImmunoCap

Cenbgp (f205), IgE, ImmunoCAP

MnecHeBble rpnbsbl (Mm4), IgE, ImmunoCAP

CocHa BewnmyToBa (116), IgE, ImmunoCAP

Cnenenb (i204), IgE, ImmunoCAP

Mukosbl pacteHni (m9), IgE, ImmunoCAP

Kpblica, anutenun, 6enkn ceiBopoTkn 1 Moun (e87), IgE,
ImmunoCAP

Matro (f91) IgE, ImmunoCAP

ManTtyc 6enokopsbini (f303), IgE, ImmunoCAP

Pak peuHon (f320), IgE, ImmunoCAP

Tmun (f265), IgE, ImmunoCAP

Ceekna (f319), IgE, ImmunoCAP (Beetroot (f319), 19?7E,
ImmunoCAP)

Kegposbii opex (f253), IgE, ImmunoCap (Pine nut,
pignoles (f253), IgE, ImmunoCAP)

OcTtparoH (TapxyH) (f272), IgE, ImmunoCAP (Tarragon
(f272), IgE, ImmunoCAP)

Kokoc (f36), IgE, ImmunoCAP (Coconut (f36), IgE,
ImmunoCAP)

Basunuk (f269), IgE, ImmunoCap (Basil (f269), IgE,
ImmunoCAP)

Cwmecb annepreHoB XUBOTHbIX (€x2), IgE, ImmunoCAP
(Animal proteins (ex2), IgE, ImmunoCAP)

Cwmecb annepreHoB CopHbIx Tpas (wx3), IgE,
ImmunoCAP (Weed pollen (wx3), IgE, InmunoCAP)

ImmunoCAP, f422 Apaxuc/Arachis hypogaea,
PEKOMOUHaHTHBIN anneprokoMnoHeHT (rAra h 1)
Apaxuc, rAra h 2 (f423) IgE, ImmunoCAP

Apaxuc, rAra h 3 (f424) IgE, ImmunoCAP

Apaxuc, rAra h 9 LTP (f427) IgE, ImmunoCAP

Apaxuc, rAra h 8/PR-10 6enok (f352) IgE, ImmunoCAP
Osowwn, mukct fx14 (f25 Momugop f214 LWnunHat 216
Kanycta 6enokodaHHas f218 MNanpuka, cnagkuii nepew)
IgE, ImmunoCAP

Onbxa cepas t2, IgE (ImmunoCAP)

Mepo gomawHen ntuubl, ex71 IgE (ImmunoCAP), (MukcT
nepbs NTUL: rycs, Kypuubl, yTKW, MHOENKN)

Membua gepesbes, MUKCT tx5 IgE, ImmunoCAP (t2
Onbxa cepas, t4 lNewmHa obbIkHOBEHHAs (OpeLUHuK), t8
Bss, 112 MBa 6enas, t14 Tononb)

JlewmHa obbikHOBeHHas (opelwHuk) t4 IgE (ImmunoCAP)
Cobaka, cblIBOpOTOYHbIN anbbymuH, nCan f3 (e221) IgE,
ImmunoCAP

Cwmecb annepreHoB opexos (fx1) IgE, ImmunoCAP
Jlococh (f41), IgE, ImmunoCAP

JeTtckne nuuiesble annepreHsl (15 annepreHos,
ImmunoCAP). OnpeaeneHue cneuundudeckmx IgE k
nuLLEeBbIM annepreHam, 3Haunmbix ans geten (Children's
food allergens (15 allergens, ImmunoCAP).
Determination of specific IgE to food allergens significant
for children)

1350,00

1350,00
1620,00
1350,00

1350,00
1350,00
1350,00
1350,00
1350,00
1350,00
1350,00

1350,00
1670,00
1250,00
1170,00
1170,00

1170,00

1170,00
1170,00
1520,00

1100,00

1670,00

1050,00

3020,00
3020,00
3020,00
3020,00
3020,00

1350,00
1350,00
1670,00
1670,00
1350,00
1350,00

1670,00
1350,00

8490,00

py6

py6
py6
py6

py6
py6
py6
py6
py6
py6
py6

py6
py6
py6
py6
py6

pyo
pyo
pyo
py6

py6
py6
py6

py6
py6
py6
py6
py6

py6
py6
py6
py6
py6
py6

py6
py6

py6



6468

6469
6470

6471

6472

6473

6474

6475

6476
6449
6450
6451
6452
6453
6454
6455
6456

6457

6458

6459

6460

6461
6462
6463
6464
6465
6466
6793

6924
6910175

6866M226
6942

6493

[MporHo3 pucka nposeaeHNss onepaTuBHOIO
BMmellaTenbcTBa (TpunTasa; c74, XKenatuH, IgE, c8,
XnoprecnauH, IgE, k82, Jlatekc, IgE), ImmunoCAP®
(Prediction of the risk of surgical intervention (Tryptase;
c74, Gelatin, IgE, c8, Chlorhexidine, IgE, k82, Latex,
IgE), ImmunoCAP®)

lNporHo3 pucka nposefeHus BakuymHauumu, IgE,
ImmunoCAP® (7 napameTtpoB) (Vaccination risk
prediction, IgE, ImmunoCAP® (7 parameters))

MaHenb annepreHoB nnecexHn, ImmunoCAP

MaHenb annepreHoB MNuweBas TOKCMKOUHGEKUUS,
ImmunoCAP

MaHenb annepreHoB ['pnbkoBbLIe 3ab6oneBaHws,
ImmunoCAP

Muwesas anneprua. OnpegeneHue cneuynduyeckux IgE
K annepreHam, CBsiI3aHHbIM C pa3BUTMEM CUMMNTOMOB
nuweson anneprum, ImmunoCAP

BoiToBas anneprus. Onpegenenne cneundunyecknx IgE
K KOMHaTHbIM annepreHam, ImmunoCAP
MpeaBakuunHaumoHHasa naHens ImmunoCAP (TpunTasa;
3KCTpakTbl annepreHoB:k80 dopmanbaerna/dopmaniH;
f45 Opoxokm nekapckme (Saccharomyces cerevisiae);
f232 OBanbbymunH (anbbyMWH SWUYHBIN), HATUBHBIN
anneprokomnoHeHT (nGal d2))

MpeponepaunoHHas naHenb ImmunoCAP (TpunTtasa;
aKkcTpakTbl annepreHoB: k82 Jlatekc/Hevea braziiliensis;
c8 XnoprekcuaunH; c74 XenaTuH kopoBuin)

Monesunua noberoHocHas (g9), IgE, ImmunoCap
Koctep nonesow (g11), IgE, ImmunoCap

Kambana mopckas (f254), IgE, ImmunoCap

TumbsaH (4abpeu) (f273), IgE, ImmunoCap

Kopwuangp (f317), IgE, ImmunoCap

MsTa nepevHas (f332), IgE, ImmunoCap

JlaBpoBbin nuct (f278), IgE, ImmunoCap

AHnc (f271), IgE, ImmunoCap

CapavHa ganbHeBocTo4Has (cenbap neacw) (f61), IgE,
ImmunoCap (Sardine (f61), IgE, ImmunoCap)
Craepuga (f60), IgE, ImmunoCap (Jack mackerel/Scad
(fe0), IgE, ImmunoCap)

Umbups (f270), IgE, ImmunoCap (Ginger (f270), IgE,
ImmunoCap)

Ckymbpusa atnaHtnyeckas (f206), IgE, ImmunoCap
(Mackerel (f206), IgE, ImmunoCap)

Mepew 3enéHbin (f263), IgE, ImmunoCap (Green pepper
(f263), IgE, ImmunoCap)

Kpanuea gsynomHas (w20), IgE, ImmunoCap
MocTtenHnua (w21), IgE, ImmunoCap

3onoTapHuk (3onotasd posra) (w12), IgE, ImmunoCap
MariopaH (f274), IgE, ImmunoCap

'Bo3guka (f268), IgE, ImmunoCap

Kponuk (anutenun) (€82), IgE, ImmunoCAP

Cwmecb Nbinbupbl AepeBbeB (t1x6) (KNeH SceHenncTHbIn, t1;
Oepeasa, t3; oyb Genbin, t7; Byk, t5; rpeuknn opex, t10)
IgE, ImmunoCAP

Apn wepwHs (i75) IgE, ImmunoCAP

CTtadmnokokkoBbIN aHTepoToKeuH TSST (m226) IgE,
ImmunoCAP

XKenatuH koposun (c74), IgE, ImmunoCAP

MaHenb annepreHoB AnLa KypuHOro: sndHbIn 6enok (f1),
AandHbIv xenTok (f75), IgE, ImmunoCAP (Chicken egg
allergen panel: egg white (f1), egg yolk (f75), IgE,
ImmunoCAP)

4490,00

5490,00
1990,00

2990,00

3490,00

3490,00

5490,00

3490,00

4490,00
1350,00
1350,00
1620,00
1350,00
1350,00
1350,00
1350,00
1350,00

1350,00
1350,00

1350,00

1350,00

1350,00
1350,00
1350,00
1350,00
1350,00
1350,00
1290,00

1690,00
1350,00

1290,00
1290,00

2040,00

py6

py6
py6

py6

py6

py6

py6

py6

py6
py6
py6
py6
py6
py6
py6
py6
py6

py6
py6

py6

py6

py6
py6
py6
py6
py6
py6
py6

py6
py6

py6
py6

py6



6486

6485
6487

6488

6477

6479

6480
6478
6481
6482
6484
6489
6483
6491
6495
6494
6492
6946

6928

6559

66655

6557

6597

B03.002.004
B03.002.004
B03.002.004
B03.002.004

B03.002.004

6010

B03.002.004

B03.002.004

6310

1881-K

A09.05.118
B03.002.004
B03.002.004

MaHenb AcTMa + pUHUT (AeTn) paclunMpeHHas,
ImmunoCAP

MaHenb AcTma + pyHUT (B3poCHble) pacLlUumMpeHHas,
ImmunoCAP

MaHenb Ok3ema pacwmpeHHasi, ImmunoCAP

MaHenb nporHo3a addekTmBHocT ACUT: Bepéaa,
ImmunoCAP

Manenb nporHo3a addekTmBHocT ACUT: Tumodreeska,
ImmunoCAP

MaHenb nporHosa adgekTnBHocT ACUT: CopHble
Tpasbl, ImmunoCAP

MaHenb nporHosa adgektnBHocT ACUT: Knewm
gomatuHen nbinu, ImmunoCAP

MaHenb «Bbibop nuTomMuay», ImmunoCAP

MaHenb bbiToBas anneprusi, ImmunoCAP

MaHenbs Anneprus Ha nbinbUy gepesbes, ImmunoCAP
MaHenb Anneprus Ha sabl Hacekomblx, ImmunoCAP
MaHenbs Anneprus Ha pbiby, ImmunoCAP

Manenb «lMpukopm» - ons mnageHues, ImmunoCAP
MaHenb Anneprusi Ha pykTbl 1 arogbl, IMmunoCAP
MaHenb Anneprus Ha osowwm, ImmunoCAP

MaHenb Anneprusi Ha opexu 1 apaxmc, ImmunoCAP
MaHenb Anneprus Ha Bbineuky, ImmunoCAP

Banunb (f234), IgE, ImmunoCAP

Cwmecb annepreHoB MopenpoaykTos (fx2) IgE,
ImmunoCAP (Mix seafood allergens (fx2), IgE,
ImmunoCAP)

OnpegeneHune anneprum K cmecu myka u kpynbl (fx3),
IgE, ImmunoCAP

Onpegenenune anneprum kK mopduHy (c260), IgE,
ImmunoCap

OnpegeneHune anneprm K CMecu NbiNbLbl AepeBbeB tx6,
IgE, ImmunoCAP (Tree pollen (tx6), IgE, ImMmunoCAP)
OnpegeneHune anneprum K CMecu MbifbLibl 3MaKOBbIX
TpaB (gx4), IgE, ImmunoCAP

15.3. OnpegeneHue cneyndurueckux IgE: KomnaeKcHblie
annepronaHenu

MaHenb pasHble anneprexsbl, IgE (Panel Different
Allergens, IgE)

MaHenb pasHble anneprexsb 1

MaHenb pasHble annepreHbl 2

MaHenb negnatpuyeckas, IgE (Pediatric Panel, IgE)
MaHenb pecnupaTtopHble annepreHsl, IgE (Respiratory
Panel, IgE)

PecnupatopHas naHens PROTIA Allerqy-Q (anneprus y
AeTten 1 B3pochblX, 59 pecnupaTopHbIX U NULLEBbIX
annepreHoB) (Respiratory PROTIA Allergy-Q), IgE
Atonunyeckasi naHenb PROTIA Allerqy-Q
MynbetunaHens PROTIA (Multipanel PROTIA)
Muuwesas naHens PROTIA Allergy-Q (anneprus y geten
1 B3pocblX, 59 NULLIEBBLIX N pecnupaTopHbIX
annepreHoB) (Food panel PROTIA Allergy-Q), IgE
Anneproumn ALEX2 (Allergy Explorer 2), o 300
anneprotecToB

15.4. Onpepenenue cneyudpunueckux Igk: nuwesblie
annepreHbl

MaHenb nuweBble anneprexsbl, IgE (Food Allergy Panel,
IgE)

Manenb annepreHos "MuweBble 1"

MaHenb annepreHos "MuweBble 2"

14590,00

14120,00
16420,00

3155,00
2065,00
6460,00

8375,00
4645,00
7110,00
5045,00
3030,00
4064,00
8050,00
7850,00
5275,00
6130,00
5870,00
1290,00

1790,00

1880,00

1350,00

1290,00

1290,00

10740,00
5300,00
5100,00
11490,00

10990,00
8915,00
7235,00
10490,00
7490,00

25095,00

13080,00
5500,00
7100,00

py6

py6
py6

py6
py6
py6

py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6

py6

py6

py6

py6

py6

py6
py6
py6
py6

py6
py6
py6
py6
py6

py6

py6
py6
py6



B03.002.004

B03.002.004

B03.002.004
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118

A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118

B03.002.004

B03.002.004
A09.05.118
A09.05.118
A09.05.118
A09.05.118

Cmechb nuLLeBbIX annepreHoB 1: anenscuH, 6aHaH,
sabnoko, nepcuk (Food Panel, FP 15: F33 Orange
(anenbcuH), F49 Apple (a6noko), F92 Banana (6aHaH),
F95 Peach (nepcuik))

Cmecb NuLLEBLIX annepreHoB 2: KMBU, MaHro, 6aHaH,
aHaHac (Food Panel FP50: F84 Kiwi Fruit (kusu), F91
Mango (maHro), F92 Banana (6aHaH), F210 Pineapple
(aHaHac))

Cwmech NuLEeBbIX annepreHoB 3: CBMHUHA, KypyHOEe MSACO,
roesaguHa, 6apanunHa (Food Panel, FP 73: F26 Pork
(cBnHUMHA), F27 Beef (roBsamHa), F83 Chicken Meat
(kypuua), F88 Lamb (6apaHuHa))

AHaHac, IgE (Food - Pineapple, IgE, F 210)
AnenbcuH, IgE (Food - Orange, IgE, F 33)

Apaxuc (F13, Peanut)

BanaH, IgE (Food - Banana, IgE, F 92)

BapanuHa, IgE (Food - Lamb, IgE, F 88)
Beta-nakrornobynuH, IgE (Food - Beta-lactoglobulin,
IgE, F 77)

loBaguHa, IgE (Food - Beef, IgE, F27)

penindpyT (Grapefruit, F209)

pedHeBas myka, IgE (Food - Buckwhear flour IgE, F11)
KaseuH, IgE (Food - Casein, IgE, F 78)

KanycTa ko4yaHHas, IgE (Food - Cabbage, IgE, F216)
KapTodens, IgE (Food - Potato, IgE, F 35)

Kuen, IgE (Food - Kiwi, IgE, F 84)

Kny6Huka (Strawberry, F44)

Koposbe monoko (F2, Milk)

Kpabsbl (F23, Crab)

KpeseTtku (F24, Shrimp)

KypuHoe msico, IgE (Food - Chicken, IgE, F 83)
JIumoH (Lemon, F208)

Matro, IgE (IgE, Food - Mango, IgE, F 91)

Mopkosb (F31, Carrot)

OBcsHasa myka, IgE (Food, Oatmeal, IgE, F7)
Mekapckue gpoxoku IgE (Baker's Yeast, F45)
Mepcuk, IgE (IgE, Food - Peach, IgE, F 95)

MueHble gpoxokm IgE (Brewer’s Yeast, F403)

Mpoco, IgE (IgE, Food - Panicum, IgE, F 55)
MweHunyHasa myka (F4, Wheat)

Puc, IgE (Food — Rice, IgE, F9)

CeuHUHa, IgE (Food - Pork, IgE, F 26)

Cenbpepen (F85, Celery)

CoeBble 606bI (F14, Soybean)

TomaTbl (F25, Tomato)

Tpecka (F3, Codfish)

TeikBa, IgE (Food - Pumpkin, IgE, F225)

®dyHayk (F17, Hazelnut)

LWokonaa (Chocolate, F105)

A6noko, IgE (Food, Apple, IgE, F 49)

Anynbin 6enok (F1, Egg White)

Aunynbin xenTok (F75, Egg Yolk)

Cwmecb nuweBbIx annepreHoB 15: anenbcuH, 6aHaH,
sa6noko, nepcuk, IgE

Cmecb NuLEeBbIX annepreHoB 5: audHbIN 6enokK, MOMoKo,
Tpecka, NweHnYHas myka, apaxuc, coeBble 606bI, IgE
Poxb/ pxxaHasa myka, IgE

Kode, IgE

lopox, IgE

MwHpane, IgE

2410,00

2410,00

2410,00
835,00
835,00
835,00
835,00
835,00

835,00
835,00
835,00
835,00
835,00
835,00
835,00
835,00
835,00
835,00
835,00
835,00
835,00
1315,00
835,00
835,00
1035,00
835,00
835,00
835,00
835,00
835,00
835,00
835,00
835,00
835,00
835,00
835,00
835,00
835,00
835,00
835,00
835,00
835,00

2285,00

2285,00
1160,00
1450,00
1160,00
1160,00

py6

py6

py6
py6
py6
py6
py6
py6

py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6

py6

py6
py6
py6
py6
py6



A09.05.118
A09.05.118
A09.05.118

B03.002.004
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118

B03.002.004

B03.002.004
A09.05.118
A09.05.118
A09.05.118

A09.05.118.000.01

A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118

B03.002.004

B03.002.004

A09.05.118

B03.002.004
A09.05.118.000.02
A09.05.118

A09.05.118

Jlyk, IgE

OpyBaHuukK, IgE

Anbda-nakroansbymuH, IgE

15.5. OnpegeneHune cneunduruecknx IgE: 6biToBblE
annepreHbl

Cwmecb annepreHoB nneceHu: Penicillum notatum,
Aspergillus fumigatus, Alternaria tenuis, Cladosporium
herbarum, Candida albicans (MP1; Mold Panel 1)
MneceHb Penicillum notatum (M1)

Mnecenb Cladosporium herbarum (M2)

MneceHb Aspergillus fumigatus (M3)

Candida albicans (M5)

MneceHb Alternaria tenuis (M6)

HomawHsas neins/ H1-Greer

Knew, Dermatophagoides pteronyssinus (D1)

Knew, Dermatophagoides farinae (D2)

Cwmecb annepreHoB goMaluHen nbinm 1:
Dermatophagoides pteronyssinus, Dermatophagoides
farinae, pomallHssa Nbinb, TapakaH, IgE

15.6. OnpegeneHue cneynduueckux Igk: annepreHnbl
YKMBOTHbIX

Cwmecb annepreHoB 4OMALLHUX MPbI3YHOB™ (anuTenun
MOPCKOWN CBUHKM, SMUTENMIN KPOMNNKA, XOMSsIKa, KPbIChI,
mbiwn). Animal Panel EP70: E6 Guinea Pig Epithelium,
E82 Rabbit Epithelium, E84 Hamster Epithelium, E87
Rat, E88 Mouse

Kowka (E1, Cat Dander-Epithelium)

Cobaka (E2, Dog Epithelium)

TapakaH (16, Cockroach)

Mopckas cBuHka, anutenuin, IgE (Animal - Guinea pig,
IgE, E 6)

BonHucTeii nonyran, nepo IgE (Animal — Parrot,
Melopsittacus undulatus, IgE, E 78)

Osua, anutenui, IgE (Animal - Sheep, IgE, E 81)
Kypuua, nepo IgE (Animal - Chicken Feathers, IgE, E 85)
An nyensl megoHocHoW, IgE

MepxoTb nowaaw, Ige

Cobaka (e5), IgE (Dog (e5), IgE)

15.7. OnpegeneHue cneundpuueckux Igk: annepreHnbl
Nbl/IbLbl pacTeHni

Cwmecb annepreHoB TpaBbl: exa cbopHasi, OBCAHHMLA
nyrosasi, PoXkb MHOFOMETHSIA, TUMOdEEBKa, MATINK
nyrosou (GP1; Grass Panel 1: Orchard Grass, Meadow
Fescue, Perennial Rye Grass, Timothy Grass, June
Grass (Kentucky Blue))

Cwmecb annepreHoB TpaBbl: KONOCOK OYLUNCTbIN, POXb
MHOFOMETHSIS, TUMOMEEBKa, POXKb KyNbTUBMPOBAaHHAS;
oyxapHuk wepctuctein (GP3; Sweet Vernal Grass,
Perennial Rye Grass, Timothy Grass, Cultivated Rye
Grass, Velvet Grass, IgE)

Cwmecb annepreHoB AepeBbLEB: OfbXa, NeLwmnHa
0o6bIKHOBEHHas1, uBa, b6epesa, ayb, IgE

Cwmecb annepreHoB COpHOW TpaBsbl: aMbpo3auns
0ObIKHOBEHHAS, NONblHb OOLIKHOBEHHAs, Mapb 6enas,
noaopoxHUK, Yeptononox pycckui (WP1; Common
Ragweed, Mugwort, English Plantain, Lambs Quarters,
Russian Thistle, IgE)

Bepésa nbinbua, IgE (Birch Pollen, Betula, IgE, T3)
Tonone, IgE (Poplar, T14)

TumodbeeBka nbinbua, IgE (Grass/Pollen Phleum, IgE, G
6)

1160,00
1160,00
795,00

2410,00
1125,00
835,00
835,00
835,00
835,00
1090,00
1220,00
1220,00

2285,00

2410,00
970,00
835,00
835,00

835,00

835,00
835,00
1370,00
795,00
795,00
870,00

2330,00

2410,00

2410,00

2410,00
835,00
1085,00

1380,00

py6
py6
py6

py6
py6
py6
py6
py6
py6
py6
py6
py6

py6

py6
py6
py6
py6

py6

py6
py6
py6
py6
py6
py6

py6

py6

py6

py6
py6
py6

py6



MonkiHb 06bIkHOBEHHAS, Nbinbua, IgE (Grass/Pollen

A26.01.024.001.10 Artemisia vulgari, IgE, W 6) 835,00 py6
MonbiHb ropbkas, IgE (Grass - Artemisia absinthium, IgE,

A09.05.118 W5) 835,00 py6

A09.05.118 OscaHuua nyroeas, IgE 1160,00 py6

A09.05.118 Amb6posusa (w1), IgE (Ambrosia (wl), IgE) 870,00 pyo6

15.8. OnpegeneHue cneyndpurueckux IgE:
npodeccnoHasbHble annepreHbl

A09.05.118 JNatekc (K82, Latex) 835,00 pyo

15.9. OnpegeneHue cneynduryeckux IgG: nuwesblie

annepreHbl

CMecb NuLLEBLIX annepreHoB: anenbCcuH, 6aHaH,
B03.002.004 s6noko, nepcuik, 1IgG 2410,00 py6

CmMmecb NuLLEBLIX annepreHoB: KMBK, MaHro, 6aHaH,
B03.002.004 aHaHac, 1gG 2410,00 py6

Cmechb NULLEBBIX aniepreHoB: CBUHMHA, KypUHOe MSICO,
B03.002.004 roesaguHa, 6bapaHuHa, IgG 2410,00 pyo
A09.05.118 AHTuTena knacca IgG k naHenu nuLLEeBbIX annepreHoB 19730,00 py6
A09.05.118 AHaHac, IgG 835,00 py6
A09.05.118 AnenbcuH, 1IgG 1090,00 pyo
A09.05.118 Apaxuc, 1gG 835,00 py6
A09.05.118 BaHaH, IgG 835,00 pyo
A09.05.118 BapaHuHa, IgG 835,00 pyo
A09.05.118 BeTta-nakrornobynuh, IgG 835,00 pyo
A09.05.118 loBaguHa, IgG 835,00 pyo
A09.05.118 penndpyT, IgG 835,00 py6
A09.05.118 peyHeBas myka, IgG 835,00 pyo
A09.05.118 KasewuH, IgG 835,00 pyo
A09.05.118 Kanycta ko4yaHHasg, IgG 835,00 pyo
A09.05.118 KapTodens, IgG 835,00 pyo
A09.05.118 Kuen, IgG 835,00 pyo
A09.05.118 Kny6Huka, 1gG 835,00 pyo
A09.05.118 Koposbe mornoko, IgG 835,00 pyo
A09.05.118 KpeseTku, 1gG 835,00 pyo
A09.05.118 KypuHoe msco, 1IgG 835,00 pyo
A09.05.118 JInmoH, 1gG 835,00 pyo
A09.05.118 Mamro, 1IgG 835,00 pyo
A09.05.118 MopkoBsb, 1gG 835,00 pyo
A09.05.118 OBcsHaga myka, 1gG 1005,00 pyo
A09.05.118 Mekapckue gpoxoku, 1gG 1090,00 pyo
A09.05.118 Mepcuk, 1IgG 835,00 pyo
A09.05.118 MuBHble gpoxoku, 1gG 835,00 pyo6
A09.05.118 Mpoco, IgG 835,00 py6
A09.05.118 MweHunyHasa myka, 1gG 835,00 pyo6
A09.05.118 Puc, 1gG 835,00 pyo
A09.05.118 CeBuHUHa, 1gG 835,00 pyo
A09.05.118 CoeBble 606bI, IgG 835,00 pyo
A09.05.118 Tomartsl, IgG 835,00 pyo
A09.05.118 Tpecka, IgG 835,00 pyo
A09.05.118 ToikBa, IgG 835,00 pyo
A09.05.118 ®yHayk, 1gG 835,00 pyo
A09.05.118 LWokonaga, IgG 1090,00 pyo
A09.05.118 Abnoko, 1gG 835,00 pyo
A09.05.118 AnyHbi 6enok, 1gG 835,00 pyo
A09.05.118 AnyHbin xenTok, IgG 835,00 pyo

Cneuudmyeckme nmmyHornodynuHel knacca G (IgG) k
nuweBbiM aHTureHam: Food Xplorer (FOX). (Specific IgG

B03.002.004 to food antigens: Food Xplorer (FOX)). 26340,00 py6
15.10. OnpegeneHue cneunduyeckmx IgG: 6biToBblE

annepreHbl



B03.002.004
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118

A09.05.118
A09.05.118

4204
4205
4206

4207
4208

4209

4210
4211
4212
4200
A09.05.118
A09.05.118
A09.05.118

A09.05.118
A09.05.118
A09.05.118
B03.002.004
A09.05.118
A09.05.118
A09.05.118

A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
B03.002.004
B03.002.004
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118

Cmecb annepreHoB nneceHu: penicillium notalum,
cladosporium herbarum, aspergillus fumigatus, candida
albicans, alternaria tenuis, I1gG

MneceHb Penicillium notatum, 1gG

MneceHb Cladosporium herbarum, 1gG

MneceHb Aspergillus fumigatus, 1gG

MneceHb Alternaria tenuis, 1gG

Dermatophagoides pteron., IgG

Dermatophagoides farinae, 1gG

Dermatophagoides microc., IgG

OomawHas neins/Greer, 1gG

15.11. OnpepgeneHue cneynduryeckux IgG: annepreHbol
YKMBOTHbIX

Kowika, 1gG

Cobaka, 1gG

15.13. Annepronormyeckue uccnepoBaHuaA, TEXHONOIMA
Ankopbuo

WHpekc ctumynsaumm 6asodunos, C82 JingokavH
MHpekc ctumynsaumm 6asodunos, C68 ApTnkaunH
MHaekc ctumynaumm 6asodunos, C88 MenveakauvH
WHaekc ctumynsumm 6asocdunos, C89
BynusakanH/MapkauH

MHaekc ctumynaumm 6asodunos, C51 AcnupuH
WHaekc ctumynsumm 6asodunos, C20
Mapauetamon/AueTammnHodeH

WHpekc ctumynsaumm 6asodunos, C91
AHanbrmi/Metamnson

WHaekc ctumynsaumm 6asodunos, C281 duknodeHak
MHaekc ctumynaumm 6asodunos, C286 NoynpodeH
TecT akTMBauun 6aszodcunnos

Anbda-nakransobymuH (nBos d4) (f76), IgE

KasewuH, monoko (nBos d8) (f78), IgE
Beta-nakrornobynuH, (nBos db) (f77), IgE

Bepesa 6opogasyaTas, rBet v1 (1215), IgE (Birch, Betula
verrucosa, rBet v1 (t215), IgE)

Bepesa 6opogasyaTas, rBet v2 (1216), IgE

MonbiHb 0bbIkKHOBEHHas, nArtv3 (w233), IgE

Cwmecb annepreHoB nnecexHn (mm2), IgE

OomawHas neinb (Hollister —Stier) (h2), IgE

Kolwuka, cblBOpOTOYHBIN anbbymuH, rFel d2 (e220), IgE
Cobaka, cbiBOpoTOYHbIN anbbymuH, nCan f3 (e221), IgE
Bblumin cbiBOpoTOYHLIN anbbymuH, nBos d6 BSA (e204),
IgE

OBanbbymuH, anbbymuH anyHein, nGal d2 (f67), IgE
OBomykoug avua, nGal d1 (f68), IgE

KoHanbbymuH sinya, nGal d3 (f69), IgE

JInzoumm anua, nGal d4 (k208), IgE

Cosq, rGly m4 (f353), IgE

Apaxuc, rAra h8 (f352), IgE

Malassezia spp. (m227), IgE

Cwmechb nyrosbix TpaB (gm1), IgE

Cwmecb nuweBbix annepreHos (fm21), IgE

Ap ocbl natHucTom (i2), IgE

Ap ocbl 06bIkHOBEHHON (i3), IgE

Komap (i71), IgE

An wepwnga (i75), IgE

MennumnnuH V (c2), IgE

Orypeu (f244), IgE

Asokapo (f96), IgE

Apbys (f329), IgE

2410,00
835,00
835,00
875,00
835,00
835,00
835,00
835,00
835,00

835,00
835,00

3490,00
3490,00
3490,00

3490,00
3490,00

3490,00

3490,00
3490,00
3490,00
4990,00
835,00
835,00
835,00

835,00
835,00
835,00
1095,00
835,00
835,00
835,00

835,00
835,00
835,00
835,00
835,00
835,00
835,00
835,00
1095,00
1095,00
835,00
835,00
875,00
835,00
875,00
835,00
835,00
835,00

py6
py6
py6
py6
py6
py6
py6
py6
py6

py6
py6

py6
py6
py6

py6
py6

py6

py6
py6
py6
py6
py6
py6
py6

py6
py6
py6
py6
py6
py6
py6

py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6



A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118

B03.002.004

B03.002.004

B03.002.004

B03.002.004

B03.002.004

B03.002.004

B03.002.004

B03.002.004

B03.002.004

B03.002.004

B03.002.004

B03.002.004

A09.05.118

B03.002.004

A09.05.118

B03.002.004

B03.002.004

B03.002.004

B03.002.004

Monoko ko3be (f300), IgE

Yan (f222), IgE

Aumensb (f6), IgE

Ab6pukoc (f237), IgE

BuwHs (f242), IgE

Manwuna (f111), IgE

MangapwH (f302), IgE

BaknaxaH (f262), IgE

Bpokkonu (f260), IgE

YecHok (f47), IgE

pnbbI (WamMnuHboHbI) (f212), IgE

MoaconHeuHuk (W204), IgE

Pomaluka (w206), IgE

CwmopoauHa kpacHas (f322), IgE

Cwmecb nuweBbix annepreHoB (fm2) (Tpecka, kpaboBoe
MSICO, KPEBETKM, Muaun) , IgE

Cwmecb nuweBbix annepreHoB (fm4) (Tpecka, nocock,
cenbab, cCkyMbpus, kambana), IgE

Cwmecbk nuweBbix annepreHoB (fm5) (anyHbin 6enok,
MOSIOKO KOpPOBbe, TPecka, NniieH1ua, apaxmc, CoeBble
006h1), IgE

Cwmecbk nueBbix annepreHos (fm6) (necHom opex,
OpasunbCcknii opex, MnHAaanb, KOKoc, rpeukun opex), IgE
Cwmecb nuweBbix annepreHos (fm7) (ropox, daconb
Benas, TomaTtbl, MOPKOBb, kapToderns), IgE

Cwmecb nuweBbix annepreHos (fm10) (nweHuua, poxs,
OBeC, rMioTeH), IgEm

Cwmecb nuwesbix annepreHos (fm18) anenbcuH, NMMMOH,
rpenndpyT, maHgapwvH), IgE

Cwmecb nuwesbix annepreHos (fm22) ceip LBernuapckun,
cbip Yepaep, cbip € nnecexblo, cbip aam, coip ayaa),
IgE

Cwmecb nuweBbix annepreHos (fm24) (Tpecka, kpeBeTku,
MuamK, TyHeu, nococh), IgE

Cwmecb nuweBbix annepreHoB (fm70) (acTparoH, TMMbSH,
MawopaH, nobuctok), IgE

Cwmecb nuweBbix annepreHos (fm71) (TMUH, KapOamoH,
rBo3guka, MmyckaTHbIn opex), IgE

Cwmecb nuiesblx annepreHos (fm72) (cemeHa ceHxens,
6asunuk, nmbups, aHuc), Ige

Cwmecb nuwesbix annepreHos (fm101) (anvHbIi 6enok,
MOJIOKO KOpPOBbE, MLIEHNLA, POXb, KyKYypy3a, AUYHbIN
XenToK, a-nakroanbbymMmuH, b-naktanbbymMuH, Ka3ewnH,
rntoTeH, ceip Yegep), IgE

Cwmecb nuwesbix annepreHos (fm104) (BUWwHS, nepcuk,
abpwikoc, cnuea), IgE

Cwmecb nepbeB NTuy, (em1) (rycuHble nepbs, KypuHbie
nepbs, yTUHbIE nepbs), IgE

Cmecb nepbeB AeKopaTUBHbIX NTUL, (em72) (nepbs
BOJIHWMCTOrO Nonyranyuka, nepbs AIMHHOXBOCTOrO
nonyras, nepbs KaHapewkun, nepbs nonyras xako), IgE
Cwmecb 9008 Hacekombix (im100) (myena megoHocHas,
oca obblIKHOBEHHas!, TapakaH-npycak, LWepLeHb
eBponevickun), IgE

Cwmecb annepreHoB NbifbLbl 4EPEBLEB (PaHHEe
uBeTeHue) (tm2) (onbxa cepas, 6epesa 6opogasyaTas,
nelmHa, amepukaHckumn sceHs), IgE

Cwmecb annepreHoB Nbifblbl AepeBbEB (No3aHee
uBeTeHue) (tm3) (kneH aceHenncTHbIA, Ay6, MBa, TONOMb
TpexrpaHHbin), IgE

835,00
835,00
835,00
835,00
835,00
835,00
835,00
835,00
835,00
835,00
835,00
835,00
835,00
835,00

1960,00

1960,00

1960,00

1960,00

1960,00

1960,00

1960,00

1960,00

1960,00

1960,00

1960,00

1960,00

1960,00
1960,00

1960,00

1960,00

1095,00

1960,00

1960,00

py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6

py6

py6

py6
py6

py6

py6

py6

py6

py6

py6
py6

py6

py6
py6

py6

py6

py6

py6

py6



B03.002.004

B03.002.004

B03.002.004
A09.05.118

A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
6012

A09.05.118

B03.002.004
A09.05.118

A09.05.118
A09.05.118

A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118

Cwmecb annepreHoB MNbifbLbl AePEBLEB (paHHee
uBeTeHue) (tm>5) (onbxa cepas, newyHa, Ba3, UBa,
TOMNOMb TpexrpaHHbIn), IgE

Cwmecb annepreHoB MNblfbLbl AepPeBLEB (No3gHee
uBeTeHue) (tm6) (kneH aceHenucTHbIN, Bepesa
B6opopasyaTtas, 6yk, Ayb, rpeukui opex), IgE

Cwmecb annepreHoB nnieceHn (mm1) (Penicillium
notatum, Cladosporium herbarum, Aspergillus fumigatus,
Mucor racemosus, Alternaria alternata (tenuis), IgE
BuHorpag (f259), IgE (Grape (f259), IgE)

KpeBeTka TurpoBas (f179), IgE (Tiger shrimp (f179) -
IgE)

Jlococb/cewmra (f41), IgE (Salmon (f41), IgE)

Cenbapb (f205), IgE (Herring (f205), IgE)

Ckymbpus (f206), IgE (Mackerel (f206), IgE)
Bpasunbckuin opex (f18), IgE (Brazil nut (f18), IgE)
lopox (f12), IgE (Pea (f12), IgE)

®aconb 6enas (f15), IgE (White bean (f15), IgE)
ObiHs (f87), IgE (Melon (f87), IgE)

Poxb (f5), IgE (Rye (f5), IgE)

nioteH (f79), IgE (Gluten (f79), IgE)

Coblp Weenuapckui (f70), IgE (Swiss cheese (f70), IgE)
Kambana (f254), IgE (Plaice (f254), IgE)

Kokocosbin opex (f36), IgE (Coconut (f36), IgE)
"peukwnii opex (f256), IgE (Walnut (f256), IgE)

Cbip Yepgep (f81), IgE

Cblp ¢ nneceHbto (f82), IgE

Cblp 3pam (f150), IgE

Cblp lNayaa (f198), IgE

TyHew (f40), IgE

Kykypy3a (f8), IgE

Cnusa (f255), IgE

OcTtparoH (TapxyH) (f272), IgE

TumbsH (f273), IgE

MaiopaH (f274), IgE

JlobucTok (f275), IgE

TmuH (f265), IgE

KapgamoH (f267), IgE

'Bo3guka (f268), IgE

Cewms cbeHxens (f219), IgE

Basunuk (f269), IgE

Umbups (f270), IgE

AHnnc (f271), IgE

MenvumnnuH G, IgE (Penicilloyl G, IgE, c1)
dopmanbgerng / opmanuH, IgE

Cwmecb annepreHoB 4OMALLHUX FPbI3YHOB: ANUTENUN
MOPCKOW CBUHKW, SMUTENNIA KPOMmMKa, SNMTENNA XOMSIKa,
Kpblica, Mbilwb, IgE (EP70 (E6, E82, E84, E87, E88),
Rodents Panel: Guinea Pig Epithelium, Rabbit
Epithelium, Hamster Epithelium, Rat, Mouse, IgE)
Exa cbopHas (g3) IgE (Dactylis glomerata (g3), IgE)
Mnesen/Paiirpac mHoroneTtHun (g5), IgE (Lolium perenne
(95) IgE)

OscsHuua nyrosas (g4), IgE (Festula elatior (g4), IgE)
TumodbeeBka nyrosasi (g6), IgE (Phleum pratense (g6),
I9E)

MsTtnuk nyrosou (g8), (IgE Poa pratensis (g8), IgE)
AHaHac(f210), IgE (Ananas comosus (f210), IgE)
Kuen (f84) IgE (Kiwi native (nAct d) 1(f84))

BanaH ( f92), IgE (Banana (f92), IgE)

Mepcuk IgE (f95) (Prunus persica (f95) IgE)

1960,00

1960,00

1095,00
1215,00

1215,00
1215,00
1215,00
1215,00
1215,00
1215,00
1215,00
1215,00
1145,00
1215,00
815,00
1215,00
1180,00
1215,00
870,00
870,00
870,00
870,00
870,00
870,00
870,00
870,00
870,00
870,00
870,00
870,00
870,00
870,00
870,00
870,00
870,00
870,00
1160,00
1160,00

1755,00
870,00

870,00
1200,00

870,00
870,00
870,00
870,00
870,00
870,00

py6

py6

py6
py6

py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6

py6
py6

py6
py6

py6
py6
py6
py6
py6
py6



A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118

A09.05.118
A09.05.118
A09.05.118
A09.05.118

A09.05.118

PoamapuH (f335), IgE (Rosmarinus officinalis (f335), IgE)
KypuHoe msco (f83), IgE

Puc (f9), IgE

A6noko (f49), IgE

Bepesa 6opogasuaTtas (13), IgE

MonbiHb obbikHOBEeHHas (Artemisia vulgaris) (w6), IgE
MonbiHb ropbkas (Artemisia absinthium) (w5), IgE
dnnTenuit MopcKor CBUHKM (€6), IgE

Mepbs BonHMCTOrO nonyranyuka (e78), IgE
Onutenuii n wepcTb oBubl (€81), IgE

KypuHble nepbs (€85), IgE

BapanuHa (f88), IgE

MawHro (f91), IgE

AnenbcuH (f33), IgE

OnuTenui kowku (e1), IgE

Monoko kopoBbe (f2), IgE

Dermatophagoides pteronyssinus (d1), IgE
Dermatophagoides farinae (d2), IgE

AunyHbin 6enok (f1), IgE

Anunbin xenTok (f75), IgE

Mwenunua (f4), IgE

OnuTenui cobaku (e2), IgE

OomawHss neinb (Greer Labs, Inc.) (h1), IgE
Tpecka (f3), IgE

Apaxwuc (f13), IgE

CoeBble 606bI (f14), IgE

dyHayk (f17), IgE

Kpabosoe msco (f23), IgE

KpeseTku (f24), IgE

Tomarhl (f25), IgE

Mopkossb (f31), IgE

TapakaH-npycak (i6), IgE

Penicillium notatum (m1), IgE

Cladosporium herbarum (m2), IgE

Aspergillus fumigatus (m3), IgE

Candida albicans (m5), IgE

Alternaria alternata (tenuis) (m6), IgE

NaTtekc (k82), IgE

Mekapckue gpoxokm (f45), IgE

LWokonaga (f105), IgE

Kny6Huka / 3emnsiHuka (f44), IgE

JInmoH (f208), IgE

perincpyT (f209), IgE

Ipeya (f11), IgE

Kanycta 6enokovanHas (f216), IgE

TeikBa (f225), IgE

CeuHuHa (f26), IgE

oBaguHa (f27), IgE

Kaptodpens (f35), IgE

Osec (f7), IgE

MepxoTb nowaawu (e3), IgE

Onbxa cepas (t2), IgE (Alnus incana (12), IgE)
JlewmHa obbikHoBeHHas (t4), IgE (Corylus avellana (t4),
I9E)

MopopoxHuk (w9), IgE (Plantago lanceolata (w9), IgE)
Ackapuga (p1), IgE

Cenbgepeti (f85) IgE Celery (f85), IgE

Tononb TpexrpaHHbii (Populus deltoides) (t14), IgE
Cottonwood (Populus deltoides) (t14), IgE

870,00
870,00
870,00
870,00
870,00
870,00
870,00
870,00
870,00
870,00
870,00
870,00
870,00
870,00
870,00
870,00
870,00
870,00
870,00
870,00
870,00
870,00
870,00
870,00
870,00
870,00
870,00
870,00
870,00
870,00
870,00
870,00
870,00
870,00
870,00
870,00
870,00
870,00
870,00
870,00
870,00
870,00
870,00
870,00
870,00
870,00
870,00
870,00
870,00
870,00
870,00
870,00

870,00
870,00
760,00
760,00

760,00

py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
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py6
py6
py6
py6
py6
py6
py6
py6
py6
py6

py6
py6
py6
py6

py6



A09.05.118
A09.05.118

A09.05.118
A09.05.118

A09.05.118
A09.05.118

A09.05.118
A09.05.118
A09.05.118
A09.05.118

A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118

A09.05.118

A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118

A09.05.118
A09.05.118
A09.05.118
A09.05.118

A09.05.118

A09.05.118

A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118

A09.05.118

A09.05.118

A09.05.118
A09.05.118
A09.05.118

Mpoco (f55), IgE Common Millet (f55), IgE

OpysaHuuk (Taraxacum vulgare) (w8), IgE

Knew, Dermatophagoides microceras (d3), IgE
(Dermatophagoides microceras (d3), IgE)

Ykpon (f277), IgE (Dill (f277), IgE)

MnataH kneHonucTHbI (Platanus acerifolia) (111), IgE
(Mnatan kneHonucTHbIn (Platanus acerifolia) (t11), IgE)
Msico nHgenku (f284), IgE (Turkey meat (f284), IgE)
Jlebepa (w15), IgE (Scale (Atriplex lentiformis) (w15),
IgE)

Anuo kypuHoe (f245), IgE (Whole egg (f245), IgE)

Oy6 (t7), IgE (Oak (Quercus alba) (t7), IgE))

Jlnna (t208), IgE (Tilia cordata (t208), IgE)

Onutenui kponuka (€82), IgE ( Rabbit epithelium (€82),
IgE)

Oy6 yepewvaTtoii (218), IgE (Quercus robur (t218)), IgE
Ipywa (f94), IgE (Pear (f94), IgE)

Kakao (f93), IgE (Cocoa (f93), IgE)

Munaansb (f20), IgE (Almond (f20), IgE)

Mennumnnuu G (c1), IgE (Penicilloyl G (c1), IgE)

Kogoe (f221), IgE (Coffee (f221), IgE)

An nuensl megoHocHowm (i1), IgE (Honey Bee Venom (i1),
IgE)

dopmanbgerng (k80), IgE (Formaldehyde/Formalin
(k80), IgE)

LiseTHas kanycta (f291), IgE

BpycHuka (f182), IgE (Cowberry (f182), IgE)

lony6uka (f183), IgE (Bog whortleberry (f183), IgE)
YepHuka (f288), IgE (Blueberry (f288), IgE)

Yeueuua (f235), IgE (Lentil (f235), IgE)

Conogp (f90), IgE (Malt (f90), IgE)

Mepeu cnagkui (f218), IgE (Paprika (f218), IgE)
Cnapxa (f261), IgE (Asparagus (f261), IgE)

Kegposebii opex (f253), IgE (Pine Nut (f253), IgE)
Ceekna (f319), IgE (Beet (f319), IgE)

Cmech nuLLeBbIX annepreHoB (NweHuua, OBecC, KyKypysa,
KyHXyT, rpeya, fm11), IgE (Mixed food allergen (wheat,
oats, corn, sesame, buckwheat, fm11), IgE)

MepxoTb kowkm (€100), IgE (Cat dander (e100), IgE)
Knew Euroglyphus maynei (d74), IgE

Mepbsa nHatoka (e89), IgE Turkey feathers (€89), IgE)
OnuTenui n 6enkn cbiIBOPOTKN 1 MOYM Kpbichl (€87), IgE
(Rat epithelium, serum proteins + urine proteins IgE
(e87), IgE)

Jlncoxsoct nyrosoni (g16), IgE (Meadow foxtail (g16),
I9E)

Kabauvok/uykunm (f113), IgE (Squash/zucchini (f113),
IgE)

Msco kponuka (f213), IgE (Rabbit meat (f213), IgE)
Kopuua (f220), IgE (Cinnamon (f220), IgE)
AmokcuuunnuH (c204), IgE (Amoxicillin (c204), IgE)
Amnuuunnun (c203), IgE (Ampicillin (c203), IgE)

Jlyk (f48), IgE (Onion (f48), IgE)

Onutenuii xomska (e84), IgE (Hamster epithelium (e84),
IgE

39r||3TeJ'IVII7I mbiwm (e71), IgE (Mouse epithelium (e71),
IgE

Cgm:TenMVl wuHwunnnei(e208), IgE (Chinchilla epithelium
(e208), IgE)

BrubnuoteyHas neinb(h3), IgE (Books dust (h3), IgE)
Kanbmap (f258), IgE (Squid (f258), IgE)

760,00
760,00

760,00
760,00

760,00
760,00

760,00
725,00
760,00
760,00

760,00
725,00
760,00
760,00
760,00
760,00
760,00

760,00

760,00
870,00
870,00
870,00
870,00
870,00
870,00
870,00
870,00
870,00
870,00

1095,00
870,00
870,00
870,00

870,00
870,00

870,00
870,00
835,00
835,00
835,00
835,00

835,00
835,00

835,00
835,00
835,00

py6
py6
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py6

py6
py6

py6
py6
py6
py6

py6
py6
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py6
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py6
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py6
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py6
py6
py6
py6
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A09.05.118

A09.05.118
A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118

A09.05.118
A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118

A09.05.118
A09.05.118
A09.05.118

A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118
A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118
A09.05.118

A09.05.118
A09.05.118
A09.05.118

Motbine (i73), IgE (Bloodworm (Chironomus spp.) (i73),
IgE

I'glon)/leT BOMHMCTOro nonyranyumka (e77), IgE (Budgerigar
droppings (e77), IgE)

Mepo yTku (€86), IgE (Duck feathers (e86), IgE)

CocHa obbikHoBeHHas (t116), IgE (Pinus sylvestris) (116),
IgE)

Koctep (g11), IgE (Bromegrass (Bromus inermis) (g11),
IgE

Kgpa)nMBa aByoomHas, (w20), IgE Common nettle (Urtica
dioica (w20), IgE

Knen siceHenuctHbn (t1), IgE Maple ash (Acer negundo,
t1), IgE

Cobaka nepxoTb (e5), IgE Dog dander (e5), IgE
Amb6po3usa obbikHoBeHHas (w1) , IgE

®openb (F204) , IgE Trout (f204), IgE

®uctawkm (F203) , IgE Pistachio nut (f203), IgE
MneceHb Helminthosporium halodes (m8), IgE

MneceHb Mucor racemosus (m4), IgE Mucor racemosus
(m4), IgE

lNycuHble nepbsa (€70) , IgE Goose feathers (e70), IgE
Mepbsa anuHHoxsocToro nonyrasa (€93), IgE Parakeet
feathers(e93), IgE

Mepbsa kaHapelikn (€201) , IgE Canarian feathers(e201),
IgE

Mepbsa nonyras xako (e213) , IgE Grey parrot feathers
(e213), IgE

onuTtenuii n 6enkn cbiIBOPOTKN 1 Moun Mblwm (e88), IgE
Mouse epithelium+serum-urine proteins (e88), IgE

MBa (Salix caprea) (t12), IgE Willow (Salix caprea) (t12),
IgE

Tokcokapa (p3), IgE (Toxocara canis (p3), IgE)
Anunsakuc (p4), IgE (Anisakis simplex (p4), IgE)
LnnosHuk (f340), IgE (Rose hips (f340), IgE)

Onueku (f342), IgE (Olive (f342), IgE)

Ob6nenwuxa (f108), IgE (Sea buckthorn (f108), IgE)
KaptodenbHas myka (kpaxman) (f238), IgE (Potato
starch (amylum) (f238), IgE)

paHart (f295), IgE (Pomegranate (f295), IgE)

®enxoa (f296), IgE (Feijoa (f296), IgE)

CwmopoauHa yepHas (f321), IgE (Black currant (f321),
IgE)

KpbpkoBHuk (f327), IgE (Gooseberry (f327), IgE)
Mmunagwuh (f233), IgE (Gliadin (f233), IgE)

Mepbsa ronybs (e215), IgE (Pigeon feathers (e215), IgE)
TabauHbin nuct (0201), IgE (Tobacco (0201), IgE)
Mwugua (f37), IgE (Blue mussel (f37), IgE)

Cmecb annepreHoB geTtckoro nutaHus, fm1 (anyHein
6enok, MOnoko KOpoBbe, TPecka, NeHuua, coeBble
606bI, TOMaTbI, AM4HbIN xenTok), IgE (Infant food mix,
fm1 (egg white, cow milk, codfish, wheat flour, soya
bean, tomato, egg yolk), IgE)

Meipert nonsyuunin (g21), IgE (Agropyron repens (g21),
IgE

gmgeHb o6blkHOBeHHas (t24), IgE (Syringa vulgaris (124),
IgE)

Byk (opeBecHas nbinb) (032), IgE (Beech wood (032),
I9E)

[y6 (opeBecHas nbinb) (033), IgE (Oak wood (033), IgE)
CocHa (gpeBecHas nbinb) (036), IgE (Pine wood (036),
IgE)

Bss (gpeBecHas nbinb) (049), IgE (ElIm wood (049), IgE)
CeHHas nbinb (07), IgE (Hay dust (07), IgE)

835,00

835,00
835,00

835,00
835,00
835,00

835,00
835,00
835,00
835,00
835,00
835,00

835,00
835,00

835,00
835,00

835,00

835,00

835,00
835,00
835,00
835,00
835,00
835,00

835,00
835,00
835,00

835,00
835,00
835,00
835,00
835,00
835,00

1755,00
835,00
835,00

835,00
835,00

835,00
835,00
835,00

py6

py6
py6

py6
py6
py6

py6
py6
py6
py6
py6
py6

py6
py6

py6
py6

py6

py6

py6
py6
py6
py6
py6
py6

py6
py6
py6

py6
py6
py6
py6
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py6
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A09.05.118

A09.05.118

A09.05.118

A09.05.118
A09.05.118

A09.05.118

A09.05.118
6284Ab
6285Ab
6286Ab
6287Ab
6288Ab
6289Ab6
6290Ab6
6291AB6
6292Ab6
6293A6
6294Ab
6295Ab6
6296Ab

6297Ab

6298Ab

6299A6

6300Ab6

6301AB

6302Ab

6303A6

XHa (k91), IgE (Henna (k91), IgE)

BpunnuanTtoBein 3enenbini (k92), IgE (Brilliant green
(k92), IgE)

3Bepobon obbikHoBEeHHbIN (W53), IgE (Hypericum
perforatum (w53), IgE)

Anoa gpesosugHoe (w65), IgE (Aloe arborescens (w65),
I9E)

Matb-n-mauexa (w38), IgE (Coltsfoot (w38), IgE)
Cwmecb gpeBecHow nbinu (Oyk, ayb, cocHa, BA3 (om1l)),
IgE (Wood mix (032-033-036-049) (om1), IgE)

Kunapuc BeuyHoseneHbin (123), IgE (Cupressus
sempervirens (t23), IgE)

Po3sa (w28), IgE (Garden rose (w28), IgE)

TronbnaH (w30), IgE (Tulip (w30), IgE)

epaHb (W35), IgE (Geranium(w35),IgE)

Jlnnns (w44), IgE (Madonna lily (w44), IgE)

Knesep nyrosou (w34), IgE (Red clover (w34), IgE)
MoctenHuua (w21), IgE (Wall pellitory (w21), IgE)
Kunpen (MBan-4an) (w29), IgE (Fireweed (w29), IgE)
A6nows (125), IgE (Apple (t25), IgE)

Akaums (t19), IgE (Acacia (t19), IgE)

Yepemyxa (t38), IgE (Bird cherry(t38), IgE)

PsbuHa obbikHoBeHHas(t45), IgE (Rowan(t45), IgE)
KawTaH koHckmi (1203), IgE (Horse chestnut (t203), IgE)
Mepg (f247), IgE (Honey (f247), IgE)

Cwmecb copHbIx TpaB (W1l-w6-w7-w10-w19), IgE
ambpo3msa 0ObIKHOBEHHAS!, NOSbIHb OObIKHOBEHHAS,
HMBSIHMK, Mapb B6enas, MOCTEeHHWLA NeKapCTBEHHas,
Weed mixture (wl-w6-w7-w10-w19), IgE common
ragweed, sagebrush, white weed, lamb's quarters, wall
pellitory

Cwmecb copHbIx Tpas (W1-w6-w7-w8-w9), IgE ambposus
06bIKHOBEHHAS, NOblHb OOLIKHOBEHHAS!, HUBSIHUK,
ofyBaH4MK, nogopoxHuk, Weed mixture (w1-w6-w7-w8-
w9), IgE common ragweed, sagebrush, white weed,
dandelion, plantain

Acneprunntoc YepHbin (m33) IgE, Aspergillus niger (m33)
IgE

Cwmecb annepreHoB aepesbes (t1-13-t7-18-t19-t10) IgE
KrneH siceHenucTHbl, 6epesa 6opoaasyaras, ayb, BAs,
MacnuHa eBpornenckas, rpeukun opex, Tree allergen
mixture (t1-t3-t7-t8-t9-t10) IgE maple ash, birch, oak, elm,
olive, walnut

Cwmecb 6bITOBbIX annepreHos (d1-d2-el-e2) IgE,
Domestic allergen mixture (d1-d2-el-e2) IgE, Domestic
allergen mixture (d1-d2-el-e2) IgE Dermatophagoides
pteronyssimus, Dermatophagoides farinae, feline
epithelium, canine epithelium

OnutenuanbHaga cmech (e1-e2-e3-e4-e5-e70-e81-e85-
€86-e100) IgE anutenuit Kowku, anutenun cobaku,
nepxoTb NowWaamn, NepxoTb KOPOBbI, NEPXOTb COBaKw,
rYCUHbIE NEpPbsi, ANMUTENMWIN OBLbI, KypUHLIE NEpPbS,
yTUHbIE Nepbs, NepxoTb Kowku, Epithelial mixture (e1-e2-
e3-e4-e5-e70-e81-e85-e86-e100) IgE feline epithelium,
canine epithelium, horse dandruff, cow dandruff, canine
dandruff, goose feathers, sheep epithelium, chicken
feathers, duck feathers, feline dandruff

Cwmecb nuweBas (msaco) (f26-f27-f83-f284) IgE ceuHuHa,
roBsauHa, KypmHoe MAco, MAco uHaenku, Food mixture
(meat) (f26-f27-f83-f284) IgE pork, beef, chicken meat,
turkey meat

835,00
835,00
835,00

835,00
835,00

835,00

835,00
835,00
835,00
835,00
835,00
835,00
835,00
835,00
835,00
835,00
835,00
835,00
835,00
835,00

1095,00

1095,00

835,00

1095,00

1095,00

1095,00

1095,00

py6
py6
py6

py6
py6

py6

py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6

py6

py6

py6

py6

py6

py6

py6



6304Ab

6305Ab

6306Ab

6307Ab
6308Ab6
6309A6

6317Ab

224

A09.28.018.000.01

A08.20.017.002.01

547Cr1b
A08.30.004.000.01

517Crib

A08.20.012.000.01

A08.30.035.000.01

A08.01.002

Cwmecb annepreHoB 3nakoBbix (f4-f6-f7-f8-f9) IgE
nlweHuya, S4MeHb, OBecC, Kykypysa, puc, Cereal allergen
mixture (f4-f6-f7-f8-f9) IgE wheat, barley, oat, corn, rice
Cwmecb annepreHoB opexoB (f13-f17-f20-f36-f256) IgE
apaxuc, dyHayK, MrMHaanb, Kokoc, rpeukmi opex, Nut
allergen mixture (f13-f17-f20-f36-f256) IgE peanut,
hazelnut, almond, coconut, walnut

Cwmechb nyrosbix TpaB (g2-g3-g5-g6-98-g10-g12-g13-g14-
g15-g16) IgE cBuHOpon nanbyaTtbin, exa cbopHas,
nnesen, TuModeeBka Nnyrosas, MATNNK NyroBoKn, COpro,
poXb NOCeBHas, OyXapHWK LLEPCTUCTbLIN, OBEC NOCEBHOWM,
nLeHuya nocesHas, NMCoOxXBocT nyroson, Meadow grass
mixture (g2-g3-g5-g6-g8-g10-g12-g13-g14-g15-g16) IgE
dog's tooth grass, cocksfoot, ryegrass, timothy grass,
meadow grass, sorghum, rye, Yorkshire fog, oat, wheat,
foxtail grass

Cwmecb annepreHoB gomatuHewn noim (h1-d1-d2-i6) IgE
pomawHsas neinb, Dermatophagoides pteronyssinus,
Dermatophagoides farinae, TapakaH-npycak, Domestic
duct allergen mixture (h1-d1-d2-i6) IgE domestic dust,
Dermatophagoides pteronyssinus, Dermatophagoides
farinae, cockroach (croton-bug)

Kedmp (f63) IgE, Kefir (f63) IgE

KyrxyT (f10) IgE, Sesame seed (f10) IgE

Cwmecb knewesbix annepreHos (d1-d2-d3-d70-d71-d72-
d73-d74) IgE, Sesame seed (f10) IgE, Mite allergen
mixture (d1-d2-d3-d70-d71-d72-d73-d74) IgE
Dermatophagoides pteronyssinus, Dermatophagoides
farinae, Dermatophagoides microceras, Acarus siro,
Lepidoglyfus destructor, Tyrophagus putreus,
Glycophagus domesticus, Euroglyphus maynei

AHTUTENa aHTUCNepmanbHblie B cnepme (Anti-
Spermatozoa Antibodies, ASA, Semen)

17. UCCNEQAOBAHUA HENHN

17.1. UccnepoBaHue XKeNYyHOro KamHa

WccnepnoBaHue xenyHbix kamHen (Gallstones diagnosis)
18. UUTONOMMYECKUE UCCNEOAOBAHUA

18.1. }XuaKocTHaA uutonorua, oKkpawmsaHme no
ManaHuKkonay

XKugkocTtHas umTonorus. Liutonormnyeckoe
nccregoBaHue bvomaTepuana Wenkn MaTku
(okpawwmBaHue no NanaHukonay).

LinTonornyeckoe n MMMyHOLIUTOXUMUYECKOE
nccrnegosaHue akcnpeccun 6enkos p16INK4a u Ki-67 B
Maskax crnmamcTton werkn matkm (Cytology and p16 and
Ki-67 immunocytochemistry test in cervical mucosa
smears)

MUX-nccneposarue p16INK4a un Ki-67

18.2. OkpawwuBaHue no ManaHukonay ? Pap-tecr
LinTonornyeckoe nccrnegoBaHue buomatepumana Lenku
MaTku (okpawmeaHue no NManaHukonay, Pap-tecT)
(Cytological Examination: Cervix, Pap-test)
Lintonornyeckoe uccrnegosaHue bnomatepumana
pasnuyHbIX NToKanusaunin, KpoMe LLENKU MaTKn
(okpalumBaHwue no MNanaHukonay, Pap-tecT)

18.3. OkpawmBaHue no PomaHoBckomy-I'mmse
LinTonornyeckoe uccrnegosaHue marepuana,
Nony4YeHHoro Npu XMpypruyeckux BMeLlaTencreax u
APYruX CpoYHbIX UCCneaoBaHUAX

VccneposaHne cockoboB 1 OTNeYaTkoB C NOBEPXHOCTU
KOXXW U CITU3NCTbIX

1095,00

1095,00

1095,00

1095,00
835,00
835,00

1095,00

1700,00

4705,00

2155,00

10365,00
8245,00

1830,00

1725,00

1135,00

1160,00

py6

py6

py6

py6
py6
py6

py6

py6

py6

py6

py6
py6

py6

py6

py6

py6



A08.03.001
A08.30.016.000.01
A08.08.006

A08.20.017.000.01

A08.20.017.000.02
A08.20.004

A08.20.004.000.01
A08.28.012
A08.20.019
A08.30.027
A08.09.011
A08.20.015.000.01

509KOX
A08.30.016

A08.22.004

A08.08.002

A08.16.007.000.01

A08.30.007

511TM3CINb
580CTr1b

A08.30.006

A08.16.004.000.01

A08.16.002.000.01

528

A08.01.004.000.01

551

A08.01.004

MccnegoBaHue cockoboB M OTNEYATKOB OMyXorewn n
onyxosnenofobHbIX 3abonesaHni

ViccnegoBaHne 3HOOCKONMYECKOro MaTepuana
MccnenoBaHus cmMbiBOB ¢ GpOHXOB

VMccnegoBaHne cockoboB LLENKM MaTKu U LepBUKanbHOro
KaHana

Lintonornyeckoe nccnegosaHne 6GMonNornyeckoro
MaTepuana anuTennsa LWenkn MaTku ¢ OonMcaHnem no
TepMuHornorudeckon cucteme betecaa (The Bethesda
System - TBS)

ViccnegoBaHue acnupara M3 nosiocTy MaTkm (Masku)
ViccnegoBaHue oTnedaTtka ¢ BHyTPUMAaTOYHON crnvpanu
(BMC)

MccnenoBaHue moyn

MccnepgoBaHue BblAENEHMA U3 MOJTOYHOWN Xene3sbl
ViccnegoBaHue TpaHCCydaToB, 3KCCyAaToOB, CEKPETOB
ViccnepoBaHne MOKpOTHI

ViccnegoBaHne NyHKTAaTOB MOMOYHOM XKenesbl
WccneposaHue nyHkTaToB kKoxmn (Examination of
Punctates: Skin)

MccnegosaHve nyHKTaToOB OPYrnX OPraHoB 1 TKAHEN
Lintonornyeckoe nccrnegoBaHne nyHKTaTa WMTOBUOHOWM
»enesbl C onMcaHMeM No TePMUHOSIOMNYECKON
knaccndukaumm betecga (The Bethesda System for
Reporting Thyroid Cytopathology (TBSRTC), Fine-
Needle Aspiration (FNA))

LinTonornyeckoe uccnegosaHue cockoba (Maska) co
CNM3uncTor 060N0YKM NOSOCTU HOoca (ogHa fnokanusawmsl)
VMccnepoBaHve aHOOCKOMMYECKOTO MaTeprana Ha
Hanuyue Helicobacter pylori

18.4. KoHcynbTauma rotoBbiX NpenapaTos
KoHcynbTauusi rotoBbIX LMTONOrMYecKkMx npenapatos (1
CTEKII0)

19. TMCTONOMNM4YECKUE NCCNEAOBAHUA

19.1. N'ncronornyeckmne nccnepoBaHua c
OKpalMnBaHNEeM reMaToKCUINH-903MHOM
'mcTonornyeckoe uccnegosaHne GMONCUNHOIO
MaTepuana v maTepuana, nony4eHHoro npu
XUPYPruyeckux BMmeLlaTenbcTBax (SH4OCKONUYECKOro
Martepuana; TKaHen >XeHCKOW MON0BOW CUCTEMbI; KOXMU,
MSrKUX TKaHEW; KPOBETBOPHON U NTIUMAONIHON TKaHW;
KOCTHO-XPSILLLEBOW TKaHM)

OLGA-system

KoHcynbTauus rotoBbIxX rmcTonornyeckux npenaparos (1
cTekno + 1 6nok)

MmcToxnmmyeckoe nccnegosanue: - Helicobacter pylori; -
cnmsb

["acTpuT, accouumnpoBaHHbIi ¢ Helicobacter pylori
(rcTonorunyeckuii npochuns)

'cTonornyeckoe uccnegoBaHne 6MoONTaToB Xeryaka
(PAS-peakuus)

BuoncuiHas gnarHocTuka 4epmaTo3oB -
Mopcporiornyeckoe uccregoBaHue 6MonTaToB B LENsX
OnarHocTukm 3aboneBaHui KOXn (Kpome
HoBooGpasoBaHui). (Pathology of skin biopsyes)
KomnnekcHas rmctoxummdeckasi MarHoctuka
3aboneBaHuit BepxHux otaenos XKKT (nuwiesoaa,
xenyaka, 12-tu nepctHom kuwkum)(Complex
morphological and histochemical assessment of diseases
upper digestive system)

"'mcToxmmmyeckoe nccnegoBaHve GUONCUIAHONO U
ornepauuoHHOro Matepwvana
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A08.03.002.000.01

5501

5502

5503

5504

5505

5510

5511

5512

51101

A08.30.046.000.01

A08.30.046.000.02

51106

A27.30.002.000.01

5110-5CIb

5110-10CINB

5110-15CIbB

5110-20CIBb

5110-25CI1Bb

5110-30CIb

5110-35CI1B

5110-40CIbB

581Cr1b

534Cr1b

511-1KCIb

511-2KCIb

511-3KCIb

ISO-cepTndmLmMpoBaHHOE NPOM3BOACTBO
rMMCTONOMMYECKMX NpenapaToB C PYTUHHBLIMU OKpackamu
13 JocTaBneHHOro hKCMpoBaHHOro GUONCUIHOIo
MaTepuana c aekanbLuuHalmen
MonekynsapHo-reHeTuyeckoe nccrnegoBaHune npu
menaHome (BRAF, NRAS)
MonekynsipHo-reHeTu4yeckoe nccriegoBanue npu GIST-
onyxonsix (cKIT, PDGFRa)
MonekynsipHO-reHeTU4Yeckoe nccrnegoBaHne nNpu pake
xenygka (MSI, HER2)

MonekynsipHO-reHeTU4Yeckoe nccneaoBaHne npu
konopekTtansHom pake (MSI, BRAF, KRAS, NRAS)

MonekynapHo-reHeTU4YeCcKoe uccnegoBaHune npu pake
nerkoro (BRAF, KRAS, EGFR, HER2)

MonekynspHO reHeTu4ecKoe nccnegoBaHme KOnMiHoOCTH
reHoB Npu pake MOMoYHON xenesbl (19 reHoB)
MonekynsapHO reHeTu4eckoe nccnegoBaHme npu pake
Tena matku (MSI, POLE)

BbisBneHue TpaHcnokaumi EML4ALK, ROS1 n myTtauun
B reHe MET

Mopdonoruyeckasi 1 mopcomeTpryeckas gnarHocTmka
s3BEHHOro konuTa un 6onesnn KpoHa (Morphological and
morphometric diagnosis of the ulcerative colitis and the
Crohn's disease)

lMaTonoroaHaToMM4eCckoe UccnegoBaHme
ornepaunoHHoro Mmatepwmana (8o 6-tm napaduHOBbLIX
6rokoB.)

[MaTonoroaHaToMm4eckoe nccnegoBaHme
onepaunoHHoro matepuana (6onee 6-Tn napagrHOBLIX
6rokos.)

CraHpapTm3oBaHHOEe MOpONorMyeckoe nccnegoBaHme
CNN3NCTOM 0DOMOYKM TOHKOWM KULIKM Ha uenuakuo (H&E)

MonekynsipHO reHeTU4eckoe NccrnefoBaHve paka
npoctatel ( PTEN, RB1, TP53, BRCA1/2)

KoHcynbTauusi rotoBbIX FMCTOMOMMYECKMX NpenapaTos
(8o 5 napadmHoBbIX 6N1O0KOB M CTEKON)

KOHCyJ‘IbTaLLI/IFl FOTOBbIX TMCTOJIOIrM4YeCKnX npenapaTtoB
(mo 10 crekon + 10 napadunHOBbIX BIIOKOB)

KoHcynbTauums rotoBbIX MMCTONOMMYECKUX NPenapaTos
(mo 15 crekon + 15 napaduHOBbIX BIIOKOB)

KoHcynbTaums roToBbIX MMCTONOrMYECKUX NpenaparTos
(8o 20 crekon + 20 napaduHOBbLIX GITOKOB)

KoHcynbTauusi rotoBbIX FMCTONOMMYECKMX NpenapaTos
(8o 25 crekon + 25 napadunHOBbLIX GITOKOB)

KoHcynbTaums roToBbIx MMCTONOMMYECKMX NpenapaTos
(mo 30 crekon + 30 napadunHOBbIX BIIOKOB)
KoHcynbTaums roToBbIx MMCTONOMMYECKMX NpenaparTos
(oo 35 crekon + 35 napacdumHoBbix 6nokoB) (Consultation
of ready histologic preparations (up to 35 slides + 35
paraffin blocks))

KOHCyJ‘IbTaLLI/IFI FOTOBbIX TMCTOJIOrM4YeCKNX npenapatoB
(8o 40 napacmHOBbBIX 6TOKOB 1 CTEKON)
lMcTonornyeckoe uccrnegoBaHne ¢ NPUMEHEHNEM
AekanbumHauum

'McTonornyeckoe 1 rMcCToXMMMUYecKoe nccrnefoBaHne
npu 3aboneBaHnsAX KOXKN (KpOMe HOBOOBpa3oBaHWUi)

rMcTonorMyeckoe UccrneaoBaHne Manoro
orepaunoHHOro MaTepumana nepeoro Kracca
MMcTonorMyeckoe uccrneaoBaHne onepawumoHHOro
maTtepuana BToporo kracca

MMcTonorMyeckoe uccrneaoBaHne onepawumoHHOro
maTepuana TpeTbero krnacca
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4390,00

11125,00
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511-4KCIB

511-5KCIb

511T'MH-CI1B

551CrIb

579CrIb

580
A08.21.001.000.01

PLUM-TCMNB

PLWM-B

PMX-TI

A08.20.009.002

A08.30.034.000.01

A08.30.034.000.02

A08.30.038.000.01

A08.30.038.000.02

A08.30.013.001.01

A08.30.036

A08.21.001.002.01

'mcTonornyeckoe nccnegoBaHne onepaLmoHHOro
Martepuana 4eTBepToro Knacca

'mcTonornyeckoe nccnegoBaHne onepaLmoHHOro
Martepuana naToro Knacca

'mcTonornyeckoe nccnegoBaHme cockobos
LlepBUKanbHOro KaHana v nofiocTy MaTku npu
pa3genbHOM ANarHoCTUYECKOM BbiCKabnvBaHum
KomnnekcHas ructoxmmuyeckas gmarHoctuka
3aboneBaHun BepxHux otaenoB XXKT
"'mcToxnmmyeckoe nccnegoBaHne GMONCUNHOTO U
onepaumMoHHOro maTtepuana

BuoncuiiHoe nccnegoBaHne CNM3ncTom Xenyaka no
cTaHgapTy MexayHapoaHon knaccudmkaumm OLGA-
system

MynbTncokansHas 6ruoncusa npeacratenbHOW xenesbl

19.2. UmmyHOrucToXummyecKkue nccneposaHmUAa
MIMMyHOrmcToxummnyeckasi uarHoCTuKa paka LLIenK1
maTkm (ki-67, p16INK4a)

MIMMYHOrMCTOXUMUYECKUA CKPUHWHT paka LUEVKN MaTku —
nccrnegoBaHue ABYX MapKepoB Ansi paHHen ANarHoCTUKK
OMCMNa3sum ¢ BbICOKOWM CTENEHbIO pycka
osnokadvecteneHuns: p16INK4a + Ki-67 (buomatepunan
hMKCMPOBaHHLIN B NapadnHOBOM Broke)

Pak Mono4Hom xenesbl - KOMMIEKCHbIN
MMYHOIMCTOXMMUYECKMIN Npodmnb (Buomatepuan
hMKCMPOBaHHBIN B hopManmHoBOM Bydepe)

Pak Mono4Hom xenesbl - KOMMIEKCHbIN
MMYHOIMCTOXMMUYECKMI Npodunb (BromaTepman
(PUKCUPOBaHHbIV B NapadrHoBOM 6rioke)

PeuenTopbl kK 3cTporeHamM 1 NporecTtepoHy
(MMMYHOTMCTOXMMMUYECKOE UccrnegoBaHue)

PeuenTopbl kK 3cTporeHam 1 NporecTtepoHy
(MMMyHOrMCTOXMMUYECKOE MCCneaoBaHWe) B
napadunHoBom 6roke

Ki-67 (MIB-1) skcnpeccusi, UMMYHOTMCTOXUMMUYECKOE
nccnegosaHve (oueHka nponudepaTVBHON aKTUBHOCTU
no akcnpeccuun Ki-67 (MIB-1); Ki-67 (MIB-1) by
Immunohistochemistry, IHC) (6uomatepuan
hUMKCMPOBaHHBIN B hopManmHoBOM Bydepe)

Ki-67 (MIB-1) akcnpeccusl, MMMYHOIMCTOXMMUYECKOE
nccrnegoBsaHue (oueHka nponnudepaTtMBHON akTUBHOCTH
no akcnpeccun Ki-67 (MIB-1); Ki-67 (MIB-1) by
Immunohistochemistry, IHC) (6uomaTtepuan
hMKCMPOBaHHbLIN B NapacnHOBOM Oroke)

HER2/neu akcnpeccusa (HER2-cTaTyc,
UMMYHOIMCTOXMMUYeckoe nccregosanue, UIMX; HER2
status immunohistochemistry, IHC) (buomatepwan
hMKCMPOBaHHLIN B hopManmMHoBoM Bydepe)
Onpepenenne HER2 ctaTtyca onyxonu metogom
nMmmyHodpnyopecueHTHoOn rmbpuausaumm in situ (FISH)
(Determination of HER2 Status of Tumor, Fluorescence
In Situ Hybridization)

Pak npegctatenbHowm xenesbl — KOMMIEKCHOe
UMMYHOTUCTOXMMMYECKOE NCCrieqoBaHNe C OLEHKON
akcnpeccuu: anbda-metunauyun-KoA-pauemassl (P504S,
AMACR), unTOKEPaTUHOB BbICOKOTO MOSEKYIISIPHOrO
Beca (347E12), 6enka p63 (Prostate cancer — complex
immunomorphological examination using assessment of
the expression AMACR, high molecular weight
cytokeratin (34?E12), p63)
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A08.21.001.002.01

A08.30.013.001.02

A08.20.003.002.01

A08.20.003.002.02

A08.20.003.001.01

A08.20.003.001.02

A08.06.003.002.02

A08.06.003.002.01

A08.30.013.000.04

A08.30.013.000.03

A08.01.004.000.02

A08.01.001.002.01

Pak I'IpeJJ,CTaTeJ'IbHOIZ Xenes3bl — KOMMJ1eKCHoe
MMMYHOI'MCTOXMMUNYECKOE nccrnegosaHme C OLleHKOW

akcnpeccuu: anbga-meTtunauyun-KoA-pauemassl (P504S,

AMACR), unTOKEPaTUHOB BbICOKOTO MOSEKYIISIPHOrO
Beca (34?E12), 6enka p63 (Prostate cancer — complex
immunomorphological examination using assessment of
the expression AMACR, high molecular weight
cytokeratin (34?E12), p63)

HER2/neu akcnpeccus (HER2-cTaTyc,
UMMYHOIrMCTOXMMUYecKoe uccrnegosanme, UMX; HER2
status immunohistochemistry, IHC) (6uomartepuan
PUKCUPOBaHHbIV B NapadrHoBOM 611oke)
MMMyHOrmcToxummnyeckas ouarHocTuka XpoHU4YeCcKoro
3HOOMETpUTA — BbIBMNEHME NNasmMaTUYECKMX KIeToK
(CD138) (bnomatepuan oMKCMpOBaHHbLIN B
dopmanuHoBoMm Bydepe)

MMMyHOrmcToxummnyeckas AuarHocTuka XpoHU4YeCcKoro
3HOOMETpUTA — BbIBNEHME NNasmMaTUYECKMX KIETOK
(CD138) (bnomatepuan MKCMpOBaHHbLIN B
napaduHoBoM 6110Ke)

MIMMyHOrMCTOXMMUYECKOE UccrneaoBaHe mapkepa
paHHeW AMarHOCTMKMN ANCMNAa3nn C BbICOKOW CTENEHBIO
pvcka o3nokadecTtBneHus: p16INK4a (buomartepunan
hMKCMPOBaHHBIN B (hopManmMHoBOM Bydepe)
MMMyHOrmcToxumuyeckoe nccnegoBaHme mapkepa
paHHelr AMarHoCTUKN AUCNNa3nn C BbICOKON CTEMNEHbIO
pucka osnokavecteneHus: p16INK4a (buomatepman
hMKCMpPOBaHHbIN B napadnHOBOM Brioke)
UmmyHoructoxumudeckoe (UIMX) uccnegosanue:
AnarHocTuka numdonponudepaTUBHbIX 3aboneBaHni
(buomaTtepuman, 3aknioYeHHbIN B napadHOBLIN B110K)
(Immunohistochemical diagnosis of lymphoproliferative
diseases (Tissue Embedded in Paraffin Block))
UmmyHoructoxummudeckoe (UIMX) uccnegosaHue:
AnarHoctuka numdonponudepaTUBHbIX 3aboneBaHni
(buomaTtepunan, (bMKkCUpoBaHHbIV B (hopManmHOBOM
oydepe) (Immunohistochemical diagnosis of
lymphoproliferative diseases (Fixed Biomaterial in
Formalin Buffer))

UmmyHoructoxummudeckoe (UIMX) uccnegosatnue:
OMarHocTrka ructoreHe3a MeTacta3oB Mnpu
HeyCTaHOBMEHHOM MEPBUYHOM o4are (CNeKTp MapkepoB
ONS BbIABNEHWS TKAHEBOW NPUHALNEXHOCTN)
(bomaTtepuran, 3aknioYeHHbIN B napadHOBLIN G110K)

(Immunohistochemical diagnosis in cancer metastasis of

unknown primary origin (Tissue Embedded in Paraffin
Block))

UmmyHoructoxummudeckoe (UIMX) uccnegosaHue:
AMarHocTrka ructoreHesa metactasos npu
HeyCTaHOBMEHHOM MEPBUYHOM o4vare (CNeKTp MapkepoB
AN BbISIBNEHWS TKAHEBOW NPUHAANEXHOCTN)
(buomaTtepuan, (bMKCUpOBaHHbIV B (hopMannHoOBOM
6ydepe) (Immunohistochemical diagnosis in cancer
metastasis of unknown primary origin (Fixed Biomaterial
in Formalin Buffer))

MmmyHoructoxummnmueckas (UMX) ancddepeHumnansHas
AnarHocTvka MenaHombl (MHUM3NOHHas Groncus,
dhopmanuHoBbI Bydep)

OunddepeHumnansHas AMarHoctTuka MenaHomsbl,
nmmMyHoructoxummndeckoe (MIMX) nccnegosanue, oueHka

akcnpeccun S-100, Melan A (MART-1), HMB-45, SOX-10

(IHC verification of malignant melanoma using

assessment of the expression S-100, Melan A (MART-1),

HMB-45, SOX-10)
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A08.30.013.000.01

A08.30.013.000.05

511IMXCI1b

516I'XCIB

524CrIb

5110rKCrb

51103CIb6

51104CTI1b

51105CINbB

PLUM-BCI1B

PMX-ICIb

PMX-BCIb

525Cr1b

5251CTl1b

5111CIb

5222CTl1b

5112CI1b

532Cr1b

533Cr1b

5113CTI1b

5114CTl1b

5115CI1b

5116CTl1b

MMmyHoructoxmmmnyeckoe uccnegosaHue (1 mapkep):
yTouHsoLlee UIMX-uccnegosaHve ¢ ncnonb3osaHvem 1
aHTuTena (Mapkepa)

MIMMyHOrMcToxmMmmnyeckas aguarHocTuka
HOBOOGPAa30BaHMIN OPraHOB XXEHCKOW pernpoayKTUBHOM
CUCTEMBI.

'cTonornyeckoe uccriegoBaHne MynbTugokansHoOm
Buoncum npeactaTensHon xenesol (MX)
M'mcToxmmmyeckoe nccnegosarve Ha Helicobacter pylori
(Hp)

'McTonornyeckoe n rMcToXMMMYeckoe nccnegosaHme
npu xenmkobakTep-accouunpoBaHHom ractpute (Hp-
racTpwur)

KoHcynbTaumsa roToBbix rmcronornyeckux npenapartos (1
ctekno+1 napaduHoBsbii 6510k) Consultation of ready
histologic preparations (1 glass+1 paraffin block)
l'vcTonornyeckoe nccrnegosaHne matepuana,
MOSTy4EHHOro NPY MarnbIX XMPYPruyeckux onepaumnsx
(Histologic examination of material from minor surgical
procedures)

'mcTonornyeckoe uccriegoBaHne onepawlmoHHOro
MaTepuana (ao 6 napacmHoOBbIX 6IIOKOB)
McTonornyeckoe nccregoBaHne onepaLmMoHHOro
MaTepuana (bonee 6 napadumHoBbix 6nokoB) Histologic
examination of surgical material (more than 6 paraffin
blocks)

MMMyHOrmcToxummnyeckasi AuarHoCTUKa paka LLUenKkm
maTkm (ki-67, p16INK4a)

MIMMyHOrmcToxummuyeckasi uarHoCcTuKa paka MOJTIO4HOW
xene3sbl (MXK) (peuenTopbl kK acTporeHam u
nporectepoHy, Ki-67, HER2/neu) (Immunohistochemical
diagnosis of breast cancer (estrogen and progesterone
receptors, Ki-67, HER2/neu))

VIMMyHOrMCTOXMMMYECKas AMarHoCThKa paka MOMOYHOM
xenesbl (MX) (peuenTopsbl K 3CTporeHam u
nporectepoHy, Ki-67, HER2/neu) (Immunohistochemical
diagnosis of breast cancer (estrogen and progesterone
receptors, Ki-67, HER2/neu))

MMMYHOIMCTOXMMUYECKOE UCCneqoBaHne peLenTopoB K
3CTporeHam 1 NporecTepoHy

VIMMyHOrMCTOXUMUYECKOE MCCrneaoBaHMe peLenTopoB K
3CTpOreHam u NporecTepoHy
VIMMYHOrMCTOXMMUYECKOE UCCIeLOoBaHMe
nponudepaTnBHon akTuBHocTH (Ki-67)
VIMMYyHOrMCTOXMMHUYECKOE UccneaoBaHme
nponudepaTnBHon akTuBHoCcTH (Ki-67)
MmmyHornctoxumuydeckoe nccnegosaHve HER2/neu
crartyca

MIMMyHormctToxummuyeckasi ouarHocTuka paka
npeactatensHon xernesbl (AMACR, untokepatuH
34bE12, p63)

MMMyHormctToxummuyeckasi ouarHocTuka paka
npeactatensHon xernesbl (AMACR, untokepatnH
34bE12, p63)

MmmyHoructoxmmmndeckoe uccnegosaHme HER2/neu
crartyca

MIMMyHOrMCTOXMMMUYECKas ANarHoCTUKa XPOHUYECKOro
aHgomeTputa (CD138)

MIMMyHOrMCTOXMMMUYECKas ANarHoCTUKa XPOHUYECKOro
aHgomeTputa (CD138)

MIMMyHOrMCTOXMMUYECKOE UCCrneaoBaHe Mapkepa
paHHeW ANarHOCTMKN ANCMNA3nn C BbICOKOW CTEMNEHbIO
pucka o3snokadectneHuna: p16INK4a
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5117Cr1b

5118CIb

5119CTI1b

5120CIb

5121CrI1b

537CIb

549Cr1b

550CrI1b

51106K

51107

5144Cr1b

5145CTl1b

554Cr1b

A08.30.046.000.01

587

588

589

586

MIMMyHOrMcToxmMmmnyeckoe uccnegoBaHme mapkepa
paHHelr AMarHoCTUKM AUCNNAasnun C BbICOKON CTEMNEHbIO
pucka osnokavecteneHus: p16INK4a

MmmyHoructoxmmmnyeckoe (UIMX) ncenegoeaHume:
anarHoctuka numdonponmdepaTuBHbIX 3aboneBaHui
(briomatepuarn, 3akniovYeHHbIN B napadmHOBbIA B0K)
MmmyHoructoxmmmndeckoe (UIMX) nccnegoeaHume:
AnarHoctuka numdonponmdepaTnBHbIX 3aboneBaHni
MaTepwuan, pmkcmpoBaHHbIn B 3abydepeHHom 10%
pactBope dopmanmHa

UmmyHoructoxumudeckoe (UIMX) uccnegosanue:
AVarHocTvka ructoreHe3a MeTacTasoB npu
HeyCTaHOBMIEHHOM MEPBUYHOM o4are (CNeKkTp MapkepoB
ONS BbISIBNEHWS TKAHEBOW NPUHAANEXHOCTN)
(briomatepman, 3aknoveHHbIV B napadrHoBbIA B0k

MMMyHormctToxummuyeckasi guarHocTuka ructoreHesa
MeTacTa3oB Npu HeyCTaHOBIEHHOM NEPBUYHOM ovare
MMmyHormctoxumuyeckoe nccnegosaxuve (1 mapkep):
yTouHsowee UMX-nccnegosaHune ¢ cnosnib3oBaHnem 1
aHTUTena (Mapkepa)

MMMyHOrMcToXummnyeckoe nccrnegoBaHme aKkCnpeccum
PD-L1 knoH SP263 (Ventana) (Immunohistochemical
study of PD-L1 expression clone SP263 (Ventana))
Onpepnenenue akcnpeccun 6enka PD-L1 B TkaHu
onyxonu metogom UIMX ¢ ncnonesosaHnem aHTUTEN K
PD-L1 knoH SP142 (Ventana). (PD-L1 expression in
tumor tissue by IHC using PD-L1 clone SP142 (Ventana)
antibodies).

KoHcynbTauusi rotToBbIX FTMCTONOMMYECKMX NPenapaToB
CNM3UCTOM 0B0NOYKM TOHKOWM KMLLKU MPU OUArHOCTUKE
uenuakum (1 6nok + 1 cTekno)

'mcTonornyeckoe uccrnegoBaHne onepalmoHHOro
matepuana (13-40 napadurHoBbix 6nokoB) (Histologic
examination of surgical material (13-40 paraffin blocks))
KomnnekcHoe nccnegosaHve Ans AMarHoCTUKK
XpoHuyeckoro aHgomeTputa (CD138, CD4, CDS,
CD20)(Comprehensive study of chronic endometritis
(CD138, CD4, CD8, CD20)

KomnnekcHoe nccrnegoBaHue XpoOHUYECKOro
angomeTputa (CD138, CD4, CD8, CD20)

Onpepnenenue akcnpeccun 6enka PD-L1 B TkaHu
onyxonu metogom UIMX ¢ ncnonb3oBaHnem aHTUTEN K
PD-L1 knoH 22C3 (Dako)

'mcTonornyeckoe uccnegoBaHne GMONCUNRHOTO
maTepuana: [JobpokadeCTBEHHbIE OMYyXOSN KOXU pPasHbIX
nokanu3sauumn ScHoro reHesa (nNanuniomMbl, HEBYCbI,
6opoaaBkm)

Cockobbl LiepBrKanbHOro kaHana v nonoctn matku (6es
aucnnasun) 1 nokanusauus!;

[obpokayecTBeHHbIE 3a00/1eBaHNSA MOJTOYHOM Xenesbl
6e3 gucnnasum (PKb,pnbpoageHoma), MNnaveHTa

OnpepneneHune TpaHcnokauum reHa ALK
MMMYHOI'MCTOXMMNYECKMM MEeTOAO0M nccrnenoBaHua

Onpegenexune TpaHcnokaumm reHa ROS1
UMMYHOTUCTOXMMMUYECKUM METOAOM MUCCINEAOBaHNSA

OnpeneneHne MUKpocaTenIMTHON HEeCTabMIbHOCTM
UMMYHOTMCTOXUMWYECKUM METOAOM MCCrefoBaHus
VIMMyHOrMcTOXMMM4ecKas gMarHocTrka nepBUYHbIX
HOBOOGpPa30BaHWI LEeHTpanbHON HEPBHOW CUCTEMbI
(Immunohistochemical diagnostics of primary tumors of
the central nervous system)
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2965,00

10990,00
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537(2AT)

537(3AT)

537(4AT)

537(5AT)

537(6AT)

537(7AT)

537(8AT)

537(9AT)

537(10AT)

515UIrX
537MNIrX

537M-Crb

5800LGAHP

5144UTMX

5145U1IX

5114K

5115K

537-2CrI1b
537-3Cl1b
537-4Clb
537-5Clb

MMMyHOrmcToxummuyeckoe uccnegosaHuve (2 mapkepay):
yTouHsoLee UIMX-nccnegosaHme ¢ UCnonb3oBaHveM 2
aHTuTen (Mapkepos) (Immunohistochemical study (2
antibodies): IHC study using 2 antibodies (markers))
MMMmyHormctoxumuyeckoe uccnegosaxue (3 Mmapkepa):
yTouHsoLee UIMX-nccnegosaHme ¢ ncnonb3oBaHvem 3
aHTuten (MapkepoB) (Immunohistochemical study (3
antibodies): IHC study using 3 antibodies (markers))
MIMMyHOrMcToxummu4yeckoe uccrnegoBaHme (4 MmapkepoB):
yTouHsowee UMX-nccnegosaHune ¢ ncnosnb3oBaHnem 4
aHTuTten (MapkepoB) (Immunohistochemical study (4
antibodies): IHC study using 4 antibodies (markers))
MMmMmyHormctoxummuyeckoe nccnegosaHme (5 mapkepos):
yTouHsoLee UIMX-nccnegosaHme ¢ UCNonb3oBaHMEM 5
aHTuten (Mmapkepos) (Immunohistochemical study (5
antibodies): IHC study using 5 antibodies (markers))
MMMyHOrmcToxummuyeckoe nccnegoBaHme (6 Mapkepos):
yTouHsoLee UIMX-ncenegosaHme ¢ ncnonb3oBaHveM 6
aHTuTen (MapkepoB) (Immunohistochemical study (6
antibodies): IHC study using 6 antibodies (markers))
MMMyHOrmcToxummuyeckoe mccnegoBaHme (7 MapkepoB):
yTouHsowee UMX-nccnegosaHune ¢ ncnonb3oBaHnem 7
aHTuTen (MapkepoB) (Immunohistochemical study (7
antibodies): IHC study using 7 antibodies (markers))
MMmyHormctoxummuyeckoe mccnegosaHme (8 mapkepos):
yTouHsowee UIMX-ncenegosaHme ¢ ncnonb3oBaHvem 8
aHTuTen (MapkepoB) (Immunohistochemical study (8
antibodies): IHC study using 8 antibodies (markers))
MmMmyHormctoxummuyeckoe nccnegosaHme (9 mapkepos):
yTouHsowee UMX-nccnegosaHune ¢ ncnonb3oBaHnem 9
aHTuTen (MapkepoB) (Immunohistochemical study (9
antibodies): IHC study using 9 antibodies (markers))
MmMmmyHornctoxummnydeckoe mccnegosanme (10
MapkepoB): yTouHswee NIMX-nccneposaxmve ¢
ucnonb3oBaHvem 10 aHTUTEN (MapkepoB)
(Immunohistochemical study (10 antibodies): IHC study
using 10 antibodies (markers))
MIMMyHOrMcToXxummu4yeckoe ncregoBaHme
TpenaHobuonTata KOCTHOrO Mo3ra

MMmyHoructoxmmmnyeckoe okpawmsaHue (1 mapkep) ¢
aHTUTENnamun BbICOKOW LIEHOBOW KaTteropuu

MMmyHoructoxmmmnyeckoe okpawmsaHue (1 mapkep) ¢
aHTMUTENamm BbICOKOW LIEHOBOW KaTeropmm
BuoncuitHoe uccnegosaHme CnNM3nMCcTOM xenyaka no
cTaHgapTy MexayHapogHon knaccudmkaumm OLGA-
system c onpegeneHnem Xenukobakrep lNunopwu
KomnnekcHasa UIMX -guarHocTnka XpoHNYeCKoro
aHgomeTputa: CD138, CD4, CD8, CD20 (6uoncuiHbIv
maTepuan, opmannHoBbi Bydep)

KomnnekcHasa UIMX -guarHocTnka XpoHNUYEeCKOoro
aHgomeTpuTta: CD138, CD4, CD8, CD20 (6uoncuiiHbIii
maTepuan, napacguHoBbI OnoK)
MmmyHoructoxummnyeckas auardHoctuka (MMX)
XpoHuyeckoro aHaomeTputa, CD138 (acnupar,
hopmanumHoBbI Bydep) ¢ nogcHeTom KonmyecTea
nnasMaTU4eckmnx KneTok

MMMyHOrmcToxummuyeckasi guarHoCTuka XpoHMYeCcKoro
3HAOMETPUTA — BbISBIIEHNE U MOACHET
MMMYHOMO3UTUBHbLIX NriadMaTtndecknx knetok (CD138)
(6riomartepuman, UKCUpPOBaHHbIM B napadomHOBOM G110Ke)
MIMMyHOrMcTOXMMmn4yeckoe uccrnegoBaHue (2 aHtutena)
MMMyHOormctoxmmmyeckoe uccnegoBaHue (3 aHturena)
MMmyHoructoxmmmnyeckoe uccnegoBsaHue (4 aHtutena)
MMmyHormctoxummuyeckoe uccnegosanme (5 aHtuten)
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43565,00
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537-6CIb
537-7CINb
537-8CIb
537-9CrI1b
537-10Cl1b

535CI1b

536CI1b

552CrIb

553CI1b

556CT1B
50110LLPK

521

A08.30.039.000.01

A08.30.039.000.02

A08.30.039.000.03

A08.30.013.000.02

A08.09.002.002

5118PL|

5119PL

5120PL}

5121PL|
5110-30
5110-35

5110-40

MIMMyHOrmctToxmmmnyeckoe uccnegoBanue (6 aHtuten)
MIMMyHOrMctToxmmmnyeckoe uccnegoBanue (7 aHtuten)
MIMMyHOrMcToxmmmyeckoe uccnegoBaHue (8 aHtuten)
MMmyHoructoxmmmnyeckoe uccnegoBsaHue (9 aHtuten)
MmmyHoructoxmmmnyeckoe uccnegosanme (10 aHtuten)
MmmyHoructoxmmmnyeckaa anddepeHumnansHas
OnarHocTka MenaHomMbl, buomatepuan UKCUPOBaHHbIN
B pacTBope copmanuHa

MMMmyHormctoxummnyeckas andgdepeHumnansHas
OMarHocTrka MenaHombl, bruoMaTtepuman UKCMPOBaHHbIN
B napaduHoBoM broke

MMMyHOFVICTOXI/IMI/ILIeCKaFl AnarHoCTuka
HOBOOGpa3OBaHMl7I XKenyao4yHO-KMLWEeYHOro Tpakrta
MMMyHOI'VICTOXVIMVI‘-IeCKaFI AanarHocTtumka
HOBOOGpa3OBaHMl7I J1erkoro

MIMMyHOrmcToxmmmnyeckas guarHocTuka
HOBOOGPA30BaHMWI XEHCKON PenpPOaYKTUBHOW CUCTEMbI
MMMyHormctToxummuyeckasi guarHocTuka
HOBOOOpPa30BaHW LUMTOBUOHOM Xenesbl
[narHoctuka xpoHudeckoro aHgomeTputa: CD20+,
CD56+, CD138+, DP-DQ&DR

OnpepneneHue akcnpeccun 6enka PD-L1 B TkaHu
onyxonu metogom UIMX ¢ ncnone3oBaHMemM aHTUTEN K
PD-L1 knoH SP263 (Ventana).

Onpepnenenue akcnpeccun 6enka PD-L1 B TkaHu
onyxonu metogom UIMX ¢ ncnonesosaHnem aHTUTEN K
PD-L1 knoH SP142 (Ventana).

Onpepnenenue akcnpeccun 6enka PD-L1 B TkaHu
onyxonu metogom UIMX ¢ ncnone3oBaHvemM aHTUTEN K
PD-L1 knoH 22C3 (Dako).

MMMyHOrmcToxummuyeckas guarHocTuka
HOBOOOpPa30BaHWI XeryA0YHO-KMULLEYHOro TpakTa.
MMMyHOrmctToxummuyeckas guarHocTuka
HOBOODOpPa3oBaHMIN Nerkoro

MmmyHoructoxummnyeckoe (UIMX) nccnegosaHue:
AvarHocTvka numdonponudepaTBHbIX 3abonesaHuii ¢
KOHCynbTaLumeln B 3kcnepTHOM nabopaTopun ctatyca
«PedepeHc-LeHTp»

MmmyHoructoxummnyeckoe (UIMX) nccnegosaHue:
AnarHocTrka numdonponudepaTnBHbIX 3abonesaHnii ¢
KOHCynbTauumen B akcnepTHom naboparopum ctatyca
«PedepeHc-LeHTp»

UmmyHoructoxummudeckoe (UIMX) uccnegosanue:
AMarHocTrka ructoreHesa metactasos npu
HeyCTaHOBMNEHHOM MepPBUYHOM o4are (CNeKkTp MapkepoB
ONS BbIABNEHUSA TKAHEBOW NPUHAANEXHOCTU) C
KOHCynbTaumewn B akcnepTHoM nabopaTtopun ctatyca
«PedepeHc-LeHTp»

MmmyHoructoxummnyeckoe (UIMX) nccnegosaHue:
AnarHocTrka ructoreHesa Metactasos rnpu
HeyCTaHOBMEHHOM MEPBMYHOM o4vare (CMeKTp MapkepoB
ONS BbISIBNEHUSA TKAHEBOW NPUHAAEXHOCTH) C
KOHCyfnbTauuMen B 3kcnepTHoW nabopatopun ctatyca
«PedepeHc-LeHTp»

KoHcynbTauusi rotToBbIX MMCTONOMMYECKUX NPenapaTos
(8o 30 napacmHOBbBIX 6ITOKOB 1 CTEKON)

KoHcynbTaums rotToBbIX MMCTONOMMYECKUX NpenaparTos
(8o 35 napacdurHoBbIX 61OKOB M CTEKON)

KoHcynbTauusi rotoBbIX FIMCTONOMMYECKMX NPenapaTos
(mo 40 napacdurHOBbIX 6IOKOB M CTEKONN)

20. UWTOFEHETUYECKUE UCCNNEQOBAHUA
20.1. LiuToreHeTnyeCcKue nccnenoBaHms
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A12.05.013

A08.30.029.002

A12.05.013.000.02

A12.05.013.000.03

A12.05.013.000.04
A12.05.013.000.01
A12.05.013.000.05
A12.05.013.000.01

7824

A08.30.029.001

A27.05.017.000.03

A27.30.069

A27.05.017.000.01

777734

A27.30.013.000.01

A27.30.013.000.02

A27.30.013.000.03

A27.05.061.000.01

A27.05.013.000.01

A27.05.013.000.02

A12.05.013.000.06

777742PML

777743RUN

VccnegosaHue kapmotuna (KOnNMYecTBEHHbIE U
CTPYKTYpPHble aHOManuun xpomocoM) (Karyotype)
VccnepoBaHue kapuoTtuna (KonmyecTBeHHbIe U
CTPYKTYPHbIE aHOManumm XxpomMocoMm) ¢ 06s3aTensHoON
Bbl4aven kapmorpammbl

Kapuotun nnoga (abopTHbIN maTepuan)
VMccnegosaHne xpomocom B abOpTMBHOM MaTtepwmarne,
CKPWHWHT

VccnepoBaHune xpomocoM B abopTUBHOM MaTtepuane,
pacLmnpeHHoe

XPOMOCOMHBbIV MUKPOMATPUYHbIA aHanm3

XMA abopTHoro matepuana

XPOMOCOMHBI MUKPOMaTPUYHBIN aHanm3 abopTUBHOIO
Martepuana pacluMpeHHbI

KapuoTtun ¢ abeppaumamu (npyu Bo3gencrasnm
MyTareHHbIX (0aKTOPOB U OHKOreMaToNorM4ecknx
3abonesaHusXx)

21. OHKOrEHETUYECKUE NCCNEOOBAHUA

21.1. OHKOreHeTU4YeCKMe uccnesoBaHus
LinToreHeTnyecknii aHanma KneTok KOCTHOro Mosra
(kapuoTun) (Cytogenetic analysis of bone marrow
(karyotype))

AHanus xumepHoro reHa BCR/ABL - t(9;22),
onpegenexHne tuna TpaHckpunTa BCR/ABL rena - MNLUP,
kadecTB. (Analysis of chimeric gene BCR-ABL - t(9;22),
assessment of the BCR-ABL gene transcript type, PCR,
gualitative)

AHanua oTHocutenbHoun akcnpeccun reHa BCR/ABL -
konudectBeHHasd RQ MUP (MNUP B peansHoOM BpemeHu,
konnd.) (Analysis of the BCR/ABL relative expression,
RQ-PCR, gquantitative)

WccneposaHue myTauunoHHoro ctatyca BCR-ABL reHa
(meTog npsimoro cekBeHupoBaHus no CaHrepy) (BCR-
ABL1 Mutation Analysis using direct Sanger sequencing,
qualitative)

AHanuna xumepHoro reHa BCR-ABL (FISH, konuy.)
(Analysis of chimeric gene BCR-ABL, FISH, quantitative)
AHanus nepectpoek reHa FGFR1 (FISH, konuy.)
(Analysis of gene rearrangements FGFR1 (FISH,
quantitative))

AHanus nepectpoek reHa PDGFR?(FISH, konwny.)
(Analysis of gene rearrangements PDGFR? (FISH,
guantitative))

AHanuna xumepHoro reHa FIP1L1/PDGFR?(FISH, konwny.)
(Analysis of chimeric gene FIP1L1/PDGFR? (FISH,
guantitative))

AHanus mytauun B 12 ak3oHe JAK2 rena (MNUP, kau.)
(Analysis of JAK2 Exon 12 mutations (PCR qualitative))
AHanua myTtaumm n geneumm B reHe MPL (MUP, kay.)
(Analysis of MPL gene mutations, deletions, (PCR
qualitative))

AHanus myTtauun, geneuun, nHcepuum B reHe CALR
(MUP, kay.) (Analysis of CALR gene mutations,
deletions, insertions, PCR, qualitative)

Kapuotun oHkoremartonormnyeckui (Karyotype,
Hematologic Disorders, Peripheral Blood)

AHanua xumepHoro reHa PML/RAR? -1(15;17) (MNUP,
kau.) (Analysis of chimeric gene PML/RAR? -t(15;17)
(PCR, qualitative))

AHanus xumepHoro reHa RUNX1/RUNX1T1 -1(8;21) (
MUP, ka4.) (Analysis of chimeric gene RUNX1/RUNX1T1
-1(8;21) (PCR, qualitative))
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AHanua xumepHoro reHa CBF?/MYH1- inv(16),t(16;16)
(MUP, kav) (Analysis of chimeric gene CBF?/MYH1-

777744CBF inv(16),t(16;16) (PCR, qualitative)) 2895,00 py6
AHanuns nepectpoek 5 xpomocomsl (FISH, konwny.)
(Analysis of chromosome 5 rearrangements (FISH,

A27.30.099.000.11 guantitative)) 11565,00 py6
AHanus nepectpoek 7 xpomocombl (FISH, konuny)
(Analysis of chromosome 7 rearrangements (FISH,

A27.30.099.000.14 guantitative)) 11565,00 py6
Ananus nepectpoek MLL reHa (FISH, konuy.) (Analysis

777749MLL of MLL gene rearrangements (FISH, quantitative)) 11565,00 py6
Ananus nepectpoek 3q (FISH, konuny.) (Analysis of 3q

A27.30.099.000.03 rearrangements (FISH, quantitative)) 11565,00 py6
Ananus geneumnn 12p (FISH, konuny.) (Analysis of 12p

A27.30.099.000.13 deletion (FISH, quantitative)) 11565,00 py6
Ananus geneunn 20q (FISH, konny.) (Analysis of 20q

A27.30.099.000.16 deletion (FISH, quantitative)) 11565,00 py6

AHanus xumepHoro reHa MLL/AF4 -t(4;11) (INUP, kau.)
(Analysis of chimeric gene MLL/AF4 -t(4;11) (PCR,
A27.05.017.000.02 qualitative)) 2895,00 py6
AHanma xumepHoro reHa E2A/PBX1 - t(1;19) (MUP, kau4.)
(Analysis of chimeric gene E2A/PBX1 - t(1;19) (PCR,

A27.05.017 qualitative)) 2895,00 py6
AHanuns geneuunn TP53 rena (FISH, konuy.) (Analysis of

777791TP53 TP53 gene deletion (FISH, quantitative)) 11025,00 py6
Ananus geneuunmn TP53 rena (FISH, konuy.) (Analysis of

A27.30.099.000.12 TP53 gene deletion (FISH, quantitative)) 12345,00 py6
Ananus nepectpoek IGH reHa (FISH, konuny.) (Analysis of

A27.30.099.000.10 IGH gene rearrangements (FISH, quantitative)) 11565,00 py6

AHanuna TpaHcnokauuu t(4;14)(p16;932) (FISH, konny.)
(Analysis of translocation t(4;14)(p16;932) (FISH,
777756TH quantitative)) 11025,00 py6
AHanuna TpaHcnokauum t(11;14)(q13;932) (FISH, konuy.)
(Analysis of translocation t(11;14)(q13;932)
777757TQQ (FISH,quantitative)) 11565,00 py6

AHanus moHocomuu, geneumm 13 xpomocombl — (del(13),
-13) (FISH, konuy.) (Analysis of chromosome 13
A27.30.099.000.01 monosomy, deletion — (del(13), -13) (FISH,quantitative)) 11025,00 py6

AHanus moHocomuu, geneumm 13 xpomocomsbl — (del(13),
-13) (FISH, konny.) (Analysis of chromosome 13

A27.30.099.000.07 monosomy, deletion — (del(13), -13) (FISH,quantitative)) 11565,00 py6
AHanuna TpaHcnokauuu t(14;16) (IGH/MAFB) (FISH,
konmd.) (Analysis of translocation t(14;16) (IGH/MAFB)

777793IGH (FISH,quantitative)) 11025,00 py6
AHanuna TpaHcnokauuu t(14;16) (IGH/MAFB) (FISH,
konwny.) (Analysis of translocation t(14;16) (IGH/MAFB)

777759IGH (FISH,guantitative)) 11565,00 py6
AHanuna nepectpoek ATM rena (FISH, konuy.) (Analysis

A26.19.011.000.01 of ATM gene rearrangements (FISH, quantitative)) 12345,00 py6
AHanua Tpucomun 12 xpomocomsl (+12) (FISH, konny.)

A27.30.099.000.15 (Analysis of chromosome 12 trisomy (FISH, quantitative)) 11565,00 py6

AHanma Bcex cneuundmryeckmnx abeppauuin Ha
napaduHoBbIx cpe3ax (rmcTtoFISH, konuy.) (Analysis of
all specific aberrations on paraffin slides (FISH Histology,
B03.019.001.000.03 guantitative)) 16450,00 py6
AHanus TpaHcnokauum t(11;14)(q13;932) Ha
napaguHoBbix cpesax (rmctoFISH, konuy.) (Analysis of
translocation t(11;14)(q13;q32) on paraffin slides (FISH
B03.019.001.000.05 Histology, quantitative)) 16450,00 py6
AHanus TpaHcnokaumm t(11;18)(g21;921) (FISH, konny.)
(Analysis of translocation t(11;18)(q21;921) (FISH,
777763TQQ guantitative)) 11565,00 py6



B03.019.001.000.02

B03.019.001.000.02

777765MYC

T77772TPQ

A27.30.099.000.09

A27.30.099.000.09

A27.05.012
OBC132
OBC135
OBC136
OBC137
OBC138
OBC139
OBC140
OBC141
OBC142

OBC143
OBC144
548

A27.30.010.000.01

A27.30.016

A27.30.106.000.01
A27.30.008
A27.30.013

A27.30.006
A27.30.007

A27.30.001
A27.30.012.000.01
A27.30.017
A27.30.018

AHanus nepectpoek reHa BCL- 6 (der(3)(q27)) (FISH,
konud.) (Analysis of BCL- 6 gene rearrangements
(der(3)(g27) (FISH, quantitative))

AHanus nepectpoek reHa BCL- 6 (der(3)(q27)) Ha
napaduHoBbix cpesax (McToFISH, konuy.) (Analysis of
BCL- 6 gene rearrangements (der(3)(g27)) on paraffin
slides (FISH Histology, quantitative))

AHanus nepectpoek MYC rena ( t(8;14)(q24;932)-
t(2;8)(p11;924), t(8 ;22)(q24;q11)) (FISH, konuy.)
(Analysis of MYC gene rearrangements
(1(8;14)(q24;932)-1(2;8)(p11;q24), 1(8 ;22)(q24;911)
(FISH, quantitative))

AHanus TpaHcnokaumm t(2;5)(p23;935) Ha napadmHOBbIX
cpesax (mmcTtoFISH, konuy.) (Analysis of translocation
t(2;5)(p23;935) on paraffin slides (FISH Histology,
guantitative))

AHanus nepectpoek BCL2 reHa
t(14,18)(q32;921),t(2;18)(p11;921),1(18;22)(q21;q11)
(FISH, konunu.) (Analysis of BCL2 gene rearrangements
t(14;18)(q32;921),t(2;18)(p11;921),t(18;22)(q21;911)
(FISH, quantitative))

AHanuns nepectpoek BCL2 reHa Ha napaduHOBbIX
cpesax (mmcToFISH, konuu.) (Analysis of BCL2 gene
rearrangements on paraffin slides (FISH Histology,
guantitative))

Mapkep pa3Butuns Ph’-HeraTnBHbIX XPOHUYECKNX
MuenonponudepatmeHbix 3abonesaHun (XMIM3):
KayeCTBEHHas OLEHKa Hannynsa CoMaTu4eckon mMmytaumu
617F rena JAK2 (Marker of Ph-negative Chronic
Myeloproliferative Disorders (cMPD): qualitative
assessment of presence of gene JAK2 617F somatic
mutation)

MaHenb MNMepBUYHLIN MMenoduodpos

MaHenb Jlumdoma 13 kneTok MaHTUMNHOW 30HbI
MaHenb Jlumdoma bepkuta

MaHenb M'Mnep303MHOMUNBLHBIA CUHAPOM

Manenb ®onnukynspHas numdoma

Manens MANT-numdoma

MaHenb OcceHumansHaa TpoMmbouuTeMuns

MaHenb cTuHHas nonuuutemus

MaHenb OuddysHas B-kpynHokneTovHas numdoma
MaHenb XpoHunyeckun muernonenkos (Panel Chronic
myelogenous leukemia, CML)

MaHenb OcTpble NMMGOO6IAcTHbIE NENKO3bI
OnpegeneHune akcnpeccum PDL1

OnpegeneHne pacnpocTpaHeHHbIX MyTaLuiA reHOB
BRCA1,BRCA2 npu pake MOSIOYHON »ene3bl U SUYHNKOB
B OmMoncuiHom maTepuane

Wccneposanne myTtauun B reHe EGFR (geneumm un
nHcepunn B 19 3k3oHe, nHcepuum B 20 3K30HE
(accoummnpoBaHHbIE C PE3NCTEHTHOCTLIO K TKIN)
OnpepeneHue rmnepakcnpeccun reHa HER2
(KOMMMHOCTb reHa)

Hetekuuna myTtaumm V60OE B reHe BRAF
OnpepneneHue myTtaumin reHa PDGFRa
O6HapyxeHne mytauuni B 12, 13, 59, 61, 117, 146
kogoHax reHa KRAS

O6HapyxeHne mytauuni B 12, 13, 59, 61, 117, 146
kogoHax reHa NRAS

OnpegeneHne MUKpOCaTENMTHON HECTAOMIBHOCTK
(MSI)

Onpepnenexune mytaumi reHa cKIT

Onpepnenenune nepectpoek reHa ALK

Onpepnenenune nepectpoek reHa ROS1

11565,00

16450,00

11565,00

16450,00

11565,00

16450,00

3850,00

22380,00
29090,00
29090,00
38040,00
29090,00
39560,00
22380,00
19735,00
29090,00

16140,00
15990,00
10895,00

7970,00

9800,00

16375,00
7050,00
14850,00

7510,00
7510,00

7595,00
16375,00
8655,00
8655,00

py6

py6

py6

py6

py6

py6

py6
py6
py6
py6
py6
py6
py6
py6
py6
py6

py6
py6
py6

py6

py6

py6
py6
py6

py6
py6

py6
py6
py6
py6



A27.30.058.000.01
A27.30.052.000.01
A27.30.051
A27.30.112.000.01
A27.30.058
A27.30.057
777728

777730

A27.30.006.000.01

583

A27.30.070

777702

7306

7078

7079

584

585

7082

77782

77783
77784
77785

77786

777780

777781
777782

777783

77787

77788

77789

77790

MyTauum B reHe POLE

MyTtaunn B reHe IDH2

MyTtaunn B reHe IDH1

MyTauua PIK3CA

OnpepneneHue TpaHcnokaumm 1p/19q

OnpepeneHue metunupoBaHus reHa MGMT
Onpegenexne abepauun C228T n C250T B reHe TERT
MyTtauumn B reHe MET

MonekynspHo-reHeTu4eckoe nccnegoBaHue
onepaumMoHHOro maTepuvana WITOBUOHON Xxene3bl Ans
onpegeneHunsa mytauun reHoB KRAS, NRAS, HRAS,
BRAF, TERT (Molecular genetic study of thyroid surgical
material to determine mutations of KRAS, NRAS, HRAS,
BRAF, TERT genes)

KoHCynbTaTUBHbLIN NPOCMOTP ¥ MOMEKYNSAPHO-
reHeTn4ecKoe uccnefoBaHne WMTOBUOHOM Xernesbl
AHanus oTHocuTenbHoOW akcnpeccumn reHa BCR/ABL
p190, konuyecTtBeHHasa RQ MUP (B peanbHOM BpeMeHM)
(PCR analysis of the relative expression of the BCR/ABL
p190 gene — quantitative RQ PCR (real time))
MyTaLMOHHbIN cTaTyc reHoB BapuabernbHbIX y4acTKOB
nmmyHornodynuHoe (IGHV), NMUP (IGHV mutational
status, PCR

MUP aHanu3 xumepHoro reHa BCR-ABL-t(9;22) (p230)
(ka4yecTBEHHO)

MonekynspHo-reHeTu4eckoe nccnegoBaHne
naTosIorM4eckoro MeTunnpoBaHus reHa SEPT9
MonekynspHo-reHeTu4Yeckoe nccrnegoBaHne
TpaHcnokaumm reHa RET

OnpegeneHune TpaHcnokauum reHa ALK metogom
dnyopecueHTHoM in situ rubpuansauum (FISH)
Onpepgenenune TpaHcnokaumm reHa ROS1 metogom
chnyopecueHTHou in situ rmbpuamsauum (FISH).
MonekynspHo-reHeTU4Yeckoe nccnegosaHue npu
CEMENHOM Meay INAPHOM pake LLMTOBUOHOW Xernesbl 1
cnHapomax M3H 1/2 (3k30HbI 10, 11, 13 - 16 reHa RET u
3k30H 10 reHa MEN1)

Ananua xumepHoro reHa RUNX1/RUNX1T1-t(8;21)
(FISH, konwnuy.)

AHanus xumepHoro reHa CBFB/MYH11-inv(16), t(16;16)
(FISH, konuny.)

AHanus TpaHcnokauum t(8;14) (FISH, konuy.)

AHanus TpaHcnokaumm t(8;9) PCM1/JAK2 (FISH, konuy.)
AHanus xumepHoro reHa PML/RARA-t(15;17) (FISH,
KOmnmy.)

AHanus TpaHcnokauum t(8;14) Ha napadmHOBbLIX cpe3ax
(rnctoFISH, konny.)

AHanuna nepectpoek reHa MALT1 Ha napad1HOBbIX
cpesax (rmcToFISH, konny.)

AHanua TpaHcnokauuu t(4;11) (FISH, konuy.)

AHanus TpaHcnokauum t(14;18) Ha napadmHOBBIX cpesax
(rnctoFISH, konny.)

AHanua Tpucomun 8 xpomocomsl (+8) (FISH, konny.)
(Analysis of chromosome 8 trisomy (FISH, quantitative))

AHanus TpaHcnokauum t(1;19) (FISH, konu4.) (Analysis of
translocation t(1;19) (FISH, quantitative))

AHanuna nepectpoek reHa MALT1 (FISH, konny.)
(Analysis of the MALT1 gene aberrations (FISH,
guantitative))

Ananuna geneumnn B reHe CDKN2A (FISH, konny.)
(Analysis of the CDKN2A gene deletion (FISH,
guantitative))

9650,00

13525,00
13525,00
13525,00
12930,00
13525,00
9650,00

14280,00

15035,00

16775,00

8790,00

20825,00

8810,00

9990,00

12990,00

14990,00

14990,00

9990,00
15220,00

15220,00
15220,00
18890,00

15220,00
25720,00

25720,00
15220,00

25720,00

15220,00

15220,00

15220,00

15220,00

py6
py6
py6
py6
py6
py6
py6
py6

py6

py6

py6

py6
py6
py6

py6
py6

py6

py6
py6
py6
py6
py6
py6
py6

py6
py6

py6
py6

py6

py6

py6



77791
555

558
7330
5508
7200
77750
77751
77752
77753
77754
77755
77756

7343
7344

7345
7346
7347

7348

7351
7352

7353
7354
7355

7356
7357
7358
7359

7360

7361

7362

7363
5012
5013

5014

50110LLPK

7368

AHanus TpaHcnokauum t(14;18) (FISH, konu4.) (Analysis
of translocation t(14;18) (FISH, quantitative))

OnpepgeneHune TpaHcnokauun reHa SS18(SYT) meTogom
dnyopecueHTHou in situ rmubpuamsauum (FISH)
OnpegeneHne TpaHcnokaumm reHa EWSR1 meTtogom
dnyopecueHTHou in situ rmbpuamsaumm (FISH)

AHanus mytauun B reHe FLT3 (ITD, TKD), MNMUP, kau.
Onpepnenenune TpaHcnokaumi reHoe NTRK1-3

AHanus nepectpoek reHa ALK (FISH, konwnu.)

AHanus myTtauun B reHe NRAS

AHanuns mytauun B reHe SF3B1

AHanuna mytaumi B reHe RUNX1

AHanus myTtauun B reHe SETBP1

AHanua myTtaumi B reHe SRSF2

AHanus myTtauun B reHe IDH1

AHanus myTtaumin B reHe IDH2

AHanuna myTtaumi B reHe CSF3R (Mutations in CSF3R
gene)

AHanua myTtaumi B reHe ASXL1 (Mutations in ASXL1
gene)

AHanuna mytaumi B reHe CEBPA (Mutations in CEBPA
gene)

AHanua myTtaumi B reHe EZH2 (Mutations in EZH2 gene)
AHanus myTtauun B reHe TP53 (Mutations in TP53 gene)
AHanuna mytaumi B reHe DNMT3A (Mutations in DNMT3A
gene)

MUP aHanm3 knoHanbHbIX peaparxmpoBoK B-kneTouHbIx
peLenTopoB

AHanmna oTHocutenbHoun akcnpeccum reHa WT1
OnpegeneHve annenbHON Harpy3kn MyTauun B reHe
FLT3 (ITD) (konn4ecTBeHHO)

AHanus myTtauun B reHe NPM1

Ananus myTtaumin B reHe cKIT

MUP ananu3 knoHanbHbIX peapaHXnpoBOK T-KNEeTOYHbIX
peLenTopoB

AHanuna TpaHcnokauuu t(14;20) (FISH, konny.)

AHanuna mytauumi B reHe CXCR4

AHanus xumepHoro reHa TEL::AML1-t(12;21) (NMUP, kauy.)
AHanua xumepHoro reHa SIL::TAL1 - geneuns 1p32
(MUP, kay.) (Analysis of chimeric gene SIL::TAL1 -
deletion 1p32 (PCR, qualitative))

AHanua myTtaumi B reHe MYD88 (L265P) (Mutations in
MYD88 (L265P) gene)

AHanM3 oTHOCUTENbHON IKCMPeccumn reHa
RUNX1::RUNX1T1-1(8;21), konuyectBeHHass RQ MNUP (B
peansHoM BpemeHu) (PCR analysis of the relative
expression of the RUNX1::RUNX1T1-t(8;21), quantitative
RQ PCR (real time))

AHanmna xumepHoro reHa NUP214::ABL (MUP, kay.)
(Analysis of chimeric gene NUP214::ABL (PCR,
qualitative))

OnpegeneHune TpaHcnokaumm reHa RET meTtogom
donyopecueHTHon in situ ruépuamnsaumm (FISH)
Onpegenexne amnnmdukaumm reHa MET meTtogom
dnyopecueHTHoM in situ rmbpuamsaumm (FISH)
Onpepnenenune amnnudukaumm reHa MDM2 metogom
dnyopecueHTHOM in situ rubpuamsaumm (FISH)
MMMyHormctoxummuyeckasi ouarHocTuka
HOBOOGpa3oBaHWI LUNTOBUAHOM Xenesbl
MonekynsipHo-reHeTu4eckoe NpomnmMpoBaHue
COMaTUYECKNX MyTaLMiA B ONYyXONEeBOM TKaHN METOLOM
NGS

15220,00

24990,00

25990,00
9190,00
15990,00
14990,00
8990,00
8990,00
13990,00
8990,00
8990,00
8990,00
8990,00

8390,00
14690,00

11540,00
13640,00
31490,00

8390,00

15740,00
5240,00

12060,00
6290,00
7340,00

15740,00
14160,00
8595,00
4495,00

4495,00

8595,00

7340,00

8595,00

19990,00

17990,00

14990,00

23090,00

36990,00

py6
py6

py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6

py6
py6

py6
py6
py6

py6

py6
py6

py6
pyo
py6
py6
py6
py6
py6
py6

py6

py6

py6
py6
py6

py6

py6

py6



7371

7372
51120Mr1a

511TMM3MXK

511TMAMT

511MN3LUPK

7001

A27.05.002.000.03

A27.05.002.000.04
777797

777798

777799

7777100

7019
7074

7075
7007
7777101
7327
7326

7091

7350

7777102

7083

7084
7336
7337

7338

AHanus myTtauun B reH TP53 metogom NGS
KapnoTtun oHkoreMaTtonorm4eckuin ¢ Cnosib3oBaHnem
DSP30 unlL2

MaTonoroaHaToMuU4eckoe uccnegoBaHne
onepaumoHHoro maTepuana (6onee 12-tm 6nokoB)

M'mcTonornyeckoe nccnegoBaHue onepaLMoOHHOro
MaTepuana MosfIouHOM Xenesbl ¢ MuKkpodoTorpaduen
'McTonornyeckoe nccnegoBaHue onepaLoHHOro
MaTepuana MArkoTKaHHbIX OMyxornewn ¢
MuKpodhoTorpacdmen

M'mcTonornyeckoe nccnegoBaHue onepaLMoOHHOro
Marepuana WUTOBNOHOM Xenesbl ¢ MnkpodoTorpadmen

22. TEHETUYECKUE NPEAPACMNOJIOXKEHHOCTU

22.1. O6pa3s }K1U3HU U reHeTu4eckue ¢paKTopbl
[NonHoreHoMHOEe cekBeHnpoBaHue - F'eHom.KnnHuka
(Whole Genome Sequencing) LleHa 6e3 onucanune +
TecT 7007

lMogroToBka K onepaumm

(reHel MTHFR, MTRR, MTR, F2, F5)
MoaroToBka k onepaumm

(renbl MTHFR, MTRR, MTR, F2, F5) (6e3 3akntoueHuns
Bpaya-reHeTuka)

eHeTnyeckasn naHens "2 genes"

eneTnyeckas naHens "Light"

["eHeTu4eckasa naHens "MyNeuro"

"eHeTu4eckasa naHenb "MyWellness"

"'eHeTnYecKasa OMarHoCTMka KNeToYHOro CTapeHus
(M3mepeHne onuHbl Tenomep)

lMnaHnpoBaHne 6epeMeHHOCTM DK30M MIIC

lMnaHvpoBaHue 6epeMeHHOCTV DK30M MNIC AN napbl
OnucaHuve pesynbTata reHeTUY4ecKoro nccrefoBaHuns
"eHom.KnuHuka

eHeTuyeckas naHenb "MyExpert" (MyExpert Genetic
Panel)

XpPOMOCOMHbI MUKpOMaTpUYHbIN aHanma (XMA)
9K30HHOMO YPOBHSI

CekBeHUpoBaHWe Lenoro reHa

AHanuns nonMMopmn3MOoB B reHax, KoaupyoLmnx
peLenTopbl U epMeHTbl MeTabonmama cTepomaHbIX
rOpPMOHOB

Bblgaya cbipbiX AaHHbIX, NOMYYEHHbIX NO pe3ynbTaram
CEKBEHNPOBAHMA/XPOMOCOMHOIO MUKPOMATPUYHOIO
aHanusa. MNpoaykT He nogpa3ymeBaeT B3ATME 6/M
(OdopmneHune npogykra 7350 CTPOIO oTgensbHbIM
WH3 Ttonbko k ogHoMy 13 TectoB 7024, 7025, 777794,
777795, 7327)

OHK-tect «MyNeuro. Kids» MyGenetics. QHeprus n
MOTuBaUMs pebeHka

CnopTtuBHag reHeTuka: JHK-TecT Ha reHeTu4eckyto
npeapacnonoXeHHOCTb K CNopTy

HyTpureHeTuka: onpefeneHne reHeTU4ecKom
npeapacnonoXeHHoCTH aAns nogdopa onTUManbHOro
nuTaHusa

MoaTeepxpatowiee cekBeHupoBaHue no CaHrepy - 1
MyTauus, 0O 4X YenoBek

MoaTeepxpatoee cekBeHMpoBaHue no CaHrepy -
pon.yvacTtHuk Ne1

MoaTeepxpatoee cekBeHmMpoBaHue no CaHrepy -
pon.yvyactHuk Ne2

39990,00

14990,00

9030,00

9674,00

5183,00

6189,00

71690,00

9910,00

8810,00
2900,00
7245,00
9900,00
20895,00

10475,00
95655,00

187005,00
78290,00
27900,00
40095,00
27820,00

14990,00

4110,00

10395,00

12490,00

19990,00
15990,00
1,00

1,00

py6

py6
py6

py6

py6

py6

py6

py6

py6
py6
py6
py6
py6

py6
py6

py6
py6
pyo
pyo
pyo

py6

py6

py6

py6

py6
py6
py6

py6



7339

7777103
77780
77781

7777104

7777105

7777106

7777107
7777108
7777109
7777110
7777111
7777112
7777113
7777114
7777115
7777116
7777117
7777118

7374
7375
7376

7380

A10.20.001.000.01

A27.05.037.000.01

109IT

B03.006.001.000.08

B03.006.001.000.12

A27.05.002.000.01

A27.05.002.000.02

A27.05.002.000.03

A27.05.002.000.04

13711

MoaTeepxpatoLee cekBeHupoBaHue no CaHrepy -
pon.yvyactHuk Ne3

OHK-tect «MyExpert. Kids» MyGenetics. 3goposbe n
aKTUBHOCTb

"eHeTnyeckasn naHens Mylmmunity My Genetics
eHeTnyeckas naHenb MyBeauty My Genetics
eneTnyeckasn naHens "MyFeminity" (MyFeminity Genetic
Panel)

"eHeTnyeckasn naHens "MyFeminity Age+" (MyFeminity
Age+ Genetic Panel)

eneTnyeckas naHens "MyBalance" (MyBalance Genetic
Panel)

"eHeTnyeckast naHenb "MySugar" (MySugar Genetic
Panel)

"eHeTu4eckasa naHenb MyAtherosclerosis
"eHeTnyeckasn naHens MyObesity

"eHeTnyeckas naHenb MyDiabetes

"eHeTnyeckasn naHens MyVitamins Lite

"eHeTnyeckasn naHens MyVitamins

"eHeTu4eckasa naHenb MyFit

"eHeTu4eckasa naHenb MyCollagen

["eHeTU4eckasa naHens MyBaby

["eHeTu4eckasa naHenb MyVitaminB

eHeTnyeckasn naHens MyVitaminD

"eHeTnyeckasn nanens MyLipid

"eHeTnYecKkMe NpUYMHBI HapyLLEHU cnepmaToreHesa
(47 mukpopneneumnn AZF)

Cungpom CANVAS, reH RFC1

CnuHouepebennsapHasa atakcusa 27B tuna, reH FGF14
HelipodubpomaTos, MOMCK NPOTSHKEHHbIX AEneLui B
reHe NF1

22.2. PenpoayKTuBHoOeE 340pOBbe

HapylweHusa cnepmaTtoreHesa, 6 Mmapkepos
(mukpogeneummn nokyca AZF) (Spermatogenesis
disorders (6 AZF))

HapylwweHusa cnepmaTtoreHesa, 6 MapKkEpoB
(Mukpogeneuunun nokyca AZF) (6e3 onncaHus
pe3ynbTaToB reHeTUKOM)

XeHckoe becnnogme n ocnoxHeHne 6epeMeHHOCTH
(renbl F2, F5, MTHFR, MTRR, MTR, ACE, AGT, RHD,
HLA II; kapuoTtumn)

Xo4y cTaTb MaMou: OCIOXHeHUs 6epeMeHHOCTH (reHbl
F2, F5, MTHFR, MTRR, MTR, ACE, AGT, RHD)

Xouy cTaTb Mamow: OCNOXHEHNA 6epeMeHHOCTM (reHbl
F2, F5, MTHFR, MTRR, MTR, ACE, AGT, RHD) (6e3
3aKIIYeHns Bpaya-reHeTunka)

CKMOHHOCTbL K TpoMbBo3am npu 6epemMeHHOCTH —
MUHUManbHaa naHenb (reHol F2, F5)

CknoHHoCTb k Tpombo3am npy 6epeMeHHOCTH —
MUHMMarnbHas naHens (reHbl F2, F5) (6e3 3akntoyeHns
Bpaya-reHeTuKa)

MpuBbIYHOE HEBbIHALLMBaHME DepeMeHHOCTH (B T.4.
CKINOHHOCTb K TPOM603am npu 6epemMeHHOCTH:
pacwupeHHas naHens) (reHsl MTHFR, MTRR, MTR, F2,
F5)

MpuBbIYHOE HEBbIHAWLIMBaHNE 6epemMeHHOCTH (B T.4.
CKITOHHOCTb K TpOMB03am npu 6epeMeHHOCTH:
pacwmpeHHas naHenb) (reHel MTHFR, MTRR, MTR, F2,
F5) (6e3 3akntoueHnss Bpaya-reHeTuka)

Bo3HVKHOBEHME N30NMPOBAHHBLIX MOPOKOB Pa3BUTKS Y
nnoga

(rebl MTHFR, MTRR, MTR)

1,00

27990,00
12390,00
16990,00

13990,00
13990,00
13990,00

13990,00
3490,00
4490,00
3990,00
4990,00
19900,00
15490,00
7990,00
10900,00
1990,00
1490,00
4990,00

8990,00
9990,00
7990,00

8990,00

3890,00

3145,00

31850,00

25235,00

25340,00

3185,00

2745,00

9910,00

8810,00

5500,00
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A27.05.003.000.02

A27.05.002.000.01

A27.05.002.000.02

A27.05.024.000.01

A27.05.002.000.01

A27.05.002.000.02

A27.05.003.000.01

A27.05.003.000.02

10711

B03.006.001.000.06

76611

A27.21.001.000.01
139IH

139IMH/B3

A27.05.046.000.01

A27.05.046.000.02

A12.05.006
7207TP®I

B03.006.001.000.16

A27.20.001

A12.30.012.009.01

A12.05.010.000.01

7030

A27.05.002.000.03

BosHuMKHOBEHME M307TMPOBaHHbIX NMOPOKOB pa3BuUTUA y
nnoaa

(reHel MTHFR, MTRR, MTR) (6e3 3aknto4eHust Bpaya-
reHeTuka)

TpombBoTU4eCKMe OCNOXHEHMS NPY CTUMY ALK
oBynsuuK (reHbl F2, F5)

TpomboTu4eckne OCrNOXHEHUS NMPU CTUMYTALUA
oBynsiuum (reHbl F2, F5) (0e3 3akntoveHus Bpayda-
reHeTvka)

BpoxaeHHasi runepnnasms Hagno4ye4YHUKOB, reH
CYP21A2, y.m.

OnacHocCTb Npu NpMéme oparnbHbIX KOHTPaLEeNnTUBOB

(reHbl F2, F5)
OnacHocTb Npu NpMéme opanbHbIX KOHTPAaLENTUBOB

(reHbl F2, F5) (0e3 3akntoveHus Bpaya-reHeTuka)
O6bmeH donneBown KACTOThI

(reHel MTHFR, MTRR, MTR)
O6meH cbonmeBon KUCNOThI

(reHel MTHFR, MTRR, MTR) (6e3 3aknto4eHusi Bpaya-
reHeTuka)

Myxckoe 6ecnnogue (+kapuotun) (AR, CFTR; AZF-
PEervoH; KapuoTumn)

"eHeTnyeckme dpaktopbl Myxckoro 6ecnnoams (AR,
CFTR; AZF-pervnoH)

HapylieHus cnepmaTtoreHesa: nonHas naHenbs (AZF-
PErvoH).

TecT BkntovaeT (7205 n 7206)
HapylieHus cnepmaTtoreHesa: nonHas naHenbs (AZF-
pEervoH).

Tect BknovaeT (7205 n 7206) (6e3 3akntoveHus Bpaya-
reHeTuka)

["ecTo3bl U heToNNaueHTapHaa HeJOCTaTOYHOCTb
ecTo3bl M heToNNaLeHTapHas HeJocTaTouYHOCTL (6e3
onucaHusa pesynbTaToB BPa4OM-reHeTUKOM)

HacneactBeHHble criydyan paka MOMOYHOM Kenesbl /vnm

sandyHnkoB CHEK2, NBS1 (Hereditary Breast and/or
Ovarian Cancer)

HacneactBeHHble criydyan paka MOMOYHON Kenesbl N/unm

sandyHnkoB CHEK2, NBS1 (Hereditary Breast and/or
Ovarian Cancer) (6e3 onucaHus pesynbTaTtoB BpayoMm-
reHeTUKoM)

22.3. HLA-TunupoBaHue 1 pe3syc-paKTop
OnpeneneHune pesyc-dakropa

OnpegeneHune reHoTuna peayc-gakropa
OnpegeneHue reHoTuna peayc-gakropa (6e3
3aKmMYeHNs Bpava-reHeTrka)

Pesyc-taktop nnoga. Beisenenve reHa RHD nnoga B
kpoeu matepu (RHD gene of the fetus in the mother's
blood)

MonekynapHo-reHeTnyeckoe nccnegosaHue HLA-B27
TunuposaHwue reHoB cuctembl HLA |l knacca (DRB1,
DQA1, DQB1)

PaclumpeHHoe MonekynsapHO-reHeTuyeckoe
nccnegoBaHue cybannenen HLA-B27

22.4. Cuctema cBepTbiBaHUA KPOBU
Tpomb603bl: pacluMpeHHasi NaHenb

(renbl F2, F5, MTHFR, MTRR, MTR)

4620,00

3185,00

2745,00

12470,00

3185,00

2745,00

5500,00

4620,00

34545,00

34545,00

13190,00

12970,00
12980,00

11910,00

5400,00

4895,00

8995,00
13725,00

13960,00
8885,00
2820,00
9690,00

5990,00

9910,00
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A27.05.002.000.04

A27.05.002.000.05

A27.05.002.000.06

A27.05.002.000.01

A27.05.002.000.02

A27.05.004.000.01

A27.05.004.000.02
A27.05.003.000.01

A27.05.003.000.02

A27.05.002.000.07

A27.05.002.000.08
72011

A27.05.030.000.01

757163

758163

761763

702863

702963

703663

703763

703863

703963

1201

Tpom603bl: pacluMpeHHas naHenb

(renbl F2, F5, MTHFR, MTRR, MTR) (6e3 3akntoueHus
Bpaya-reHeTuka)

PaclumnpeHHoe uccnegosaHme reHoB CUCTEMbI
remoctasa: F2, F5, MTHFR, MTR, MTRR, F13, FGB,
ITGA2, ITGB3, F7, PAI-1

PaclimpeHHoe ncecnegoBaHne reHoB cUCTEMBI
remoctasa: F2, F5, MTHFR, MTR, MTRR, F13, FGB,
ITGA2, ITGB3, F7, PAI-1 (6e3 3aknto4veHuns)
Tpomb03bl: CoKpalléHHasi NaHenb

(reHbl F2, F5)
Tpom603bl: cokpallEHHas NaHernb

(reHbl F2, F5) (6e3 3akntoveHus Bpaya-reHeTuka)
®dunbpurHoreH - reH FGB

®ubpuHoreH - reH FGB (6e3 3akntoueHus Bpaya-
reHeTuka)

MmnepromoumctemHemus (reist MTHFR, MTRR, MTR)

'mnepromouuctenHemus (reisl MTHFR, MTRR, MTR)
(6e3 3aknto4eHns Bpada-reHeTuka)
neparperaumnsa TpombounToB

(reHbl ITGA2)
neparperaumnsa TpombounToB

(reHbl ITGA2) (6e3 3akntoveHus Bpada-reHeTuka)
TpombouunTapHbiv peuentop dubpuHoreHa (reH ITGB3)

TpombouunTapHbiv peuentop dubpuHoreHa (reH ITGB3)
(6e3 3akno4eHnsa Bpaya-reHeTuka)

WccnepoBanune nonumopduama 1298A>C reHa MTHFR
(meTuneHTeTparngpodonaTpenykTasbl), 6e3 onucaHus
pe3ynbTaToB BPa4OM-reHETUKOM

VccnepoBaHve reHa METUOHMHCUHTA3bI, NONMMOPGN3M
MTR (2756A>G), 6e3 onucaHusa pesynbTaToB Bpa4oM-
reHeTUKOM

ViccnegoBaHue reHa NpokoHBepTUMHA (unu cpakTopa
koarynsuum VII), nonumopdusm F7 (10976 G>A), 6e3
onncaHus pesynbLTaToB BPayoOM-reHEeTUKOM
VMccnegoBaHue reHa npoTpombuHa (Mnu dakrtopa
koarynsuwum ), nonumopdusm F2 (20210 G>A), 6e3
onucaHus pesynbTaToB BPa4OM-reHETUKOM
VMccnegoBaHue reHa koarynsunmoHHoro cakropa V
("myTauwms Jlengena"), nonumopdusm F5 (1691 G>A),
6e3 onucaHusa pesynbTatoB Bpa4YoM-reHETUKOM

VccnepoBaHue reHa oubpuHasel (nnu cpaktopa
koarynauun XIIl), nonumopdunsm F13 ¢.103G>T
WccneposaHuve reHa
MeTuneHTeTparngpodonarpenykrasbl, NONMMOpPHOU3M
MTHFR (677C>T), 6e3 onucaHus pe3ynbTaToB Bpa4yoM-
reHeTUKOM

VMccnegoBaHve reHa METUOHMH CUHTa3bl peayKTasbl,
nonumopdunam MTRR (66A>G), 6e3 onmcaHus
pe3ynbTaToB BPa4OM-reHETUKOM

ViccnegoBaHue reHa MHrMbutopa aktneaTtopa
nnasmuHoreHa, nonumopdgusm PAI-1 (—675 5G>4G), 6e3
onncaHus pesynbLTaToB BPayoOM-reHETUKOM

22.5. bone3Hu cepaua u cocyaos

ApTepuanbHas runepTeH3ns, nofnHas naHenb (reHbl
ACE, AGT, NOS3) (Arterial Hypertension: Full Panel
(Genes ACE, AGT, NOS3))

8810,00

13220,00

11015,00

3185,00

2745,00

3020,00

2690,00
5500,00

4620,00

2525,00

2195,00
1290,00

1830,00

1560,00

1560,00

720,00

1140,00

1140,00

720,00

1980,00

1980,00

990,00

9690,00
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B03.006.001.000.15

A09.05.122.000.02

A09.05.122.000.03

76111

A27.05.031

7369

7370

B03.006.001.000.09
B03.019.012.000.01

B03.019.027.001.99
B03.019.027.001.02

B03.006.001.000.14
7024

A27.05.040.000.01

A27.05.040.000.02

A27.05.040.000.01

A27.05.040.000.02

A27.05.040.000.03

A27.05.052.000.03

A27.05.052

A27.05.052.000.02

A27.05.012.001

ApTepuanbHas runepTeHsns (NofnHasi naHenb) (reHol
ACE, AGT, NOS3) (6e3 3aknto4eHnss Bpada-reHeTuka)

ApTepuanbHag runepTeHsusi, CBA3aHHas ¢ HapyLUeHUsIMn
B peHMHaHrmoTeH3nHoBoun cucteme (reHol ACE, AGT)
ApTepuanbHas rmnepTeH3us, CBA3aHHasi C HapyLLEeHUAMM
B PEHWHAHTMOTEH3MHOBOW cUCTEME

(renbl ACE, AGT) (6e3 3akntoveHus Bpada-reHeTuka)

ApTepuanbHas rmnepTeH3usi, CBsi3aHHasi ¢ HapyLLEHUAMM
B pabote sHaoTenmanbHon NO-cuHTasbl (reH NOS3)
ApTepuanbHasi r’MnepTeH3us, CBs3aHHasi C HapyLUeHWSMU
B pabote sHaoTenmanbHon NO-cuHTasbl (reH NOS3)
(6e3 3aknto4eHnsa Bpaya-reHeTuka)

VccnepoBaHue TapreTHOWM naHenu reHoB Ans
OVMarHOCTUKWN HACNEeACTBEHHbLIX KapaAMoMUONaTuii
metogom NGS

MccnenosaHve TapreTHOM NaHenu reHoB Ans
ONarHoCTUKN HacneaCTBEHHbIX apUTMOreHHbIX
3abonesaHun cepgua metogom NGS

22.6. bonesHu enyaouHO-KULLEYHOrO TPaKTa
BonesHb KpoHa (reHbl DLG5, NOD2, OCTN1, OCTN2)
Oednunt anbda-1-aHtutpuncuna, SERPINA1, y.m.
MopaxeHus neyvenn, redsl ATP7B, PNPLA3, SERPINA1,
Y.M.

HeankoronbHbIN XnpoBon renaTtos, reH. PNPLAS, 4.m.
22.7. bonesHu LeHTPaNbHO HEPBHOW cUCTEMbI
Bones3Hb Anbureimepa (reH ApoE)

Bonbluasa HeBponornyeckasi naHernb

22.8. OHKonornyeckue 3abonesaHunsa

HacnepncTtBeHHbIe criy4an paka MOJIOYHOM Xenesbl n/nnm
ANYHUKOB, 2 reHa (reHol BRCA1, BRCA2)
HacnepncTteeHHbIe criy4an paka MOJSIOYHOM Xenesbl n/nnm
SAMYHNKOB, 2 reHa (reHbl BRCA1, BRCA2) (6e3
3aKnYeHNs Bpaya-reHeTuka)

HacnepgcteeHHble cnyyan BRCA-accouuMmnpoBaHHOro
paka y My>X4uH (pak rpyaHon, nogxenygoyHou,
npeacraTensHON xernes, pak au4yek), 2 reHa: BRCA1,
BRCA2

HacnepgcteeHHble cnyvyan BRCA-accouuMmnpoBaHHOro
paka y My>X4uH (pak rpyaHon, nogxenygoyHou,
npeacraTensHON xernes, pak au4yek), 2 reHa: BRCA1,
BRCAZ2 (6e3 3akntoueHunsi Bpava-reHeTmka)
HacnepncTtBeHHbIe criy4an paka MOSIOYHOM enesbl n/mnm
sandyHnkoB BRCA1, BRCA2, CHEK2, NBN (Hereditary
Breast and/or Ovarian Cancer )

CemeliHbIi MeaynnspHbIN pak LWMTOBUAHOW Xenesbl

(3k30HbI 10,11,13, 14, 15 reHa RET)
CuHOPOM MHOXXECTBEHHOW 3HOOKPUHHOW Heonnasum 2B
TMna

(reH RET npu M3OH2B)
CUHOPOM MHOXECTBEHHOW 3HOOKPUHHOWM Heonnasmm 2A
T™Mna

(3k3oHbI 10, 11 rena RET npun M3H 2A)

Mapkep pa3Butuns Ph’-HeraTnBHbIX XPOHUYECKNX
MuernonponudepaTtmBHbix 3abonesaHun (XMIM3):
KOnM4eCcTBEHHOE onpeferneHne CoOOTHOLEHNS
HOpManbHOro U MyTaHTHoro annenen 617V/617F reHa
JAK2 (Marker of Ph-negative Chronic Myeloproliferative
Disorders (cMPD): quantification of wild-type and mutant
allelic ratio of gene JAK2 617V/617F)

8180,00

2525,00

2195,00

2005,00

1650,00

39990,00

39990,00

12260,00
2685,00

9140,00
4255,00

3500,00
53990,00

6505,00

5400,00

4400,00

3960,00

10465,00

25395,00

10320,00

15280,00

11905,00
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A27.30.008.000.01
A27.30.099.000.06

B03.027.020.000.02

A12.05.010.000.03

B03.006.001.000.11

B03.006.001.000.04
A27.30.015

A12.05.010.000.08
B03.006.001.000.07
B03.006.001.000.17

7691

7691LCI/B3

A27.05.009.000.01

7780

7377

7379

A09.05.122.000.04

A27.05.045.000.04

A27.05.003.000.03

AHanus myTtauun B reHe BRAF (V600E) (MUP, kau)
AHanus nepectpoek 1 xpomocomsl (FISH, konny.)
HacnefncTteeHHble cnyyan paka npegcrartenbHOn xenesbl
(ren HOXB13) (Hereditary prostate cancer (HOXB13
gene

22.9. HapyweHua obmeHa Bew,ecTs

HacnenctBeHHas npepacnorioXeHHOCTb K caxapHOMY
anabety | Tna no Tpem nokycam reHoB cuctemol HLA I
knacca (DRB1, DQA1, DQB1)

OcTeonopoas: nonHasi naHerb

(renbl CALCR, COL1A1, VDR)
OcTeonopos: nonHasi naHesb

(reHbl CALCR, COL1A1, VDR) (6e3 3akntodyeHus Bpaya-
reHeTuka)
Cungpom XKnnbbepa, reH UGT1A1

HacnenctBeHHas npeapacnonoXeHHOCTb K LenMakum no
nokycam reHoB cuctembl HLA Il knacca (DQA1, DQB1)
HuvarHoctunka anadbeta MODY2

HwarHoctuka anabeta MODY3

JlakTtasHas HegocTaTouHOCTh, (reH MCM6) (Adult
Lactase Deficiency (Gene MCMG6) (c onncaHvem
pesynbTata Bpa4oM-reHETUKOM)

JlakTasHas HegocTaTouHOCTL (reH MCMG6) (Adult Lactase
Deficiency (Gene MCMG6) (6e3 onucaHusa pesynbTata
Bpa4OM-reHETUKOM)

HacnenctBeHHbIV remoxpomatos, | tun

(reH HFE)

HacnencteeHHbIM remoxpomatos, | Tun, HFE:
paclmpeHHas naHenb (Hereditary (primary)
hemochromatosis, HFE: expanded research panel)
Hdedunumt nnsocomHomn kncnon nunassbl, reH LIPA
[NonureHHbIN MHAEKC pUCKka cEMENHOMN
rmnepxonecrepnHeMmnm

22.10. PapmakoreHeTUKa
UHrmbutopsl AM®, dnysactatuH, 6rnokartopbl
peuenTtopos ATII.

lNporHo3npoBaHne HedPpPoONPOTEKTUBHOIO adhdekTa
nHrnéutopos AlNd npu HegmabeTU4eckmx
3aboneBaHusx. l'eHeTu4eckne Mapképbl 3apHEKTUBHOCTHU
aTeHorona npu aptTepuanbHON MMNepPTEH3NN C
rMnepTpodmen NEBOro Xenyaoyka unu tepanum
chnyBacTtaTMHOM Npwu MLIeMnyeckon 6onesHu cepaua.
Onpepgenexune Hanuuua nonumopdguama B reHe
aHrmoTeH3mH-npespattatowero pepmerta (ACE)
JlosapTtaH/npbecapraH.

eHeTNYeCcKMIn MapkEP pucka HapyLleHun meTtabonuama
6rokaTopoB peLlenToOpoB aHrMoTeH3uHa ll: nosaptaHa u
npbecapTaHa no Tuny ocnabneHus n ycuneHus mnx
rMNOTEH3UBHOIO AENCTBUSA, COOTBETCTBEHHO.
OnpeneneHne HanU4Ma NONUMOPU3MOB reHa
umtoxpoma CYP2C9

MeToTpekcar.

"eHeTnYecKkMe MapKEPbI NMOBLILLEHHOIO pUCka pa3BUTUS
No6OYHbIX peakLmii Npu Npuéme MeToTpekcaTa Ha oHe
ledyeHna peeMaTtongHoro apTpuTa. MeTOTpeKcaT
HapyLlaeT MeTabonmam onmMeBoOn KUCMOThI.
OnpeneneHne HanU4Ma NONUMOPMU3MOB B reHax

8040,00
16520,00

5390,00

9030,00

8295,00

7620,00
4340,00

9030,00
20190,00
15875,00

2075,00

1605,00

3075,00

2990,00

11990,00

4990,00

2525,00

2115,00

5500,00
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A27.05.045.000.03

A27.05.045.000.05

A27.05.026

A27.05.024.000.03

A27.30.014

7077

7364

7367

7945
7381

A27.05.024.000.02
A27.05.045.000.01

A27.05.045.000.06

A27.20.001

A12.05.010.000.06

depmeHTOB peakuni ¢onatHoro umnkna (MTHFR, MTRR,
MTR)

HeCTepOI/Ip,H ble NpoTUBOBOCNannUTernbHbIE NpenapaTbl.

["eHeTMYeCKMA MapKEP MOBLILLEHHOMO pUCKa pa3BuTUs

NoBo4YHbIX peakunii B hopme xenyaouHbix

KpoBoTeuveHun npu npueme HIBI (nbynpodeH,

TEHOKCMKaM, HanpOKCEH, HO He AUKNodeHak) no Tuny
BO3HWKHOBEHWS >XeNyA0YHbIX KPOBOTEYEHWUI, CBA3AHHbIX

C HapyweHnem nx Metabonuama. OnpegenexHve

HanuuMs NONMMopgn3MoB B reHe umtoxpoma CYP2C9. 2115,00
CynboHnnMo4eBUHa 1 €€ Npou3BoaHbIE:

xnopnponamua, Tonasamua, rnmbeHknamua u
Tonbytamug.l'eHeTnyYecknin Mapkeép pucka passuTus
HexenaTenbHbIX NeKapCTBEHHbIX peakumii no Tuny

rMNOrnMKeMMn Npw NpMémMe nepopanbHbIX

caxapOCHMXaloLWMX CPeACTB, CBSA3AHHbIX C HApyLLEHMEM

nx metabonuama. OnpegeneHve HanMuns

nonnmopnamoB reHa uutoxpoma CYP2C9 2115,00
WHTepnerknH 28 6eta — IL28B, reHoTunnpoBaHue

(MccnepoBaHMe reHeTUYECKNX MapKEPOB ONpeaensitoLLnX
3ppeKTUBHOCTb NeveHms XxpoHuveckoro renatuta C

nHTepdepoHom 1 pubasmprHoOm) 1965,00
Beta-agperobnokatopsl. 'eH CYP2D6.

dapmakoreHeTurka 7705,00
"eHOTMNMPOBaHWE AMIMAPONUPUMUONH OernaporeHassl

(DPYD) (Dihydropyrimidine dehydrogenase (DPYD)) 5390,00
MonekynsapHo-reHeTuyeckoe nccriegoaHue reHa HLA-

B57:01 6290,00

OueHka BnusHmna CYP2D6 n CYP2C19 Ha meTabonuam
aHTMOEenNpPeccaHToB MHIMOUTOPOB obpaTHOro 3axeaTa
CEepOTOHUHa/HopaapeHanvHa (CrnoHa) — acumTanonpam,
uuTanonpam, cepTpanuH, oBOKCAMUH, MAPOKCETUH,

BeHNnadakcuH 9990,00
dapmakoreHeTrka NOGOYHbIX 3hhEKTOB TEpanuu

annonypuHonom (reH HLA-B58:01) 6990,00
dapmakoreHeTnyeckasi naHens «llepcoHannanpoBaHHas

Tepanusa» (PGx Comprehensive Panel) 44990,00
TuvonypuHbl (a3aTUONPYH, MEPKaNTONYPWUH, TUOTYaHWH) 8990,00
22.11. Cuctema geTOKCUMKaLUM KCeHOOUOTUKOB U

KaHL,eporeHoB

Luntoxpom CYP2D6: ren CYP2D6 7705,00
Luntoxpom CYP2C9: ren CYP2C9 2115,00

Luntoxpom CYP2C19: reH CYP2C19/Untoxpom P450
2C19. 'eHoTUNUpoBaHue no mapkepy CYP2C19
(Cytochrome CYP2C19: gene CYP2C19/Cytochrome

P450 2C19. Genotyping for the CYP2C19 marker) 3405,00
22.13. OnpepeneHue nona nnoga

Onpepenenue MNMona nnoaa (Y xpomocoma) 6670,00
22.14. AyTomMmMyHHble 3aboneBaHus

MNcopunas, TunuposaHmne HLA-Cw6 4400,00

23. HACNIEACTBEHHbLIE MOHOTEHHbIE 3ABOJIEBAHUA
N COCTOAHUA

23.1. HacnepacTBeHHble MOHOreHHble 3a6oi1eBaHnA U
COCTOAHUA
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B03.019.027.001.31
B03.019.027.000.09
B03.027.045.000.01
B03.019.027.001.42

B03.019.027.001.53

B03.019.027.001.57

B03.019.027.001.24

B03.019.027.000.10

B03.019.027.004.02

B03.019.027.004.03

B03.019.027.001.49

B03.019.027.001.87
B03.019.027.001.58
B03.019.027.001.27
B03.019.027.001.03
B03.019.027.001.10
B03.019.027.001.91
A12.05.010.000.05

B03.019.011.000.01

B03.006.001.000.03

B03.019.027.001.23

B03.019.027.001.80
B03.019.027.000.93
B03.019.027.001.33
B03.019.027.000.94
B03.019.027.001.64
B03.019.027.001.05
B03.019.027.001.66
B03.019.027.001.63
B03.019.018.000.01

B03.019.027.001.19
B03.019.027.000.11

B03.019.027.000.12
B03.019.027.000.13
B03.005.020.000.01

B03.019.027.001.95
B03.019.027.001.98
B03.019.027.001.97

AbuoTtpodusa cetuatku, TN OpaHYecKeTTU (reHbl
ABCA4, BEST1, RPE65, GUCY2D, CEP290, CNGA3,
CRB1, CNGB3)

Akpogepmatnt sHTeponatmnyeckmin, SLC39A4 m.
AnNbOUHM3M 11a30KOXKHBIN, FeH TYR M.

AHemusa OanmoHaa-bnekdgena, reH RPS19 m.
ApTporpunos guctanbHbIn (cuHapom Ppumena-
LWengoHa), reH MYH3 y.m.

ATtakcua ®pugpenxa. MNouck mytaumn B reHe FXN, m.
(Friedrich Ataxia, Gene FXN, Mut.)

Atakcns ®pugpenxa. Nonck yacTbIx MyTauuii B reHe
FXN, 4. m. (Friedrich Ataxia, Gene FXN, Freq. Mut.)
ATtenocteoreHes (gucnnasus ge ns Wanens), rex
SLC26A2 m.

ATpodmsa 3puTenbHoro Hepea Jlebepa. MNounck YacTbix
MyTaumi B mutoxoHapuansHon OHK, 3 4. m. (Leber
Hereditary Optic Neuropathy, LHON, Mitochondrial DNA,
3 Freq. Mut.)

ATpodbus 3putensHoro HepBa Jlebepa. NMonck YacTbix
MyTaumi B mutoxoHapuansHon AHK, 12 4. m. (Leber
Hereditary Optic Neuropathy, LHON, Mitochondrial DNA,
12 Freq. Mut.)

AyTOMMMYHHbBIV NIMMdonponudepaTnBHbIN CUHAPOM, reH
TNFRSF6 m.

AyTOMMMYHHbBIV NuMdonponnugepaTnUBHbIA CUHLPOM, FeH
TNFRSF6 "ropsy." y4. m.

Adbasusa nepeuyHas nporpeccupytowias, reH GRN m.
AxoHngponnasus, reH FGFR3 u.m.

Bokoson amnoTtpodudeckuin cknepos (BAC), SOD1, m.
BokoBow ammnoTpoduyeckuii ckrnepos, C9orf72, y.m.
BonesHb becta, reH BEST1 m.

BbonesHb bexyeTa, TunuposaHne HLA B51

Bones3Hb BunbcoHa-KoHoBanoea, reH ATP7B u.m.
IMOMHO3K30MHOE CEKBEHMPOBAHWME - MOUCK
NpeanonoXnTenbHO HaACNeACTBEHHOro 3aboneBanHns ¢
WHTepnpeTauunen

BonesHb MannepsopaeHa-Lnatua. MNMownck YacTbIx
myTauui B reHe PANK2, u. m. (Neurodegeneration With
Brain Iron Accumulation 1, Gene PANK2, Freq. Mut.)
BonesHb NepcTmanHa-LWUTpeyccnepa-LUenHkepa, rex
PRNP m.

BonesHb KoyaeHa, reH PTEN m.

BonesHb Kpentudenega-Akoba, reH PRNP m.

BonesHb Ilepmutt-Ayknoc, reH PTEN m.

BonesHb Hoppu, reH NDP wm.

BoneaHb MapknHCoHa, KOMMNMEeKCHast AMarHOCTMKa, Y.M.
BonesHb YHdpeppuxTa-JlyHabopra, reH CSTB m.
BonesHb YHdeppuxTa-NlyHabopra, reH CSTB y.m.
BonesHb ®abpu, GLA, m.

BonesHb Wraprapara (reHsl ABCA4, BEST1, RPEGS5,
GUCY2D, CEP290, CNGA3, CRB1, CNGB3)
Bpaxmpaktunua tun B1, reH ROR2 m.

BpoxaeHHas He4YyBCTBUTENBHOCTb K 60MM C aHrIMApPO30M
(BpOXXOEHHAA CEHCOpPHAasi HEMpoNnaThs C aHrMOPO30Mm,
HSAN4, CIPA), reH NTRK1 m.

eneodunsmdeckas gucnnasms, reH ADAMTSL2
"emodunus, reH dpakropa IX npu remodounum B m.
MeTtremornobuHemunsi, CYB5R3 m. (Methemoglobinemia,
Gene CYB5R3, Mut.)

eHTUHrToHoNnogobHoe 3aboneBanue, Tun 2, JPH3, 4y.m.
[eHTMHITOHONOOOHOE 3aboneBaHue, TN 4 TBP, 4y.m.

13960,00
33420,00
24080,00
24080,00

13960,00

24080,00

6385,00
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8740,00

19450,00
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B03.019.027.001.96
B03.019.027.000.95
B03.019.027.000.96
B03.019.027.000.97

B03.019.027.001.54

B03.019.027.001.34

B03.006.004.000.03
B03.019.027.001.35

B03.019.027.001.77
B03.019.027.000.15

B03.019.027.001.92

B03.019.027.000.16

B03.019.027.001.82
B03.019.027.000.17
B03.019.027.001.90

B03.019.027.000.19
B03.019.027.000.20
B03.019.027.000.21
B03.019.027.000.22
B03.019.027.000.24
B03.019.027.000.25

B03.019.027.000.26
B03.019.027.000.27

B03.019.027.001.39
B03.019.027.001.76
B03.019.027.001.11
B03.019.027.001.08
B03.019.027.001.13

B03.019.027.004.01

B03.006.001.000.02
A27.05.036

A01.23.004.000.01

A27.05.032

B03.019.027.000.32
B03.019.027.002.07
B03.019.027.000.33

B03.019.027.002.08
B03.019.027.000.34

B03.019.027.003.02

[eHTMHITOHONOAOOHLIE 3a60neBaHms, KOMMMeKCcHas
ONarHoCTuKa, Y.M.

Mmnep-IgD cuHgpom, reH MVK "ropsay.” y4. m.
M'mnep-IgD cuHgpom, reH MVK m.

M'mnep-IgM cungpom, reH CD40LG m.
'MnepkanuemMmnyecknii NnepmognYecknii napanmy, SK30HbI
13 n 24 reHa SCN4A wm.

'MnokanmemMmn4ecknii NepMogNYECcKnin napanmy, 3K30HbI
12, 18, 19 reHa SCN4A m.

Mmnodocdatemmnyecknin BUTaMuH-D-pe3nCcTeHTHbIN
paxut, reH PHEX m.

MmnoxoHaponna3sus, reH FGFR3 y.m.

Jednunt kapHUTUHA CUCTEMHBIA NEPBUYHBIN, FEeH
SLC22A5 m.

Hwvactpodunueckas gucnnasms, reH SLC26A2 m.
OuctanbHas moTopHaa Herponatus, Tun V (HMNS,
aucTtanbHas crnvHanbHas aMmoTpodust), 9K30H 3 reHa
BSCL2 m.

OnctanbHasa cnvHanbHas aMmmoTpodus BpoXAeHHas ¢
napanuyom gnadparmbl. [loMck MyTaumin B reHe
IGHMBP2, m. (Distal Spinal Muscular Atrophy 1, DSMA1,
Gene IGHMBP2, Mut.)

[ucTtanbHas cnvHanbHas aMMoTpodusi, BPOXAEHHas,
Henporpeccupytowasi, reH TRPV4 "ropsay." y4. m.
NxTnos dynnesHoii, reH KRT2 m.

KocTHas reTeponnasus nporpeccupytowias, reH GNAS m.
KpaHnnomeTtadusapHas gucnnasms, reH ANKH "ropsy."
y4. M.

KpaHuomeTtacdpmsapHaa gucnnasus, reH ANKH m.
KpaHnocuHocTos, reH TWIST1 m.

KpaHunocuHocTos, reH MSX2 m.

Jinnoguctpodums, reH LMNA "ropay." yy. m.
Jinnoguctpodums, red LMNA m.

MaHngunbynoakpanbHas AUCnnasusi ¢ MMNoancTpoduen,
3K30HbI 8, 9 reHa LMNA m.

MeBanoHoBas aumaypus, reH MVK m.

MeTtremornobunHemunsi, CYB5R3 y.m.
(Methemoglobinemia, Gene CYB5R3, Freq. Mut.)
MwoknoHunyeckasa auctoHust, reH SGCE m.
MwoTtoHunyeckas auctpodus, reH DMPK 4.m.
MwuoTtoHunyeckas anctpodums, Tvn 2, CNBP (ZNF9), y.m.
MwuoToHuna TomceHa/bekkepa, reH CLCN1 y.m.
MutoxoHapuanbHble 3aboneBaHusl, KOMMeKCHas
AunarHocTtuka: mutoxoHapuansHaa OHK, 4y.m.
MonekynspHbI CKPUHWHT Ha MUKpogerneLuu/
MUKPOAYNIMKaL UM XPOMOCOM

MykoBucunaos, reH CFTR y.m.

Xopes NeHTUHITOHa. Nouck YacTbix MyTauui B reHe
IT15, 4. m. (Chorea Huntington, Gene IT15, Freq. Mut.)
MbiweyHas guctpodua AioweHHa/bekkepa. MNMounck
Jeneunn n oynnukauun B reHe gUCTpoduHa

MebiweyHasa guctpodus, Tun dykyama. Nonck mytauun B
reHe FKTN, m. (Muscular Dystrophy Fukuyama-Type,
Gene FKTN, Mut.)

MebiweyHasa guctpocuna Smepu-Apendyca, reH FHL1 M.
MeiweyHas anctpodus mepu-Apendyca, reH LMNA m.
MbiweyHas guctpodua Amepu-Lpendyca, reH amepuHa
npu X-cuenneHHon opme M.

Hannam MULIBRAY, ren TRIM37 m.

HapyweHusa getepmuHaumm nona. Nounck mytauum reHa
SRY, m. (Disorders Sex Determination, Gene SRY, Mut.)

8040,00

11020,00
41540,00
24080,00

21495,00
18120,00

81830,00
15280,00

41540,00
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30630,00
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B03.019.027.003.01

B03.019.027.001.45

B03.019.021.000.01
B03.019.027.000.35

A27.05.033.000.03

A27.05.033.000.01

A27.05.033

B03.019.027.001.81
B03.019.027.000.05
B03.019.027.000.36
B03.019.027.000.37

B03.019.027.001.51

B03.019.027.001.18

B03.019.027.002.03

B03.006.001.000.01

B03.019.027.000.38

B03.019.027.001.62

B03.019.027.001.83
B03.019.027.000.39
B03.019.027.001.28
B03.019.027.001.04

B03.019.027.001.86
B03.019.027.000.40
B03.019.027.001.78
B03.019.027.000.41
B03.019.027.000.42
B03.019.027.000.43
B03.019.027.001.56
B03.019.027.000.44
B03.019.027.001.60

B03.019.027.001.01
B03.019.027.001.25
B03.019.027.001.14
B03.019.027.001.20

B03.014.002.000.01

B03.019.027.000.45

B03.019.027.001.89

B03.019.027.000.46

HapyleHnus getepmnHauum nona. AHanu3 Hanudms reHa
SRY, m. (Disorders Sex Determination, Analysis Gene
SRY, Mut.)

HacnencteeHHas HenponaTusa ¢ NOABEP)KEHHOCThbIO
napanuyy ot caasneHus, reH PMP22 m.
HacnencTteeHHbI aHrMoHeBpoTudeckmm otek, reH C1NH
M.

HesapalieHune pogHunykos, reH ALX4 wm.
HacnepncteeHHast HemponaTus ¢ NOABEPXKEHHOCTLIO
napanuuy oT caaBneHus. AHanu3 Ynucna Konun reHa
PMP22

HelpoceHcopHasa HecuHapoManbHasa TYroyXxocTb Y. M.
GJB2 (Neurosensory nonsyndromal hearing loss, search
for frequent mutations in the GJB2 gene)
HemnpoceHcopHas HecuHapoMarbHas TYroyxoCTb, FeH
GJB2(Neurosensory nonsyndromal hearing loss,
complete analysis of the GJB2 gene)

HentponeHus, reH ELA2 m.

HedpoHodhT3. AHanms ymcna konun reHa NPHP1 m.
HedpoTtuyeckun cuHgpom, reH NPHS1 m.
HedpoTtuyeckun cuHgpom, reH NPHS2 m.
Hopmokanvemuyecknin nepnoanyeckun napanny, 9K30H
13 reHa SCN4A wm.

OkynodpapuHreansHas MbllleyHas QUCTpodunst, reH
RABPN1 y.m.

MebliweyHasa guctpodusa JioweHHa-bekkepa.
JlanoHusaumsa X-xpomocoMsl y aesoyek (Duchenne
Muscular Dystrophy, X-Lyonization, Girls)

OcHoBHble HacneacTBeHHble 3aboneBaHus (reHbl CFTR,
GJB2, PAH, SMN)

OcTeoneTpos peLeccuBHblvi (MpamopHasi 6onesHb
kocten), reH TCIRG1 m.

OcTeoneTpos peLeccuBHblvi (MpamopHasi 6onesHb
kocten), reH TCIRG1 yu.m.

MepBuyHasa rmnepTpodunydeckas octeoaptTponaTus
(naxugepmonepnoctos), reH HPGD wm.

MepBryHas neroyHas runepteHsns, reH BMPR2 m.
Mepnoanyeckas 6onesHb, reH MEFV m.
Mepunoanyeckas 6onesHb, reH MEFV y.m.

MurmeHTHasa gereHepauus cetyaTtku (reHsl ABCA4,
BEST1, RPE65, GUCY2D, CEP290, CNGA3, CRB1,
CNGB3)

MukHoanaocTo3s, reH CTSK m.

MHeBMOTOpaKC NEPBUYHbBIA CNOHTaHHbIN, reH FLCN m.
MNMonupaktunusa, ren SHH m.

Monupaktunus, red GLI3 m.

Mporepua XatunHcoHa-Ivndopaa, reH LMNA wm.
MceBpokcaHToMa anacTtuyeckas, reH ABCC6 4.m.
Pabgomnonua (MvornobuHypus), red LPIN1 m.
PeTtuHowmnauc, reH RS1 m.

KomnnekcHasa anarHocTuka HacnegcTBeHHOM
rmnepxonecrepnHeMnm

MyTtaums B reHe APOB100

MyTauum B reHe LDLR

MyTauun B reHe PCSK9

CemeliHasa nepunogudeckas nuxopagka, reH TNFRSFIA
M.

CemeliHbIl remocbarounTapHbIn MMMGOrMcToOLMTO3, reH
PRF1 m.

CemeliHbIl remocbarounTapHbIn MMMQOrMcToOLMTO3, reH
STX11 m.

CemeliHbIN remocbarounTapHbIn NTMMGOrncTMoOLUMTO3, reH
STXBP2 m.
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31950,00
21495,00
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7605,00

13960,00
24080,00
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B03.019.027.000.47

B03.019.027.000.48

A27.05.052.000.01

B03.019.007.000.03

B03.019.027.001.72

B03.019.007.000.01
B03.019.027.000.49
B03.019.027.000.50
B03.019.027.000.51
B03.019.027.000.52
B03.019.027.000.53
B03.019.027.001.48
B03.019.027.000.54
B03.019.027.000.55
B03.019.027.001.75
B03.019.027.000.56
B03.019.027.000.57
B03.019.027.000.58
A27.05.058.000.01

B03.019.027.001.79
B03.019.027.001.38

B03.019.027.001.30
B03.027.045.000.02
B03.019.027.000.59
B03.019.027.000.60

B03.019.027.000.61
B03.019.027.001.74
B03.019.027.001.52
B03.019.027.000.62
A27.05.033.000.02

B03.019.027.001.59
B03.019.027.000.63
B03.019.027.000.64
B03.019.027.000.65

A27.05.058.000.02
B03.019.027.001.32

B03.019.027.001.67
B03.019.027.001.36

B03.019.007.000.02
B03.019.027.001.94

B03.019.027.002.02
B03.019.027.000.66

B03.019.027.001.17
B03.019.027.000.67
B03.019.027.001.46
B03.019.027.000.68

CemeliHbI remodbaroyMTapHbii MIMMAOrMCTUOLNTO3, FeH
UNC13D m.

CemeliHbI remodharoyMTapHbii MIMMAOrMCTUOLNTO3, FeH
UNC13D y.m.

CeMenHbI MeaynnsipHbIA pak LMTOBUAHON Xernesbl,
3K30HbI 5, 8 reHa RET m.

CeMmenHbI X0Nno4oBOW ayToOBOCNAaNUTENbHbLIN CUHOPOM
NLRP3 m. (Familial Cold Autoinflamatory Syndrome,
FCAS, Gene NLRP3, Mut.)

CeHcopHasi nonuHenponatus, NGF m. (Hereditary
Sensory and Autonomic Polyneuropathy, Gene NGF,
Mut.)

Cungpom CINCA, reH NLRP3 m. (Chronic Infantile
Neurologic Cutaneous Articular, Gene NLRP3, Mut.)
Cungpom TAR, reH RBM8A m.

CuHgpom Aapckora-CkoTTa, reH FGD1 m.

Cungpom Anbctpoma, reH ALMS1 "ropay.” yu. m.
Cungpom AHpepceHa, reH KCNJ2 m.

Cungpom AHTnu-bukcnepa, ak30H 9 reHa FGFR2 m.
CuHgpom Anepa, reH FGFR2 y.m.

CuHgpom ApTa, reH PRPS1 m.

Cungpom baHasiH-Pannu-Pyeanbb6aka, reH PTEN m.
CuHgpom BépTta-Xora-[btoba, reH FLCN m.

Cungpowm boyaHa-KoHpagu, reH EMG1 m.

Cungpowm BbépHcTaga, reH BCS1L m.

CwvHppom BaapaeHbypra-Llaxa, reH EDNRB m.
CwvHgpom BaapaeHbypra, reH PAX3 m.

CuHgpowm Ban gep Byaa, reH IRF6 m.

CuHgpowm Buckotta-Ongpuya, reH WAS m.

CvHOpOM BPOXAEHHON LieHTParibHOW rMNOBEHTUIALNM,
reH PHOX2B u.m.

CuHgpowm NepmaHckn-INygnaka, reH HPS1 y.m.
CwuHgpowm [Mpeira, reH GLI3 m.

CuHgpom Mpucuennu, reH RAB27A m.

CuHgpom [xekcoHa-Beicca, ak3oH 9 reHa FGFR2 n
3k30H 7A reHa FGFR1 m.

Cungpom OPIJIA, ATN1, y.m.

CwvHppowm XKybepa, AHanma ymcna konuin reHa NPHP1
Cungpowm KapneHTtepa, reH RAB23 m.

CvHApoM KepaTuTa-nxTmosa-Tyroyxoctu, reH GJB2 m.
Cungpowm Knunnena-denins, reH GDF6 m.

CwuHppom KokkeriHa, reH ERCC6 m.

CuHgpom Koctenno, reH HRAS wm.

Cungpom KodbdurHa-Tloypu, reH RPS6KA3 M.
CuHgpom KpaHuodauunanbHOM AMCMOPdUM-TYroyxoCcTu-
ynbHapHon gesnaunm kucten, reH PAX3 m.

CwvHpgpom Kpurnepa-Hawnspa, reH UGT1 m.

Cungpom Kpy3soHa ¢ YepHbIM akaHTO30M, 3k30H 10 reHa
FGFR3 m.

Cungpowm KpysoHa, 3k30Hbl 7 1 9 reHa FGFR2 wm.
CwvHgpom Makna-Yannca NLRP3 m. (Muckle-Wells
Syndrome, MWS, Gene NLRP3, Mut.)

Cungpom Makneoga, reH XK m.

Cungpom MapTtuH-benn (reHogmnaHocTMKa cuHgpomMa
NOMKOW X XpOMOCOMBbI)

Cungpom MoyaT-BunbcoH, reH ZEB2 m.

Cungpom HuiimereH, NBN u.m. (Nijmegen Breakage
Syndrome, NBS, Gene NBN, Freq. Mut.)

CuHOpOM HorTen-HagkoneHHuka, reH LMX1B m.
Cungpom Ocnepa-PeHnato-Bebepa, reH ENG m.
Cungpowm Mannuctepa-Xonna, reH GLI3 m.

74490,00
8995,00

13960,00

50070,00

21495,00

50070,00
26460,00
60595,00
18125,00
21495,00
9790,00

16890,00
30630,00
37570,00
50070,00
26035,00
21495,00
30630,00
33420,00
37570,00
30630,00

8995,00

13960,00
74490,00
24080,00

13960,00
4380,00

19720,00
30630,00
13960,00
18120,00
81830,00
9790,00

81825,00

33420,00
21540,00

9790,00
13960,00

50070,00
21500,00

7375,00
62580,00

8740,00

30630,00
37570,00
74490,00
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B03.019.027.000.69
B03.019.027.000.70

B03.019.027.000.71
B03.019.027.001.29
B03.019.027.000.72
B03.019.027.001.71
B03.019.027.000.73
B03.019.027.001.73
B03.019.027.002.05

B03.019.027.000.74
A27.05.053.000.01

A27.05.053.000.01

B03.019.027.001.07
B03.019.027.001.41
B03.019.027.001.61
B03.019.027.001.26
B03.019.027.000.75

B03.019.027.001.06

B03.019.027.000.76

A27.05.034.000.01

A27.05.034.000.02

B03.019.027.002.04
B03.019.027.001.69
B03.019.027.001.43
B03.019.027.001.22
B03.019.027.001.09

B03.019.027.001.68
B03.019.027.000.77

B03.019.027.000.02

B03.019.027.000.07
B03.019.027.001.15
B03.019.027.000.78
B03.019.027.000.06
B03.019.027.001.40
A27.05.035
A27.05.035.000.01

B03.019.027.000.79

B03.019.027.000.80
B03.019.027.002.09

B03.019.027.002.10

B03.019.027.002.11
B03.019.027.002.06

B03.019.027.002.12

Cungpowm Mannuctepa, reH TBX3 m.

CuHapom nogkoneHHoro nrepurmyma, reH IRF6 m.
Cungpowm lMdanddepa, 3k30HbI 7, 9 reHa FGFR2 n
3k30H 7A reHa FGFR1 m.

Cungpowm PeTTa, reH MECP2 m.

Cungpom CeTpe-YoTt3eHa, reH TWIST1 m.

Cungpom Cunbsepa, reH BSCL2 m.

CuHgpom CumncoHa-onabu-bemens, reH GPC3 m.
CuHgpom Cmuta-Nlemnu-Onuua, reH DHCR7 m.
CuHgpom TecTukynspHon oemmHmsauum, reH AR m.
Cungpowm Tpuyepa-KonnuHsa-dpaHueckeTTn, reH
TCOF1 m.

Cungpom Xunnens-flungay, VHL m.

CwvHgpom Xunnens-finsgay, uncno konui reHa VHL m.
MyTauun reHa NOTCH3

Cungpowm LLBaxmaHa-[animoHga, reH SBDS m.
Cwungpowm LlBaxmaHa-OarimoHaa, reH SBDS1 u.m.
Cungpom Onnepca-Lanno tin VI, ren PLOD y.m.
Cungpom 3ckobapa, reH CHRNG m.

Cnactnyeckasa napannerusa Wrpiomnens, tTun 4, SPAST
(SPG4), u.m.

CnvHanbHas ammoTpodums ¢ napanuMyomM guadparmel,
reH IGHMBP2 m.

CnvHanbHas amuoTtpodoms Tunsi |, 11, 111, 1V (¢
onpegeneHnem vmicna konum SMN2)

CnuHanbHasa amunotpodus tunbi I, I, 1, 1V, reH SMN1 m.

(TONbKO MPU HaNMYMKM OOHOW KOMWK reHa)
CnnHanbHo-6ynbbapHas ammoTpodms KeHHeau, reH AR
Y.M.

CnuHouepebennspHas atakcust, reH ATXN7 y.m.
CnnHouepebennspHas atakcust, reH ATXNS u.m.
CnnHouepebennsapHble aTakcuu, peakne opMmbl, Y.M.
CnvHouepebennsapHble aTakcuu, YacTble POpPMbl, Y.M.
CnoHrnogopmHasga aHuedanonatums ¢
Henponcmxudeckummn nposisneHnsamu, red PRNP m.
CnoHaunokocTanbHbI An3ocTos, reH DLL3 m.
CnongunoanudusapHas gucnnasus (SEDT), reH
TRAPPC2 m.

CynepaktuBHoCTb hocchopunbosmnnnmupodocdat
cvHTeTasbl, reH PRPS1 m.

TopcuoHHas guctoHus, Tun 1, TOR1A (DYT1), 4.m.
TpuxopuHodanaHreansHbli cMHAPOM, reH TRPS1 m.
TpombouunToneHus BpoxaeHHasi, reH MPL wm.
daTanbHas cemeHas UHCOMHUS, reH PRNP m.
®deHunkeToHypus, reH PAH m.

®deHunkeToHypus, reH PAH y.m.

dubpoancnnasuns occudbuumpytoLlas
nporpeccupytowas, reH ACVR1 "ropsay.” y4. m.
dunbpoauncnnasms occuduumpyoLlas
nporpeccupytowas, reH ACVR1 6e3 "ropsy." yu. m.
X-cuenneHHast arammarnobynmHemusi, reH BTK m.
X-cuenneHHbIn numdonponudepaTnBHbIA CUHOPOM
(6onesHb OyHkaHa, cuHgpom lMyptuneo), XIAP M. (X-
Linked Lymphoproliferative Syndrome, XLP, Gene XIAP,
Mut.)

X-cuenneHHbIn numdonponMdepaTMBHbIN CUHOPOM

(6onesHb dyHkaHa, cuHapom lMypTuneo), reH SH2D1A m.

X-CUenneHHbI MOTOPHbIN HUCTarMm, reH FRMD7 m.
X-CuenneHHbIN TEXENbI KOMOUHMPOBaHHbIN
nmmyHogeduuut, reH IL2RG m.

30630,00
37575,00

18120,00
15955,00
18125,00
30630,00
33420,00
37570,00
41540,00

81830,00
18120,00
19720,00
14260,00
24080,00
9790,00

15280,00
33420,00

8885,00
62580,00

7595,00

33420,00
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9630,00
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21495,00

30630,00
4380,00

41540,00
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21040,00

21495,00
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21495,00
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21495,00
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B03.019.027.000.04

B03.019.027.000.81
B03.019.027.000.82

77798
B03.019.027.000.83
B03.019.027.000.84

B03.019.027.000.85
B03.019.027.000.86
B03.019.027.000.87

B03.019.027.000.88

B03.019.027.001.84

B03.019.027.000.89

B03.019.027.000.08

B03.019.027.001.88
B03.019.027.000.01
B03.019.027.001.85
A27.05.053.000.02

A27.05.053

B03.005.016.000.02

B03.019.027.001.12

7023

B03.006.001.000.10

B03.006.001.000.13

B03.019.027.001.70

B03.019.027.001.16
B03.019.026.000.01

B03.019.002.000.01

B03.006.001.000.19

B03.027.007.000.01

B03.027.007.000.02

XoHapoaucnnasus metadusapHas Tun Mak-Ketocuka,
reH RMRP wm.

XoHapoaucnnasus TodedHasa KoHpaaum-XioHepmaHa, reH
EBP m.

XoHgpokanbunHo3s, reH ANKH m.

«[dpobbeBugHas» xopnopeTMHonaTus, TMNMpoBaHue
HLA-A29 (Birdshot chorioretinopathy, HLA-A29)
Xopounaepemusi, reH CHM m.

XpoHun4deckasi rpaHyneMaTto3Hasa 6onesHb, reH CYBB m.
LlepebpookynodaumockeneTHbli cuHapom, reH ERCC6
M.

OK30CTO3bl MHOXECTBEHHbIE, reH EXT1 m.

OK30CTO3bl MHOXECTBEHHbIE, reH EXT2 m.
OkccyaaTvBHasa BUTpPeoxXopeopeTuHanbHas anuctpodus,
reH NDP m.

OkTogepMarnbHas aHrugpoTMyeckas aucnnasus, reH
EDA m.

OkTogepManbHas rmgpoTudeckas gucnnasus, reH GJB6
M.

OnudmsapHasa gucnnasms, MHoxectseHHas, reH COMP
Y.M.

OnudmsapHas gncnnasmns, MHOXXeCTBEHHas, reH
SLC26A2 m.

Oputpokepatogepmus, reH GJB3 m.
Oputpokepatogepmus, reH GJB4 m.

OpuTpoumnTOo3 peueccuBHbin, reH VHL m.

OpuUTpOoLMTO3 peLecCrBHbIV (CeMelrtHasa HacneaCcTBEHHast
nonuuntemuns). MNMownck yacTbix myTaumm B reHe VHL, 4. m.
(Autosomal Recessive Erythrocytosis, Gene VHL, Freq.
Mut.)

OwnarHoctuka 6eTa-TanacceMumn u remornobuHonaTun
(ren HBB)

OwnarHoctuka TTR-amunongosa (cekBeHMpoBaHue 2-4
3k30HOB reHa TTR)

OunarHocTtuka anbda-tanaccemun (reHsl HBA1, HBA2,
HS-40)

HacnencteBeHHble hopMbl NaHkpeaTuTta (reHsl PRSS1,
SPINK1) (Hereditary pancreatitis (PRSS1, SPINK1
genes))

®pykrosemus (ren ALDOB) (Hereditary fructose
intolerance (ALDOB gene))

HacnenctBeHHas aHgoTennaneHas guctpodus
porosuubl - anctpodusa dykca (reH TCF4) (Fuchs
endothelial dystrophy (gene TCF4))

KomnnekcHasa anarHoctuka yseutoB (HLA-B27, HLA-
B51, HLA-A29) (Diagnosis of uveitis (HLA-B27, HLA-
B51, HLA-A29))

BonesHb MNMomne (reH GAA) (Pompe disease (GAA gene))
Onpepnenexune mytauumi B reHe CFTR meTogom
cekBeHUpoBaHus cnepytowero nokoneHua (NGS) B
KPOBW OJ151 AMArHOCTUKM MyKOBMCLIMA034a,
HacneACcTBeHHoro naHkpeatmta u CFTR-
accoLMMpoBaHOro BPOXAEHHOTO ABYCTOPOHHETO
OTCYTCTBMS CEMSABBIHOCSLLIEro NPOTOKA.

Onpepenenune mytaumi B reHax LDLR, APOB, PCSKO9,
LDLRAP1 ans gnarHocTukmn cemenHom
rMnepxonecTepuHeMnm METOAOM CEKBEHMPOBAHUSA
cnepytouero nokoneHuns (NGS) B kposu

Onpepnenenuve mytauumi B reHax BRCA1, BRCA2
METOZ0M CEKBEHUPOBAHMWSA CrieyHoLLEro NoKoneHus
(NGS) B BroncunHom MaTtepuarne u KpoBM

Onpepnenenune mytaumii B reHax BRCA1, BRCA2, ATM,
PALB2, CHEK2 meToaOM CEKBEHMPOBAHMS CrieayoLLero
nokoneHus (NGS) B 6uoncmiHoM matepuarne u Kposu

9790,00

21500,00
50075,00

4225,00
62580,00
50070,00

81830,00
50070,00
62580,00

13960,00
33420,00
13960,00
8995,00

26460,00
13960,00
13960,00
18120,00

10320,00
12030,00
12030,00

12030,00

4070,00

4070,00

5390,00

9360,00
10465,00

42885,00

47595,00

42885,00

51705,00
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B03.006.001.000.20

7307

7308

7309

7310

7311

7314

7315

7316

7317

7318

7319
7320
7840
7841

7845

7848

A12.05.013.000.07

A12.05.013.000.02

7027XOP

A27.20.001.000.07
A27.20.001.000.05
A27.20.001.000.06

7032X0OP

A27.20.001.000.12

OwnarHocTrka aytoBocnanuTenbHblx 3abonesaHnii (11
reHoB) METOAOM CEKBEHUPOBAHUSA CRneayoLLero
nokonexus (NGS) B kposu

KomnnekcHoe obcrnenoBaHune npu 6ecnnoamm y XeHLWmH
(nHakTMBaumsa X xpomocombl, CAG-noBTopbl B reHe AR 1
onpegeneHune npegakcnaHcum B reHe FMR1)
"opMOHanbHasi 4yBCTBUTENbHOCTb aHAPOrEeHOBOrO
peuentopa (CAG-noeTopkl, AR)

KomnnekcHasi reHeTu4eckas AMarHocTmka cMHapoma
nonunknctosa anvHmkos (CIKA)

[dnarHocTrka reMonmMTU4ecKon aHemMnu,
accoLMUPOBAHHOWM C HEAOCTATOYHOCTbLIO MMPYBATKNHA3bI
(3k30HbI 3,5,7,8,10,11 reHa PKLR)

[narHocTnka reMonmTu4Yeckon aHeMmuu,
accoLMMpOBAHHON C HEAOCTATOYHOCTbLIO FMKO3a-6
docaT-germaporeHasel (reH G6PD)
MonekynspHo-reHeTuyeckasa agnarHocTmka
HegocTaTo4yHoCTM npotenHa C npu Tpombodunum (reH
PROC)

MonekynspHo-reHeTu4Yeckas anarHocTuka
HeOoCTaTOYHOCTM NpoTeuHa S npu Tpombodunun
(3k30HbI 5,6,11,12,13,14,15 reHa PROS1)
MonekynspHoO-reHeTu4Yeckas anarHocTuka
HegocTaTOYHOCTM aHTUTpombuHa Il npu Tpombodmnum
(reH SERPINC1)

[unarHocTrka TpaH3MeHTHON HEQOCTAaTOYHOCTU
aHTuTpombuHa Il npu Tpombodumnusax (p.Alad16Ser,
p.Arg79His, p.Pro73Leu, p.Val30Glu)

KomnnekcHoe nccnegoBaHve He4OCTaTOMHOCTH
npoTtenHa C, npoteuHa S n aHtutpombuHa Il npn
Tpombopunum (ak3oHbl 2, 7 reHa SERPINC1, ak30HbI 11,
12 reHa PROS1, 3k30HbI 3, 7 reHa PROC)

CrtaTtuHbl, hapmakoreHeTuka (CumBacTaTvH, IoBacTaTuH,
aTopBacTaTuH,MMTaBacTaTvH, MpaBacTaTyviH,
po3yBacTaTuH, driyBacTaTuH)

WpuHoTepkaH (reH UGT1A u.m.)

HacnepcrteeHHble hOpMbI aTUNUYHOIO rEMOSTUTUKO-
ypemuyeckun cuHgpom (al'yYC) n C3 rnomepynonatum
OcTpas nepemexatowascsa nopgpupusa (reH HMBS)
MonekynsipHo-reHeTuyeckasi AnarHocTuka
TpoMboTMYecKkon TpoMBoLMTONEHNYECKON Nypnypbl (reH
ADAMTS13)

MonekynspHo-reHeTuyeckasa gnarHoctuka 1, 2A, 2B,
2M,2N, 3 Tunos 6one3nn doH Bunnebparnaa (18-21 n 28
3K30H reHa VWF)

XPOMOCOMHbIN MUKPOMATPUYHbBIA aHanu3 npeHaTanbHbIN
B @MHNOTUYECKOW XNOKOCTU

XPOMOCOMHbIN MUKPOMATPUYHbBIA aHanu3 npeHaTanbHbIN
B MYMNOBUHHOW KPOBU

XPOMOCOMHbIN MUKPOMATPUYHBLIA aHanNu3 npeHaTanbHbIN
B BOPCMHaX XOpMOHa

MpenatanbHaa JHK-gnarHoctuka atakcum dpungpenxa
MpenaTanbHaa JHK-gnarHoctuka atakcum dpmngpenxa
MpenaTanbHaa JHK-gnarHoctuka atakcum dpmngpenxa
MpeHnaTanbHaa OHK-anarHoctuka MbleyHom
auctpodun [ioweHHa/bekkepa B BOPCUHAX XOPUOHA
(Prenatal DNA diagnostics of Duchenne-Becker muscular
dystrophy)

MNpenaTanbHaa JHK-anarHocTuka MbleyHom
anctpodmm OioweHHa/bekkepa B MyNOBUHHOW KPOBU
(Prenatal DNA diagnostics of Duchenne-Becker muscular
dystrophy)
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20495,00
35050,00
35050,00
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A27.20.001.000.11

A27.20.001.000.08

A27.20.001.000.10

A27.20.001.000.09

A27.20.001.000.15

A27.20.001.000.16

A27.20.001.000.14

A27.20.001.000.08

A27.20.001.000.10

A27.20.001.000.09

7076

7081

7093
7094
7366

7133FL

B03.045.026

B03.045.026

B03.045.026.000.01

B03.045.026.000.01

MpenaTanbHaa JHK-gnarHoctuka MblileyHom
aunctpodpum OioweHHa/bekkepa (Prenatal DNA
diagnostics of Duchenne-Becker muscular dystrophy)
lMpeHaTanbHas AMarHocTuKa CnMHanbHOW MbILLEYHOM
aTpoum B amHUOTUYECKON xuakocTtu (Prenatal
diagnostics of spinal muscular atrophy)
MpeHaTanbHasa anarHocTyKa CnMHaNbHOW MblLLEYHON
aTpocmm B nynoBmHHOM KpoBu (Prenatal DNA
diagnostics ofspinal muscular atrophy)
lMpeHaTanbHasa anarHocTyka CnMHaNbHOWM MblLLIEYHON
aTpocumm B BopcuHax xopuoHa (Prenatal DNA
diagnostics of spinal muscular atrophy)
MpeHaTtanbHasa gnarHocTuka remodunum (Prenatal
diagnostics of hemophilia)

MpeHaTanbHas guarHocTuka reMopunum B BOPCUHaXx
xopuoHa (Prenatal DNA diagnostics of hemophilia)

MpeHaTanbHasa gnarHocTka reMounMm B MynoBMHHOM
kpoBwu (Prenatal DNA diagnostics of hemophilia)
lMpeHaTanbHasa AnarHocTyka CnMHaNbHON MbILLEYHOM
aTpodun B aMHUOTUYECKOM XNOKOCTUN (C MOUCKOM
YacTbIX NaToreHHbIX BapnaHToB B reHe SMN1) (Prenatal
diagnostics of spinal muscular atrophy)

[MpeHaTanbHast AMarHoCTuKa CnNMHanbHOW MbILLEYHOM
aTpocmn B NynoBMHHON KPOBU (C MOMCKOM YacTbIX
natoreHHbIx BapuaHToB B reHe SMN1) (Prenatal DNA
diagnostics ofspinal muscular atrophy)

[MpeHaTanbHasi AMarHoCcTuKa CnNMHanbHOW MbILLEYHOM
aTpodumn (C MOMCKOM YaCTbIX MATOreHHbIX BApPMaHTOB B
reHe SMN1) B BopcuHax xopuoHa (Prenatal DNA
diagnostics of spinal muscular atrophy, SMN1)
IMOMHO3K30MHOE CEKBEHMPOBAHNE — CKPUMHUHT Ha
HOCUTENbCTBO PELLECCUBHBIX 3aboneBaHui ¢
nHtepnpeTauunen 18+ (Whole Exome Sequencing)
MonekynsipHo-reHeTU4eckoe uccnegoBaHne npu
rmnodpoccatasum (reH ALPL)

Mouck kpynHbix geneuun/gynnukauuin B reHe CFTR (c
3aKIMIOYEeHEM Bpaya-reHeTmka)

Femodunus A, reH F8 (c 3akntoueHnem Bpaya-reHeTumka)
AHanus mytauun B reHe EPOR (8 ak30H)

MxTno3 BynbrapHbli. lonck yactbix MyTauui B reHe
FLG, u.m.

24. ONPEAENEHUE BUONOINMYECKOIo POACTBA B
CEMBbE: OTUOBCTBA U MATEPUHCTBA

24.1. OnpeaeneHue 6MONOrMYECKOro poacTBa B cEMbe:
OTL,0BCTBA U MaTEPUHCTBA

CpouHoe ycTaHoBrneHve 6ruonormyeckoro poacTea Ans
ofHOro 13 pogutenen npu 6eccnopHoM poacTBe ApYroro
(3 wen.) (Urgent Establishment of Biological Relationship
for One Parent at Indisputable Relationship of Another (3
Persons))

YcTaHoBneHve 6uonornyeckoro pogctea Ans O4HOro n3
poautenewn npu 6eccnopHoM poacTee apyroro (3 ven.)
(Establishment of Biological Relationship for One Parent
at Indisputable Relationship of Another (3 Persons))
CpouHoe ycTaHoBreHue 6ruonormyeckoro poacrea Ans
OHOro U3 poanTenen Npu oTCyTCTBUM APYroro (2 ven.)
(Urgent Establishment of Biological Relationship for One
Parent in Absence of Another (2 Persons))
YcTaHoBneHve 6uonornyeckoro pogctea Ans O4HOro n3
poauTenen npu oTCyTCTBMM Apyroro (2 yen.)
(Establishment of Biological Relationship for One Parent
in Absence of Another (2 Persons))
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B03.045.038.000.01

BP/YHUB

1B-B3OUT

BP/PI

BP/YHW/B-OOTM

B03.016.019.001

B03.016.018
B03.006.004
B03.006.004.000.08

B03.006.004.000.07

B03.019.009

B03.019.008.000.01
B03.006.004.000.05

77761

77762

9954

OBC45
OBC45 (1601)
0OBC47
OBC89

OBC159
OBC219

[ononHuTenbHbIV y4acTHUK nccneaoBaHus (pebeHok
unun matb unu oteu) (Additional research participant
(child or mother or father))

YcTtaHoBneHue 6uonornyeckoro pogcrea. AHK-tect
YHuBepcanbHbIN

B3sTue cockoba bykkanbHoOro anutenus 6es
panbHenwero nccrnegosanus (Buccal epithelium
sampling)

YcTaHoBneHne 61onormyeckoro poacTea B OTHOLLEHUN
poaUTENBLCKONM Napbl - NpeanonaraeMbii oTel,
npeanonaraemasl MaTb

HononHuteneHbin ydacTHUK [JHK-TecTta YHmBepcanbHbIi.
YcTaHoBneHve 6uonormyeckoro poacTea.

25. HACNEACTBEHHbIE BOJIE3HU OBMEHA BELLIECTB Y
HOBOPOXAEHHbIX / CKPUHUHT

25.1. HacnepcTBeHHble 60ne3HM 06meHa BeL,ecTB y
HOBOPOXAEHHDbIX/CKPUHUHT

AHanm3 cnekrpa aMUHOKUCIIOT U auuKapHUTUHOB,
TaHAEeMHas Macc-CNeKkTPOMETPUs, METOA CyXOW Kanmnu
kpoBu (Analysis of amino acids and acylcarnitines, dried
blood spots (MS/MS))

AHanus3 cnekTpa opraHMyecKknx KUCNoT MOYM METOAOM
rasoBon xpomartorpadum ¢ Macc-CnekTpoMmeTpuen
(FCX/MC)

OnpepneneHne akTMBHOCTU BUOTUHMAASI
(HegoctaTtoyHOCTb BUOTMHMAASHI)

YacTast MyTauus B reHe BD (HegoctaToyHOCTb
OMoTUHMAA3bI)

YacTas mytauus B rene GCDH (rnytapoBas aunaypvs
T™n 1)

YacTas mytauusa B reHe HADHA (HepgocTtaTtoyHocTb
AnvHHoueno4yeyHon 3-ruapokcmaunn-KoA-
aerngporeHasbl)

YacTtaa mytaumsa B reHe ACADM (HepoctaToyHOCTb
CpeaHeLenovYeyYHon aernaporeHasbl XUPHbIX KUCIOT
MCAD)

YacTble myTauum B reHe FAH (TuposmnHemus tun |)
CKPVIHUHT Ha NM30COMHble 6oNe3Hn HakonmneHus
(onpeneneHne akTMBHOCTU NIM30COMHbIX (DEPMEHTOB)
(Screening for lysosomal storage disorders
(determination of lysosomal enzyme activity))
CKPUWHVHT Ha NTM30COMHbIEe BOMNEe3HN HaKoMeHNs
(onpeaeneHune KOHLUEHTpaL MM NM30CHOUHIONMNNA0B)
(Screening for lysosomal storage disorders
(determination of lysosphingolipid concentration))

26. HAPKOTUYECKHUE, NCUXOTPONMHDbIE U
NCUXOAKTUBHDLIE BELLIECTBA

26.1. HapkoTuyeckue, NCUXOTPONHbIE U

NCUXOAKTUBHbIE BeLLLeCcTBa
AHanus Bonoc Ha onpegeneHne HapkoTUYECKUX CPeacTB,
NCUXOTPOMHOro UM CUNBHOAENCTBYIOLLErO BellecTea
28. KOMNNEKCHbIE NPOrPAMMDbI OBCNELOBAHUIA
(Npodunnn)

28.1. Ona petei

AHanusbl Ana eTCKoro caga v LKOsbI

AHanusbl ons geTckoro caga v wkonbl (1601)

OueHka UMMYHHOTO OTBETa K AETCKUM UHpEeKunam

3nopos.biin pebéHok: ans aeten ot 0 ao 14 net
MepBuyHOEe nabopaTopHoe obcnegoBaHme geTen npm
Nnogo3peHMM Ha pasBUTUE OCIIOXHEHN Nocne NHpeKunn
COVID-19

AHanu3bl 4Na OeTCKOro cafa U LUKOSbl: MUHUMAaTbHBIN

9250,00

36925,00

475,00

13950,00

8390,00

8090,00

13575,00
6685,00
7785,00

6685,00

6685,00

6685,00
12195,00

5990,00

3990,00

10490,00

3760,00
3770,00
7670,00
1690,00

5740,00
2490,00
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0OBC282

OBC293

2019Crb

OBC80

OBC8ONEW
OBC70
OBC81
OBC82

OBC88

OBC83
OBC84
OBCB86
OBC87
OBC121

OBC122

OBC123
CrKA1

ClnKA2

OBC175

OBC187

OBC85NEW

OBC193

OBC194

OBC208

OBC95NEW

OBC95

3058

0OBC249

3059

Mpobnewmbl Beca y aeten 1 nogpoctkoB (Weight
problems in children and adolescents)

ButamuH D 1 MnHeparnbHbIi OOMEH: KOMMITEKCHOE
ncecrnegoBaHne ans geten

28.2. AnA KeHWmuH

onpeaenenune OHK BIMY n yntonornyeckoe
nccnegoBaHmne buomarepmana LWeNKN MaTKu.

KeHcknin ropMmoHanbHbIA Npodunnb: ANCAHYHKLMS
SAWYHUKOB, HApYyLUEHUSI MEHCTPYanbHOrO LMKNa

YKeHcknin ropMmoHanbHbIM Npodunnb: ANCAHYHKLMS
SAWYHUKOB, HApYyLUEHUSI MEHCTPYanbHOrO LMKNa
OHKOPUCK XXEHCKUIA: LLenka MaTkn

Mpobnembl HEBbIHALLMBAHMSA: ayTOUMMYHHbIN NPOUnb
OueHka aHaporeHHoro craTyca

MnaHnpoBaHne 6epeMeHHOCTH: AnarHocTuka
yporeHuTanbHbIX MHGEKLNI

Xouy cTaTb MaMoW: KOMMMNeKCHoe obcneagoBaHme npum
nnaHnpoBaHun 6epemeHHOCTH
TORCH-uHdpekumm

BepemeHHOCTL: 2-1 TpuMecTp (14-28 Hepenu)
BepemeHHocTb: 3-11 TpumecTp (0T 29-30 Heaenb)
NnoAroTOBKA K BEPEMEHHOCTW: BA30BbLIV
MnoaroToOBKA K BEPEMEHHOCTW: OLIEHKA
BUTAMWHHOIO CTATYCA

NoAroTOBKA K BEPEMEHHOCTW: CKPbIThIV
OEOUNLINT XKEJE3A

JlaBGopaTtopHas guarHocTuka runepaHaporeHeMmm
OueHka ropMoHanbBHOro ctaTyca nNpy HapyLleHum
MEHCTpPYyarnbHOro umkna

"opMoHanbHoe 06cnefoBaHne Ons XEHLLUMH B Neprog,
MeHonay3arnbHOro nepexoga

>KeHcknin ropMmoHanbHbIi Npodunb: HapyLweHns
MEHCTPYarnbHOro U1Kna, CKPMHUHF

BepemeHHoCTb: 1-1 TpumecTp (1-13 Hegenu) nnmn 1-in
BU3UT

KomnnekcHoe nccnegoBaHvue abopTMBHOrO Matepuana,
ckpuHuHr (Study of miscarriage tissues, screening)
KomnnekcHoe nccnegoBaHve abopTUBHOIO Matepuana,
pacwmpeHHoe (Comprehensive study of miscarriage
tissues)

MoarotoBka k nporpaMmmam BCromoraTernbHbIX
penpoayKTMBHbIX TexHonorui (BPT), Bkntoyasa SKO:
komnnekc Ne 1 (Preparation for IVF programs)
VIP-ob6cnepoBaHue ans xeHwwH (VIP-examination for
women)

VIP-ob6cnenoBaHue ans xeHwwH (VIP-Survey for
Women)

BbisiBNeHWe naToreHHbIX, YCNOBHO-NATOMEHHbIX
Mukpoopranmamos, HK BINY 6, 11, 16, 18, 26, 31, 33,

35, 39, 44, 45, 51, 52, 53, 56, 58, 59, 66, 68, 73, 82 Tuna

n unTonornyeckoe nccriegosaHue

O6cnepnoBaHue nocne 6epeMeHHOCTU U PodoB
(Examination after pregnancy and postpartum)
PaclumMpeHHbI CKPUHWHE paka LLUENKM MaTKn—
KonudectseHHoe onpegenenune OHK BIMY Human
papilloma virus HPV BbICOKOrO 1 HU3KOro OHKopucka, 21
Tmnos (6, 11, 16, 18, 26, 31, 33, 35, 39, 44, 45, 51, 52,
53, 56, 58, 59, 66, 68, 73, 82), TMNupoBaHue (kay.)
OHK+KBM 1 umntonornyeckoe uccrnegoBaHne cockoda
LWENKN MaTKN 1 LIEPBUKASIbHOIO KaHana MeToAoM
XUOKOCTHOW LIUTONOru

3175,00

3290,00

2250,00

7330,00

9670,00
4190,00
7780,00
3140,00

4560,00

15390,00
6290,00
1690,00
8040,00
17860,00

6810,00

2370,00
4530,00

2765,00

2935,00
3700,00

11150,00

13470,00

26670,00

14570,00
27395,00

32330,00

8690,00

7870,00

4165,00
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OBC256
OBC266
OBC267
OBC278
OBC279
OBC300
OBC81NEW
OBC87NEW

OBC85NEW?2
OBC307
OBC305

OBC171

OBC183

0OBC201

OBC224

OBC225

OBC96NEW
OBCY96
OBC257
OBC258
OBC276
OBC280
OBC281

OBC277
OBC306
OBC308

OBC77NEW

OBC78NEW

OBC106NEW

OBC312

OBC311

OBC310

OBC175NEW

OBapuanbHbI pe3epB: MUHU-Npocuns (Ovarian reserve
testing mini panel)

Mpodunb ons xeHwmH 6a3osbii 18+

XKeHckoe 3gopoBbe 18+: onTumManbHoe obcrnenoBaHmne
XKeHckoe 3gopoBbe 18+ paclumpeHHoe obcnegosaHne
XKeHckoe 3gopoBbe 18+: VIP obcnegoBaHne
XPOHNYECKNIA LIUCTUT Y XKEHLLMH

Mpobnembl HEBbIHALLMBAHMSA: ayTOUMMYHHbIA NPouib
BepemeHHOCTb: 3-11 TpuMecTp (28-40 Hepenb)
BepemeHHocTb: 1-1 TpumecTp (1-13 Hegenu) nnmn 1-in
BU3UT

XKeHckoe 3gopoBbe 45-65 net: VIP obcnepoBaHue
>KeHckoe 3gopoBbe: 45-65 net

28.3. Ona my>XumH

M'mnoroHaguam y My>4mnH

KomnnekcHoe ropmoHansHoe obcriegoBaHue ans
MY>XYMH

CekcyanbHasi AMCYHKLMS Y My>X4dnH. [epBryHOe
nabopartopHoe obcrnegoBaHue

Xouy cTaTtb nanon: obLEKNTMHUYECKNE N TOPMOHArbHbIE
nccneaoBaHust

Xouy ctaTtb nanon: obcneaoBaHue Ha MHGEKUUN,
nepegaBaemble NOMOBbIM NyTEM

VIP-obcnepoBaHue ansa myxuuH (VIP-examination for
men)

VIP-obcneposaHuve ansa myxuuH (VIP-Survey for Men)
OxupeHune y myxunH (Obesity in men)

"MHekomacTus

Myxckoe 3gopoBbe 18+ 6a3oBoe obcrneagoBaHue
Myxckoe 3gopoBbe 18+: onTuMarnbHoe obcrneaoBaHune
Myxckoe 3gopoBbe 18+: paclumpeHHoe obcnegoBaHne
Myxckoe 3gopoBsbe: VIP o6cnegosaHme 18+ (C oueHKomn
reHeTUYECKNX PUCKOB)

Mysxckoe 3gopoBbe: 45-65 net

Myckoe 3gopoBbe 45-65 net: VIP o6cnegoBaHmne

[ocnuTanunsaumnsa B TepaneBTUYECKUIA cTaumoHap
(Hospitalization in therapeutic hospital)
["ocnutanusaumsa B Xmpypruyeckuin ctaumoHap
(Hospitalization in surgical hospital)

locnuTanusaums B XMpypruyeckuii ctaumoHap:
paclumpeHHoe obcnepgoBaHme (Hospitalization in surgical
hospital, extended examination)

CucTtemHble peTuHouabl: NabopaTopHbIN KOHTPOMb
Tepanun akHe (Systemic retinoids: laboratory control for
acne managemen)

JlaBopaTopHbI KOHTPOSb MEHOoMay3arnbHON
ropmoHansHon Tepanuu (Lab tests for menopausal
hormone therapy control)

"opMoHanbHOe 06cnegoBaHne ANs XKEHLMH B Neproa
MeHoMnay3anbHOro nepexoaa, pacwmpeHHoe (Hormonal
screening for women during menopausal transition,
extended)

FopmoHanbHoe obcnegoBaHWe Ans XeHLLMH B nepuog
MeHonay3anbHOro nepexoga, MuHumarnbsHoe (Hormonal
screening for women during menopausal transition,
minimal)

28.4. ExxerogHble npodunakrmueckmue obcnegosaHus

3440,00
5665,00
12230,00
22860,00
43490,00
5490,00
7490,00
4445,00

11650,00
74990,00
33290,00

6190,00
4790,00
2560,00
4960,00
4635,00

25820,00
29970,00
11090,00
8080,00

5360,00

10960,00
23160,00

44720,00
36290,00
78690,00

7990,00

8690,00

10990,00

5490,00
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6690,00

3590,00
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A26.21.036.001.06

OBC46
OBC73
OBC74

OBC79

OBC126
OBC154
OBC155
OBC164
OBC165
OBC166
OBC167
OBC168
OBC169
OBC184
OBC196
OBC199
OBC206

OBC211

OBC212
OBC218
OBC228
NUTRIL
NUTRI2
OBC242
0OBC243
OBC244
OBC245

OBC46NEW

OBC79NEW

OBC126NEW

0OBC248

OBC291
OBC73NEW

OBC74NEW
OBC295

KomnnekcHoe nccnegosaHve MUKpodnops!
yporeHuTansHoro Tpakta: Obuwas bakrepmnanebHas
mMacca, Lactobacillus spp., Gardnerella vaginalis,
Atopobium vaginae, Prevotella spp., Leptotrichia amnionii
group, Mobiluncus mulieris, Mobiluncus curtisii,
Ureaplasma urealyticum, Ureaplasma parvum,
Mycoplasma hominis, Fungi, Candida albicans, Candida
krusei, Candida glabrata, Candida parapsilosis, Candida
tropicalis, Candida famata, Candida guilliermondii,
Chlamydia trachomatis, Neisseria gonorrhoeae,
Trichomonas vaginalis, Mycoplasma genitalium,
KOHTpOMb B3ATWSA MaTtepuana

ExxerogHoe npodgunaktnyeckoe obecrniengosaHue (nocne
40 ner)

Broxumusa kposu: pacLLMpeHHbI npodunb

Buoxmmunsa KpoBu: MUHUManNbHbIV NPodunb

340poB Tbl — 300pOBa CTpaHa: exerogHoe
npodumnakTndeckoe obcneposaHue (ao 40 net) (Healthy
You ? Healthy Country: Annual Check-Up up to 40 Years
of Age)

OueHka pyCKOB pa3BUTUS OCMIOXKHEHWI NMPU XPOHNYECKON
obcTpykTmBHOM 6onesHn nerkux (XOBI) (Risk
assessment of COPD (Chronic Obstructive Pulmonary
Disease) complications)

Broxmmusa kposu: 6a30BbIN Npotnnb

ExxerogHas npodunaktuka: MUHUManbHbIN CKPUHUHE
ButamuH D 1 MuHepanbHbIn obmeH

MpaBunbHoe nuTtanHue ([epekpecTok)

BeretapuaHupbl ([MepekpecTok)

Mukpo- n makpoanemeHThl (lepekpecTok)

BeraHbl ([MepekpecTok)

OueHka BUTaMuHHoro ctatyca ([epekpecTok)
BeccoHHuua

KomnnekcHoe uccnegoBanme «Ctpeccy
OunddepeHumnansHaa gMarHocTuka genpeccum

[nsa Tex, kto MHOro pabotaet

Mwukpo n makpoanemeHnTsl (Micro-elements and macro-
elements)

OueHka BuTamuHHoro cratyca (Assessment of vitamin
status)

ButamuHbl 1 MMHeparnbl: 6a30BbIN KOMMNEKC
ExxerogHas npodunaktvka: onTuMmarnbHbIn

OueHka gecumumntos

OueHka romeocTtasa

*KenesogedumumtHas aHemus

KoadhpumumneHT HacbiweHnst TpaHceppuHa

O06wwas xxene3ocBA3bIBatoLLas CNOCOOHOCTb CbIBOPOTKM
[NpoTenHorpamma

ExxerogHasa npodunaktuka: pacwmpeHHsi (Annual
prevention: extended)

«3p0opoB Tbl — 30opoBa cTpaHa» (You are healthy — Your
country is healthy)

OueHka prCKOB pa3BUTUS OCIIOXKHEHWI NMPU XPOHNYECKON
obcTpykTMBHON BonesHun nerkux (XOBI)

JNabopaTtopHoe obcnenoBaHue npu otekax (Lab tests for
edema)

ButaMuHbl 1 MUHeparnbl, y4acTByOLMe B NOAAEP)KAHUM
UMMYHHOW 3aLLunTbl

Buoxmmusa KpoBu: pacluMpeHHbIn Npocunb

Buoxmmunsa KpoBu: MUHMManNbHbLIV Npodnnb
(obeTepaneBTUYECKUI)

ButamuH D, marHuin, kanbumin u xeneso

5305,00

9980,00
7345,00
4500,00

8390,00

5240,00
2890,00
1320,00
3350,00
5570,00
3090,00
4170,00
7230,00
12380,00
6380,00
9490,00
8715,00
9480,00

4170,00

12380,00
6195,00
5425,00
52620,00
61925,00
3350,00
1180,00
780,00
1020,00

11120,00

17345,00

5240,00
6780,00
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4940,00
3490,00

py6

py6
py6
py6

py6

py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6

py6

py6
py6
py6
py6
py6
py6
py6
py6
py6

py6
py6
py6
py6

py6
py6

py6
py6



OBC296

OBC297

OBC298

OBC304
OBC309

CMNoPT1
CrNoPT2
CroPT3
OBC115
OBC160
OBC270

OBC217

0OBC221

OBC222

OBC51
OBC53
OBC54

OBC127

OBC128

OBC173

1680

1682

1675

1685

06¢200
APUTMOTECT

OBC233

OBC246
PACHETAPUTMO

OBC55

OBC55NEW

OBC62
OBC202
FACTP978

OBC226

MarHun v ButamuH B6

XKenesogeduuutHas aHemMus: AMarHOCTUKa U KOHTPOSb
30pPeKTUBHOCTM NeYeHns], pacluMpeHHoe obcnegoBaHme
HwarHoctnka Butamun B12- n chonvesoageduumnTHON
aHeMun

MuKpO3nemMeHTbl U BUTaMWHbI, BaXKHble AMs
noaaepxanuns dyHkuumn wmtosuaHon xenesol (Fe, Se, |,
Zn, 25-OH ButamuH D, ButammH A)

CkpbITbin aecmumt xenesa (Latent iron deficiency)
28.5. CnopTtusHbie npodpunm

Supersport ba3osbliin

Supersport OnTumanbHbIN

Supersport NpoaBuHyTbIN

CnopTcmeHbl, 6oanbungepsbl

SuperSport — MnHMmanbsHbIN

["OHKa repoes

28.6. O6cnepoBaHMe AOMaLLHErO NepcoHana

JInunbin Bogutens (Personal driver)

O6cnenoBaHne goMallHero nepcoHana: ctaH4apTHbIN
(Domestic staff survey: standard)

O6cnegoBaHne goMalLHero nepcoHana: pacLlumMpeHHbIn
(Domestic Staff Survey: Expanded)

28.7. OueHKa pucKa pa3Butua 3abonesaHunin cepgeyHo-
COCYAUCTO cucTembl

MpodunakTuka 3abonesaHuii cepaua 1 CocyaoB U UX
OCNOXHEHWI

JInnngHeIn Npousnb: paclMpeHHbIN

JInnngHeIn Npodusb: CKPUHKHT

JIvnngHbIn npocunb: paclumpeHHbIn He HaTowak (Lipid
Profile: Extended )

JIvnngHbIn npodumnb: CKpUHKHT He HaTowak (Lipid
Profile: Screening)

Kapanopuck, CKpUHUHI-NEW — C BKIMOYEHMEM
BbICOKOYYBCTBUTESBHOrO TPOMOHMHA U
HaTpunypeTuyeckoro ropmoHa (B-tuna) N-koHueBoro
nponenTtnaa

He-JMBI1 xonecTtepuH HaToLaK, MUHU-NPOMUITbL
XonectepuH He-JTMBIT He HaTowak

PeMHaHTHBIN XONecTepuH HaToLLak

PeMHaHTHBIN XONeCcTepyH He HaToLak

JinnngHein npoduns: 3aopoBoe cepaue

AputmoTect

JlTabopaTtopHoe obcrneoBaHne npu apTepranbHOn
rMnepTeH3nn

Kapanopuck: npoduns gna SCORE2, ¢ Bkto4YeHNEM
BbICOKOYYBCTBUTENbLHOro TponoHuHa-1 (B4-Tnl) n C-
peakTuBHoro 6enka (CPB)

APUTMOTECT (ARHYTHMOTEST)

28.8. AunarHocTtuka aHTudocponmMnmnaHoro CMHApPoOma
AHTHMdOCHONMMNUOHBIV CUHAPOM, NTabopaTopHbIe
Kputepum

AHTMdOoChOoNMNUAHLIN CUHAPOM, NTabopaTopHbie
Kputepuu

28.9. [InarHOCTUKa COCTOAHUA }KeNYA0YHO-KULIEYHOro
TpakTa

OnarHocTrka uenvakmm: HenepeHoCcMMOoCTb Oernka
3MnaKkoBbIX (FNoTeHa)

AHanusbl ons cnpaeku B 6acceiH

["acTponaHenb + aCTpyH-17 CTUMYNUPOBAHHbBIN.
XenyHokaMeHHas 60Me3Hb: NPV NOJO3PEHNN Ha
pa3BUTUE OCNOXKHEHWI
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3910,00
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1250,00

5360,00
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8550,00
1190,00
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7020,00
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OBC255
OBC271

OBC284

0OBC285

OBC56
OBC57
OBC59

OBCS59NEW

OBC176

OBC186

OBC215

OBC260

0OBC283

OBC287

B03.016.007.000.05
B03.016.007.000.01
B03.016.007.000.02

B03.016.007.000.03

B03.016.007.000.04

OBC61
OBC60
OBC192
OBC195
OBCG60ONEW
OBC61NEW

OBC301

OBC77
OBC78

HewnHBa3uBHasa guarHocTnka 3abonesaHuii CM3NCTom
obonouyku xenyaka (Non-invasive diagnostics of gastric
mucosal diseases)

CuHagpowm pasgpaxeHHoro kuwieyHuka (CPK)
HeunHBa3nBHas AMarHOCTMKa XPOHNYECKOro racTpuTa:
MuHMManbHbin (Non-invasive diagnostics of chronic
gastritis: minimal)

HeunHBa3nBHas AMarHOCTMKa XPOHNYECKOro racTpuTa:
pacwumpeHHbIn (Non-invasive diagnostics of chronic
gastritis extended)

28.10. OueHKa GYHKLMU NeYeHn
O6cnepoBaHne NevYeHn: paclunpeHHoe
O6cnepoBaHne neYeHn: CKPUHNHE

CKPVHWHT @yTOUMMYHHOTO MOpaXXeHUs NeveHn
CKpVHUWHT

AyTOMMMYHHOTO NMOPaXXeHWUsI NeYeHn
OBC176 CKpUHUHI

AYTOMMMYHHOIO nopaxeHuna nevdeHun

pacLUNPEHHbIN

AyTouMMyHHbIV renatut Tuna 1 (AUIM-1; ayToMMMyHHbBIR
renaTuT B3pPOCHbIX), CKPUHWHT

MepBryHOe obcnegosaHne Npy NOAO3PEHUN HA OCTPLIN
BMPYCHbIV renatut

OueHka PyHKLUMOHANbLHOrO COCTOSAHNS NEYEHU 1
NOMXKeNyA0YHOM Xenesbl

OnddepeHumnanbHas guarHocTuka ocTpbiX BUPYCHBIX
renatutoB A, B, C: pacwupeHHbin npocuns (Differential
diagnosis of viral hepatitis A, B, C: Extended Profile)
OnddepeHumnanbHas guarHocTuka ocTpbiX BUPYCHbIX
renatutoB A, B, C: MuHumaneHbii npoduns (Differential
diagnosis of viral hepatitis A, B, C: Minimal Profile)
28.11. HeMHBa3uBHaA oueHKa ¢pubpo3a neyeHu
CteatoCkpuH (SteatoScreen)

®dubpoTect (FibroTest)

®ubpoTecT (FibroTest)

H3LW-®nbpoTecT, HeMHBa3MBHas ANarHOCTMKa
HearkoronbHOro creatorenaturta n oubposa neyeHm
(NASH-FibroTest, non-invasive diagnosis of non-
alcoholic steatohepatitis and liver fibrosis)
H3LW-®dnbpoTecT, HeMHBa3MBHasA AnarHOCTMKa
HearKoronbHOro creatorenatuta n ¢oubposa
neyeHu(pacyeTHolt), (NASH-FibroTest, non-invasive
diagnosis of non-alcoholic steatohepatitis and liver
fibrosis)(pacyeTHbln)

28.12. OueHKa pyHKLUM NOYeK

O6cnegoBaHue nodvek: cKpuHUHT (Survey of Kidneys:
Screening)

O6cnegoBaHne NoYvek: pacluMpeHHoe

OnabeTtnueckan HedponaTunsi: CKPUHUHT
IOunabeTnyeckas HedponaTus: pacLUMPEHHbIN
O6cnenoBaHWe NoYvek: pacluMpeHHoe

O6cnenoBaHWe NOYeEK: CKPUHUHT

[narHoctrka GbiCTponporpeccupyoLLero
rnomepynoHedpuTa, paclimpeHHbli npoduns

28.13. NlocnuTanbHble nccnefoBaHUA

ocnuTanusauus B TepaneBTUYECKUI CTauMoHap
ocnuTanusauus B XMpypruyeckuin ctaumoHap
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7710,00

4790,00
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OBC106
0OBC189
OBC197
OBC198

OBC273

OBC272

OBC286

OBC63
OBC64

OBC64MOD
OBC120
OBC125
OBC170
OBC247

OBC250

OBC289

OBC64MOD2
OBCG63NEW

0OBC4069

OBC65
OBC65NEW
OBC66
OBC67
OBC214

OBC71

OBC124

OBC124NEW

OBC71NEW

OBC75
OBC76

OBC207

OBC229

FocnuTanusauus B XMpypruyeckuin ctaumoHap:
pacwmpeHHoe obcnenoBaHue (Hospitalization in
Surgical Hospital: Extended Survey)

MapTHepckue poabl

lMnaHoBas rocnuTanu3auns B akyLLepckoe oTaeneHme
ocnuTanusauns B OTAeNeHne rmHeKonormm
ocnuTanbHbIV Npodunb: cTaHaapTHbIN (BUY, cudunuc,
renatutbl B, C) (Hospital profile: standard (HIV, syphilis,
hepatitis B, C))

[ocnutaneHbIV Npodunb: MUHUManeHbIN (BUY,
cudunuc, renatutel B, C) (Hospital profile: minimal (HIV,
syphilis, hepatitis B, C))

[locnutaneHbI npocduns: BUY, renatutel B, C, cudpunmnc
(TpenoHemHbIn TecT) Hospital profile: HIV, hepatitis B, C,
syphilis (treponemal test))

28.14. AinarHocTuKa 3a6oneBaHunii coegMHUTENbHOM
TKaHU

Bonu B cyctaBax: paclumpeHHoe obcnegoBaHme
ApTpuTbI Npy peBMaTU4ecknx 3aboneBaHnAx

«Bbonu B cyctaBax: ckpuHuHr (Arthralgia: screening
tests)»

MOOAIPA

PesmaTtongHbin aptput (Rheumatoid arthritis)

BonesHb BunscoHa-KoHoBanosa, buoxnMmnyeckme TecThbl
(Wilson-Konovalov disease, biochemical tests)

Moparpa: BbisiBNeHue pakTopoB pucka pasBUTUS
3aboneBaHus, paclumpeHHoe obcrnegoBaHue
JlTaBGopatopHas guarHoctuka remoxpomarto3a (Laboratory
diagnostics in hemochromatosis)

Mcopunas. ObcnenoBaHve nepen HasHa4YeHNEM
cuctemHown Tepanum (Psoriasis. Examination before
prescribing systemic therapy)

Bonwn B cycTtaBax: CKpUHUHT

Bonu B cycTaBax: paclumpeHHoe obcnegoBaHme
CuctemHas kpacHas BonyaHka (CKB), MOHUTOPUHT
akTMBHoCTM npouecca (Systemic lupus erythematosus
(SLE), monitoring of activity)

28.15. [lnarHocTuKa caxapHoro guabeta

KoHTponb gnabeta: paclumpeHHbIn

KoHTponb agnabeta: paclumpeHHbIn

KoHTponb gnabeTta: CKpUHUHT

OnabeT: ayTOMMMyHHbIE MapKEpbI

OunddepeHumnaumnsa TMnos caxapHoro gnabeta

28.16. lMarHOCTMKa U KOHTPOJ/Ib Tepanuu ocTeonoposa

[wvarHocTunka octeonoposa

OueHka meTabonmama KOCTHOW TKaHM U p1cKa
0ocTeonopo3sa: pacumnpeHHoe obenenosanue (Metabolic
bone and osteoporosis risk evaluation: comprehensive
examination)

OueHka meTabonuama KOCTHOW TKaHW 1 puUcka
OCTeOonopo3a: paclinmpeHHoe obcrneoBaHue
JlTabopaTopHasi anarHocTtuka octeonopo3sa (Osteoporosis
Lab Test Panel)

28.17. OueHKa GyHKLUMUU LWUTOBUMAHOMN Kenesbl
LLinToBmaHas xenesa: paclumpeHHoe obcrnenosaHne
LLinToBmaHas xenesa: CKPUHUHT

LLinToBmaHas xenesa: MuHumansHbli (Thyroid Gland:
Minimal Profile)

MocneonepaunoHHBbI NabopaTopHbIA MOHUTOPUHT NpK
MeaynnspHOM pake LMTOBUAHOM xene3bl: 6a3oBbli

14620,00
3670,00

10960,00
12860,00

3060,00

2320,00

2635,00

12340,00
4030,00

6590,00
1540,00
4410,00
4680,00
6110,00
3860,00
7490,00

5990,00
13990,00

3490,00

6570,00
7450,00
1140,00
4950,00
7390,00

5170,00

7850,00
13035,00

5040,00

3590,00
2090,00

1325,00

3315,00
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0OBC230

OBC231

0OBC232

0OBC90
OBC91

0OBC92

OBC105

OBC93

A26.21.036.001.01

OBCY%4

OBC94NEW
OBC107
OBC108
OBC116
OBC117

MC

OBC234

OBC234G

OBC237

OBC238

OBC238G

OBC112
OBC113
OBC114
OBC129
OBC130
OBC131
OBC292

MocneonepaLnOHHbIN NabopaToOpPHLIN MOHUTOPUHT NpK
MeLyNNAPHOM pake LUUTOBUAHOM Xenesbl:
pacLUNpPEHHbIN

MocneonepaLnOHHbIN NabopaTOPHLIN MOHUTOPUHT NpU
anddepeHUMpoBaHHOM pake LLMTOBUAHOW Xenesbl:
6a3oBbIl

lMocneonepaunoHHbIV TabopaTopPHbIN MOHUTOPUWHT MpK
AndepeHUMpoBaHHOM pake LWUTOBUOHON Xenesbl:
pacLINpeHHbIN

28.18. UHdeKuum, nepesaBaemble NONAOBbIM NYTEM
BWY, cucpunuc, renatut B, C

Cekc B 6onbLIoM ropoge: 6 nHdekumii (aHann3 Kposu)
Cekc B 6bonbLiom ropoge: 14 nHdekumi + masok Ha
Mukpocpnopy

Cekc B 6bonbLliom ropoge: 12 ungpekumn + KBM
(yporeHuTanbHbI cOCKOD)

Cekc B bonbLioM ropoge: 8 MHgekLmi + Ma3ok Ha
MuKkpocpnopy

BoisiBneHune Bo3doyautenen UMMM (4+KBM)
(onpepenenne JHK Chlamydia trachomatis, Neisseria
gonorrhoeae, Trichomonas vaginalis, Mycoplasma
genitalium, OHK yenoeeka (KBM))

28.19. Npobnembl Beca

Mpobnembl Beca (NepBnYHOE 06CregoBaHne 300POBbS
NnaumMeHTOB C HapyLUeHUsAMY Beca)

Mpobnembl Beca (nepBuyHOe ob6cneaoBaHNe NaUMEHTOB
C HapyLleHnem Beca)

Mepen aneton: MMHMManeHoe obcnenoBaHue

Mepen aneton: gononHutensHoe obcneaoBaHue
MNogroToBka Kk AneTe npodunb basosbin

MNogroToBka k AneTe npodunb PaclumpeHHbIn
Komnnekc nccnegosaHuii "lMpobnemsl Beca:
MeTabonmM4eckun CUHAPOM (CKPUHMHIOBOE MEPBUYHOE
BblSiBrieHue)"

(BaHHbIM BMA yCcnyr AOCTYNEH B MEAMLUHCKMX Odhmcax,
peanuayoLmMX YCnyry no n3amMepeHuio aptTepmarnbsHOro
AaBreHuns)

O6cnepoBaHne nepen oUeTon ans CHWKEHNsT Macchbl
Tena: pacwupeHHoe (Examination before weight loss
diet: extended)

O6cnepoBaHune nepes AMETON AN CHKEHUS Maccehbl
Tena: pacwupeHHoe (Examination before weight loss
diet: extended) (rntoko3a 13 nnasmbl)

O6crnepoBaHune nepes AMETON ANt CHKEHWUS Maccehbl
Tena: mmHuMansHoe (Examination before weight loss
diet: minimal)

O6cnepoBaHne nepen oUeTon ans CHWKEHNsT Macchbl
Tena: 6asoBoe (Examination before weight loss diet:
basic)

O6cnepoBaHune nepes AMETON ANsi CHWKEHWS Maccehbl
Tena: 6asoBoe (Examination before weight loss diet:
basic)

28.20. OueTbl
BeretapuaHupbl
MuTaHue, ncknoyaroLlee KpacHoe MsICo
BenkoBas aneta
Mpodunb Beravbl « MMHUMaNbHBLINY
Mpodunb BeraHbl «ba3oBbii»

Mpodunb BeraHbl «PacluMpeHHbIny
KeTtogueta

28.21. 3aboneBaHUA BePXHUX AbIXaTeNbHbIX NyTel
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6230,00

8350,00
5540,00

5230,00

1775,00

6050,00

7150,00
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10920,00
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12690,00

1830,00
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3020,00
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5315,00
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9640,00
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20860,00
8990,00
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OBCY97

OBC158
OBC163

3049
OBC294

OBC98
OBC9Y9
OBC100
OBC101
OBC239Ab6

OBC240Ab6

OBC241Ab

OBC261
0OBC262

0OBC263

OBC265
OBC264

OBC68

OBC185

OBC191

OBC118

OBC119
OBC254

OBC253
OBC290

OBC274

OBC275

OBC174

OBC259

OBC172

OP3, OPBW (Hacmopk, Kaluenb, 6onb B ropne)
KoHTponbHoe nccnegosaHve nocne nepeHeceHHomn
OCTpOW pecnmpaTopHOM BUPYCHON MHGEKL MK
O6cneposaHue nepep BakumHauuven npotus COVID-19
[narHocTrka oCcTpbIX pecnmMpaTopHbIX BUPYCHbIX
nHdpekuun, Brntoyaa rpunn (A, B, A/H3N2, A/H1N1),
kopoHaBupyc SARS-CoV-2 n gpyrme OPBU (+13), masok
N3 pOTO- U HOCOITOTKM

MHMEKUNOHHBIN MOHOHYKNEO3

28.22. Anneprua

Anneprus Ha >XMBOTHbIX, Mblfb, NNECEHb

Anneprus Ha NULWEBbIE NPOAYKThI

Anneprus Ha nneceHb

Anneprus Ha pacTteHus

Mepnatpuyeckas naHens Ankop buo (20 annepreHos: 10
nuwesbix 1 10 pecnupaTtopHbix) (Pediatric Panel), IgE
PecnupatopHas naHene Ankop buo (20 pecnupaTopHbIx
annepreHoB) (Respiratory Panel), IgE

Muwesas naHenb Ankop Buo (20 nuweBbIx annepreHoB)
(Food Panel), IgE

MporHo3 agpcpekTnBHocTM ACUT (AnnepreH
cneunduryeckas MUMMyHoTepanus): 3nakosble Tpasbl
Anneprus Ha MOJIOKO

MporHos adpdpekTnsHocT ACUT (AnnepreH
cneunduryeckas uMMyHoTepanus): bykouBeTHble
Aepesbs

MporHo3 agpcpekTnBHocTM ACUT (AnnepreH
cneunduryeckas MMMyHoTepanus): CopHble TpaBsbl
Anneprua Ha s1lo

28.23. lemaTonornyeckue nccnegoBaHua
[unarHoctnka aHemun

XKenesogednumTHas aHeMns: gUarHOCTUKA U KOHTPOIb
3PEKTUBHOCTU JTeHeHUs

KoHTponb apeKkTMBHOCTU NneveHmns
XenesoneduuuTHON aHeMUU NpenapaTamum Xenesa,
MUHUMarbHbIN

28.24. KpacoTa KOXXu, BONIOC U HOrTei

KpacoTta 3gopoBoi koxu (Healthy skin beauty)
CwvnbHble BOMOChI, Kpernkue HorTu, bapxaTHasa koxa
(Strong hair and nails, velvet skin)

YcuneHHoe BbinageHue sonoc (Increased hair loss)
MpobnemHas koxa, komnnekcHoe uccnegosaxue (Blood
tests for diagnosing skin problems)

MoBbiweHHas yTomnsemocTtb (Fatigue Panel)

28.26. NapasuTtapHble uHpeKuumn

Ceponornyeckast guarHocTuka napasutosos, 6a3oBoe
obcnepoBaHue (Serologic diagnostics of parasitoses,
basic profile)

Cepornornyeckas guarHocTuka napasuTosos,
pacwmpeHHoe obcrnegoBaHue

28.27. OueHKa cBepTbiBaloLeii CMCTEeMbl KPOBU
Mepen HasHavyeHneM aHTUkoarynsaHTos (Before
prescribing anticoagulants)

OvnarHocTvka Tpombodunuun: reHeTnyeckmne
nccrnegoBaHns U (hakTopbl pucka

28.28. COVID-19

[wnarHocTrka NOCTKOBUOHOIO CUHAPOMa
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7120,00

7140,00

12145,00

3250,00

9100,00

8740,00

py6

py6
py6

py6
py6

py6
py6
py6
py6
py6
py6
py6

py6
py6

py6

py6
py6

py6

py6

py6

py6

py6
py6

py6
py6

py6

py6

py6

py6

py6



OBC177

OBC178

OBC179

OBC180
OBC181

OBC209

OBC47NEW
OBC213

AOBC2

B03.045.028

SHUMT-AO0TM

7321
7332

77718

77719

77718/19
NNABOPATOPUA KON

A12.05.001

B03.016.002.003

B03.016.002.004
A12.05.123

B03.016.002.005

KomnnekcHoe nabopatopHoe obcregoBaHune nocne
nepeHeceHHoro COVID-19. [lnarHocTnka noCTKOBUAHOIO
cuHgpoma (6e3 onpenenenuns IgG aHTUTEN K BUPYCY
SARS-CoV-2) (Diagnostics of post-COVID-19 syndrome
(without IgG antibodies to SARS-CoV-2)

Insa nepeboneswmnx COVID-19. OueHka kapanopucka
(For recovered from COVID-19. Heart risk assessment)
Onsa nepeboneswmnx COVID-19. O6cnenosaHue
dyHKUMKM nedenn (For recovered from COVID-19. Liver
function tests)

Onsa nepeboneswmnx COVID-19. O6cnenosaHue
dyHKunm noyek (For recovered from COVID-19. Kidney
function tests)

Insa nepedoneBwmnx COVID-19. ButamuHbl 1 MuHepansl

28.29. JTabopaTopHan guarHocTuka sabonesaHui,
COMPOBOXKAAOWMUXCA CUMNTOMaMM AEeNPeccun
NabopaTtopHas guarHocTvka 3abonesaHui,
COMPOBOXAAOLLMXCA CUMNTOMaMW Aenpeccumn
(Laboratory diagnostics of diseases manifested by
symptoms of depression)

28.30. UHdeKuMnoHHbIe 3aboneBaHun

OLueHKka UMMYHHOrO OTBeTa K 4EeTCKMM MHADEKLMAM
OueHKa Hanmunst UMMyHUTeTa K Bo30yanTensam
BaKLMHOYNpaBnsemblX MHeKuni

CheckUp PROtelo. ba3sa xeHckoro 3qopoBbs: OTeKHU,
neduumntel, XKKT

84. HEMHBA3UBHbIN NPEHATA/IbHbIW TECT (HUNT)
84.1. HenHBa3uBHbII NpeHaTanbHbIA Tect (HUMT)

HewnHBasneHoe gopogosoe onpeaerneHne oTuoBCTBa
HewnHBasnsHoe aopoaoBoe onpeperieHne oTuoBCTBAa,
OONOSTHUTENbHbIN Y4aCTHUK

85. TEHETUYECKAA MOEHTUPUKALUA
NMPUHAONEXHOCTU BUOMATEPUANA

85.1. leHeTHMYeCKaa uaeHTUPUKALMA NPUHALNEKHOCTU
6uomarepuana

MaeHTndurkaumsa npuHaanexHoCcT! rmMcTonornyeckmx
npenapaToB (napaduHOBbLIX 610KOB)
OHK-npodunuposaHue ¢ ngeHTndrkaumen NMYHOCTU
OTHMYECKoe NPONCXOXOEHME MO XXEHCKON NINHUM
(MUTOXOHApPUWanLHasa rannorpynna) MeTogoM NPsSMoro
cekBeHnpoBaHusa no CeHrepy

OTHMYEeCcKoe NPOUCXOXKOEHUE MO MY>KCKOW NuHUK (Y-
XPOMOCOMHas rannorpynna) MeToaom annesnb-
cneundpuyHon MNMLIP B peanbHOM BpeMeHU

OHK-TecT Ha HaUMOHaNbHOCTbL MO MaTEPUHCKON U MO
OTLOBCKOW NUHUK

FTEMATOJIOTMHYECKME UCCNEAOBAHUA

FemaTonoruueckune nccnegoBaHus (BeHO3HasA KPOBb)
COQ3 (BeHO3Has KpoBb)

KnnHuyecknin aHanma kposu 6e3 nenkounTapHom
dopmyrbl (BEHO3HAsA KPOBb)

KrnnHnyecknin aHanms KpoBu ¢ nenkounTapHon
cdopmynown (5DIFF) (BeHO3Hasi KpOBb)
PeTukynounTtbl (BEHO3Hasi KPOBb)

Knunnyeckmn aHanus kpoeu (5 DIFF) ¢ nogcueTom
nemkoumTapHon cpopmynel Bpayom KI[ (BeHO3Has
KpOBb)

FemaTonoruyeckune uccnepoBaHua (KanunanapHas
KpoBb)
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3120,00
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7190,00

9190,00

4770,00
6630,00

13990,00

55545,00

32445,00

19020,00
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8990,00

8990,00
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345,00
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580,00
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B03.016.002.006

B03.016.002.007
A12.05.123.002

B03.016.002.008
A12.05.001.003

A09.05.050
A12.05.028
A12.05.039
A09.05.047
A12.06.030.005
A09.05.051.001
A09.05.125
A09.05.126
A09.05.048
A09.05.220
A12.30.014.003

A09.28.027.001
A09.28.011.001
A09.28.003.004
A09.28.064

A09.28.003.001.001

B03.053.001.003

B03.053.001.002

B03.016.018.001.003

B03.016.025.002

B03.016.018.002

B03.025.001.002

A09.28.054.001

A09.28.018.001

A09.28.018.002
A12.28.002.001
A09.28.006

A09.28.014.001
A09.28.011.002

A09.28.003.002.001
A09.28.003.001.004

A09.28.009.001
A09.28.010
A09.28.012.001
A09.28.026
A09.28.060.002

KnuHuyecknit aHanus kposu 6e3 nenkountTapHon
dopmyrbl (KanunnsapHas KpoBb)

KrnnHnyecknin aHanma KpoBu ¢ nenkounuTapHon
dopmynon (5DIFF) (kanunnsipHasi KpoBb)
PeTukynounTbl (KanunnspHas KpoBb)

KnnHuyecknin aHanus kposu (5 DIFF) ¢c noacyetom
nevikoumTapHon dopmynbl Bpavom KI[ (kanunnspHasi
KpOBb)

CODQ (kanunnsipHasi KpOBb)

KOATY/T0OTOTMYECKUE UCCNEOQOBAHUA
®dubpurHoreH

TpombuHoBOE Bpems

AYTB

AHTUTPOMOWH I

BonyaHouHbIM aHTUKoarynsaHT

A-nvumep

MpoTeunn C

MpoTenH S cBoboaHbIN

MnasmuHoreH

AHTUreH daktopa BunnebpaHnga

MpoTpomMbuH (Bpemsi, no Kenky, MHO)
BUOXUMMUYECKUE UCCNEOQOBAHUA
UccnepoBaHuA pa3oBoi NOPLUM MOUU
Anbda-amunasa (anacrasa) B pasoBov Nopuum Moumn
[noko3a B pa3oBon Nopuum Mo4m
Beta-2-mnkpornobynvH B pasoBoi nopuui Modu
OesokcnnmpugnHonud (DPD) B pazoBor nopLmm mo4m
AnbByMUH-KpEaTMHNHOBOE COOTHOLLEHUE B Pa30BOM
nopuumn mMmoun (MmMKpoansbymMuHypus)

Jlntoc-Tect (OueHka cTeneHn kamHeobpa3oBaHus,
nioko3a, benok, pH)

JInToc koMNNeKCHbIV (BKNOYasA OLEHKY CTeneHu
KaMHeobpa3oBaHus)

OpraHuyeckue kncroTsl (60 nokasaTenein) B pa3oBoW
nopuun mouu, N’X-MC

AmuHokMcnoThl (28 nokasaTenen) B pa3oBon NopLmm
MOYM

OpraHuyeckue kncnotbl (40 nokasaTenen) - CKPUHUHT
HacneacTBeHHbIX 6onesHen obMeHa y HOBOPOXAEHHbIX U1
aeten oo 3 net B pasoson nopumm mouu, MNX-MC
Kanbunn-kpeaTtnHMHOBOE COOTHOLLEHNE B pa3oBOW
nopumm Mouu

Cneumndmdecknii aHTureH paka modeBoro ny3bipsi (UBC)
B pa30BOW NopLUM MO4U

UccnepoBaHns MOYEBOro KOHKpeMeHTa
OnpegeneHne XMMmN4YecKoro coctasa MoO4YeBOro
KoHkpemeHTa (MK-cnektpomeTpus)

UccnepoBaHUA CYyTOYHOM NOPLUN MOYM

OkcanaTbl CyTOYHOW MO4M

Mpoba Pebepra

KpeaTvHVH CyTOYHON MOYM

Hatpwuii, kanui, xnop cytouHon moun (Na/K/Cl)
[noko3a CyTOYHOM MOYK

OO0wwni 6enok CyTOYHON MOYM

MukpoanbbyMUH CyTOYHOM MO4U

MoueBnHa cyTO4HON MOUM

MoueBas kucnoTa CyTO4HON MO4M

Kanbuun obwmin CyTo4YHON MO4Hn

doccop HeopraHMYECKNIA CyTOUYHOM MOYM

MarHuin cyTouHOn Moun

605,00

660,00
550,00

1130,00
410,00

510,00
580,00
420,00
755,00
1505,00
1925,00
2740,00
3330,00
1040,00
2375,00
560,00

480,00
375,00
1805,00
2470,00

1015,00
3730,00
4335,00
14685,00

6770,00

10285,00
440,00

2530,00

5750,00

1740,00
480,00
405,00
440,00
405,00
450,00
660,00
405,00
440,00
440,00
465,00
410,00
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pyo
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py6
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B03.053.001.004

A09.05.065
A09.05.063
A09.05.061
A09.05.064
A09.05.060
A12.06.017

A12.06.045
A09.05.117

A09.05.097
B03.058.001.007

B03.058.001.008

A12.06.046

A09.28.034.003

A09.28.023.001
A09.28.035
A09.28.048.001

A09.28.034.004

A09.28.034.007

A09.28.034.005

B03.016.022.001.001

A09.28.023.002

B03.032.002.003

B03.032.002.004

A27.20.001.004

A27.20.001.008

JInToreHHble cybCcTaHUUM Mo4Yn, 8 aHaANMTOB - OLEHKA
pucka kamHeobpasoBaHus (CyTovHast Mo4a)
UccnepoBaHue pyHKLUU LUTOBUAHOM XKenesbl
TupeoTtponHbii ropmoH (TTT)

TupokcnH cBoboaHbIN (T4 cBOGOAHbIN)
TpunoaTMpoHMH cBoboaHbIN (T3 cBOOOAHLIN)
TupokcnH obwmn (T4 obmin)

TpunoaTMPoHWH obwun (T3 obLwymin)

AHTUTENa K TMpeornobynuuy (AHTU-TI)

AHTUTENa K MMKpOCOMAaIbHOW Tupeonepokcmaase (AHTU-
TMO)

TupeornobynuH

TupoKCcUH cBsA3bIBatoLLLast cCnocobHOCTb CbIBOPOTKM (T-
uptake)

TpunoaTNPOHWH peBepcuBHbIn (rT3) BOXX-MC
TpunoaTnpoHuH (T3) obwmin, peBepcuBHbIN (rT3),
nHaekc T3/rT3, BOXXX-MC

AHTUTENa K peLenTtopam TMPEeoTPONHoro ropmoHa (AT
pTTI)

FOPMOHbI MO4MK

CeoboaHble meTaHedpuHblI U HopMeTaHedpPYHbI B
CyTo4YHON mo4e, BOXX-MC

OcTporeHbl n nx metabonutel (10 NnokasaTtenewn) B
CyTO4YHOM Moue, X/BOXXX-MC

KopTnaon cyTo4HOM Moun

OnNnaHapoCTEPOH B CyTOYHOM Move, TX-MC

KatexonamuHbl (agpeHanvH, HopagpeHanuH, godamMmuH)
B CyTOYHOM Moye, BOXKX-MC

KaTtexonamuHbl (agpeHanvH, HopagpeHanuH, JodamMmnH)
1 nx MetTabonutbl (BaHUNMIMMHEANBHASA KMCNOTA,
rOMOBaHWMHOBAs KUCNOTa, 5-rMApOKCUNHAONYKCYCHas
Kucnota) B cyTouHom Moye, MX/BAXKX-MC

MeTabonuTtbl kKaTexonaMmMHOB (BaHUIMNIMUHAANbHASA
KMcrnoTa, roMOBaHUIMHOBas K1cnoTa, 5-
rMMOPOKCUNHAONYKCYCHast KUCIOTa) B CYTOYHOW Move, [X-
MC

17-keTocTeponabl (aHOPOCTEPOH, aHAPOCTEHAMNOH,
Or3A, aTnoxonaHonoH, annaHapoCTEPOH, TECTOCTEPOH,
AMUTECTOCTEPOH, NPErHAHTPMOS, COOTHOLLEHNE
aHOpPOCTEPOH/3TMOXONAHOMOH, COOTHOLLEHNE
TECTOCTEPOH/3aNMTECTOCTEPOH) B CyTOYHOM Move, ' X-MC
MeTabonutbl 3CTPOreHOB 1 UX COOTHOLLIEHNE B Pa30BOM
nopuum mo4n, BOXKX-MC

ASTRAIA
MpeHaTanbHbIN CKPUHWHT | TpuMecTpa 6epemMeHHOCTH
ASTRAIA (8 Hegenb - 13 Hegenb 6 OH.):

AccounmpoBaHHbI C 6epeMeHHOCTbIO MpoTenH A
(PAPP-A), CBobogHas cybbeamHuua 6eta-XMy
Broxmmmyeckuin CKpuHUHT | TpuMecTpa 6epemMeHHOCTH
ans nporpammbl ASTRAIA (6e3 pacueTa puckoB
natonoruu nnopa) (8 Hepenb - 13 Hegenb 6 AH.):
AccounmpoBaHHbIN ¢ 6epeMeHHOCTbI0 NPoTenH A
(PAPP-A), CBoboaHas cybbeamHuua 6eta-XIrd
MpeHaTanbHbIN CKPUHWHT | TpuMecTpa 6epeMeHHOCTH
ASTRAIA (8 Hegenb - 13 Hegenb 6 OH.) ¢ pacyeTom
pucka 3afepXku pocTa nnoga, pycka npexaeBpeMeHHbIX
podOB M NPeaKamMncum

MpeHaTanbHbIV CKPUHKHT | TpumecTpa 6epemeHHOCTH
ASTRAIA (8 Hegenb - 13 Hegenb 6 OH.) ¢ pacyeTom
pycka 3aepXKKn pocTa Mrofa, pUcka npexaeBpeMeHHbIX
pofos v npeaknamncuu (c yuétom PLGF)

PRISCA

3205,00

690,00
730,00
760,00
765,00
765,00
925,00

900,00
1235,00

1035,00
8300,00

8690,00

2245,00

3430,00

9575,00
1345,00
1220,00

3215,00

6420,00

4315,00

3830,00

8960,00

4280,00

3770,00

4480,00

6385,00
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B03.032.002.002

B03.032.002.001

A09.19.001
A09.19.012
A09.19.010
A09.19.013
A26.05.016.003
A26.05.016.004
B03.019.012.001
A26.05.016.002
A26.05.016.007

A09.19.001.003

B03.016.010.001
A09.19.014

A09.19.001.001.001

A09.28.034.001.001

A09.05.067

A09.05.133.003

A09.28.034.001.002

A09.05.066
A09.05.124

A09.05.143.003

A09.05.135

A09.05.069
A09.05.121

A09.05.069.001

A09.05.007

A12.05.011.001
A09.05.008
A09.05.076
A09.05.007.002
A09.05.008.001

A12.05.011.002

MpeHaTanbHbIN CKPUHWHT | TpuMecTpa 6epeMeHHOCTU
PRISCA (10-13 Hepenb; 3akntodeHure Bpaya KI no
nccnenoBaTenbCKOMY OTYETY): aCCOLMNPOBAHHbBIN C
6epemeHHocTblo NpoTenH A (PAPP-A), ceoboaHas
cybbeanHuua beta-XM'y

MpeHaTanbHbIN CKpUHUHT || TpuMecTpa BepeMeHHOCTH
PRISCA (15-19 Hegenb; 3akntodeHne Bpaya KI1 no
nccregoBaTenbCkoMy OTHeTY): anbda-deTonpoTenH
(ADIT), 0bwmin beTa-XIM'Y, actpuon ceoboOHbIV
Buoxmmuueckue nccneposaHua Kana
ViccnenoBaHme kana Ha CKpbITYH0 KPOBb
CopepxaHue yrneBoaoB B Kane (B T.4. NlakTo3a)
MaHkpeaTnyeckas anacTtasa 1 B kane
KanbnpoTekTuH (B kane)

30OHYNUH hbekanbHbIN

Oo3nHOMUNbHLIV HenpoTokeunH (EDN) B kane
Anbda 1-aHTUTPUNCUH B Kane

XKenyHble KMCNOThI B Kane

AKTUBHOCTb XMMOTPUINCUKHA B Kane

WccneposaHue kana Ha reMornobuH un
remornobuH/rantornobuHoBkin Komnnekc, ColonView
(MMMYHOXMMWYECKUI TECT HA CKPbITYHO KPOBb)
Buoxmmunyeckoe nccnegosaHme metabonnyeckom
aKTMBHOCTM KMLeYHon Mukpodnopsl, X
Onyxonesas nupyeaTtkuHasa Tu M2 (B kane)
VMccnepoBaHve kana Ha TpaHCgEPPUH U reMornobuH
FopmoHbI runopumsa n runopursapHo-agpeHaNoBomn
cucTemMbl

Obwwme meTaHedpPVHbI 1 HOPMETaHeMPUHbI B CYyTOYHOM
Moue, BOXX-MC

AOpPeHOKOPTUKOTPONHLIA ropMoH (AKTI)
KaTtexonaMuHbl KpoBK (agpeHarnuH, HopagpeHanuH,
JodamuH) u cepoToHnH, BAXX-MC

KaTtexonaMuHbl KpoBU (agpeHarnuH, HopagpeHanuH,
AodamMuH), CEpOTOHMH U UX MeTabonuTbl
(BaHUNUNIMMHAANbHasA KMCNoTa, rOMOBaHUTMHOBAS
KncnoTa, 5-rugpoKCUNMHOO0NYKCYCHas KucnoTa) B
CyTO4YHON Moue, X/BOXKXX-MC

ComaTtoTponHbIn ropmoH pocta (CTIN)

CepoToHuH, BOXX-MC

CeoboaHble meTaHepUHbl U HopMeTaHedpYHbI B
kpoBu, BOXX-MC

FopMOHbI HaaNOYEeYHUKOB

KopTnson

FOpPMOHbI pEHUH-aNbA0CTEPOHOBO CUCTEMDI
AnbOoocTepoH

PeHuH

AnbOOCTEPOH-PEHNHOBOE COOTHOLLEHME (BKIMHOYaET:
anbA0CTEPOH, NPsIMOe onpefenieHne peHnHa,
COOTHOLLIEHME)

[AunarHocTuka aHemmii

XKeneso
JlaTeHTHas xxenes3ocBs3biBaoLas CnoCOOHOCTb
cbiBopoTkU (JTKCC)

TpaHcdeppuH

$eppuTuH

encngnH-25

PacTtBopumbii peuentop TpaHcdeppuHa (sTRF)
O6Lwas xenesocssa3blBatoLasi CIoOCOOHOCTb CbIBOPOTKM
(OXKCC) (BrntovaeT onpefeneHue xenesa, JDKCC)

2380,00

2655,00

495,00

985,00

3395,00
4000,00
9770,00
3755,00
1980,00
3905,00
2285,00

1400,00

2830,00
2670,00
1130,00

4160,00
1315,00

3460,00

6135,00
1060,00
3145,00

2875,00

825,00

1315,00
1535,00

2590,00

415,00

475,00
820,00
915,00
8810,00
2360,00

490,00

py6

py6

py6
py6
py6
py6
py6
py6
py6
py6
py6

py6

py6
py6
py6

py6
py6

py6

py6
py6
py6

py6
py6

py6
py6

py6

py6

py6
py6
py6
py6
py6

py6



A12.05.019.001
A09.05.082

A09.05.057

A09.16.003.001

B03.004.001.001

B03.004.001.005
A09.05.056
A09.05.205
A09.05.056.003

A09.05.021
A09.05.022.001

A09.05.022

A12.05.012.002.001

A09.05.011
A09.05.010
A09.05.020
A09.05.017
A09.05.018

A09.05.014.003

B03.025.001.001
A09.05.214

A09.05.006
A09.05.009
A09.05.079
A09.05.073
A09.05.109
A09.05.077
A12.06.019
A12.06.015
A09.05.256.001
A09.05.193.002
A09.05.241
A09.05.230
A09.05.296.001
A09.05.209

A09.05.256
A09.05.009.002

A09.05.023
A09.05.102
A09.05.207
A09.05.083

KoahpuumneHT HackbiWeHns TpaHCcheppuHa Kenesom
(BkntovaeT onpegenexne xenesa u JINXKCC)
OpuUTPONOSTUH

UccnepoBaHue pyHKLMUU NOAKENYA0UHOM Kenesbl U
Kenyaka

[facTpuH

CoOoTHOLLEHME KOHLEHTpauui nencuHoreHa | un
nencuHoreHa |

actpollaHens (MacTpun-17 6a3oBbii, [encuHoreH |,
MencuHoreH Il, AHTuTEna k xenukobaktepy, 19G)
actpollaHenb co ctumynsumen (FacTpmH-17 6a3oBbIR,
[acTpuH-17 cTMmynupoBaHHbIn, MencuHoreH I,
MencwuHoreH ll, AHTUTENa Kk xenukobakTtepy, IgG)
WHCynuH

C-nentug

MpouHcynuH

MNurmeHTHbIN 06MeH

Bunnpyobun obumi

Bunnpybun npsimon

Bunnpy6uH Henpsimon (BkMoYaeT onpegenexHne obuero
1 npsimoro GunupyobuHa)

O6meH 6enkos

OnekTpodopes remornobunHa ans ANarHoCTUKM
remornobuHonaTumm

AnbbymuH

O6wwi 6enok

KpeaTuHuH

MoueBuHa

MoueBas kucrnota

BenkoBble dpakuum (BktovaeT onpegeneHme obero
Oenka n anbbymuHa)

CkopocTb knyboukosoun cuneTtpaumm (CKD-EPI -
B3pocnble/copmyna LWBapua - getu; Bknoyaet
onpepgerneHve KpeaTnHUHa)

lomoumncTeunH

Cneuundunueckue 6enkm

Mworno6uH

C-peakTnBHbIN 6enok

FanTornobuH

Anbdal-aHTUTpmMncuH

Kucneln anbda1-rnukonpoTtenH (oposomykouna)
LiepynonnasmuH

PesmaTtongHbin caktop (P®)

AHTucTpenTonuaund-O (ACJ10)

HatpwuiiypeTtudeckuii nentug B (BNP)

TponoHuWH | ynbTpavyBCTBUTENbHBIN

Anbda-2 makpornobynmH

LUnctatnH C

OnpegeneHue xpsiweBoro onuromepHoro 6enka (COMP)
MpoKanbUUTOHUH

N-KOHLIeBOW (hparMeHT HaTpUypeTU4ecKoro
nponentuga B-tuna (NT-proBNP)

C-peakTuBHbI GENOK YNbTpayyBCTBUTENbHBIN
YrnesopgHblii obmeH

[miokosa

PpykTO3amMUH

MonoyHas kucnoTta (nakrar)

MuKknpoBaHHbIA remornobuH A1lc

InnnupHbliA 06MeH

990,00
2045,00

1305,00

2665,00

6315,00

7310,00
1005,00
970,00

2655,00

420,00
420,00

750,00

4735,00
480,00
420,00
420,00
415,00
420,00

755,00

450,00
2300,00

1295,00
730,00
1015,00
1815,00
1040,00
945,00
735,00
735,00
4615,00
1300,00
890,00
1000,00
3230,00
2935,00

4755,00
735,00

365,00
985,00
1030,00
925,00
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A09.05.025
A09.05.026

A09.05.004

A09.05.028
A09.05.250
A09.05.251

A09.05.027.001

A09.05.129

A09.05.028.001

B03.016.005.003

B03.016.005.004

A09.05.032
A09.05.206
A09.05.127
A09.05.033
A09.05.274
A09.05.273

A09.05.030.001

A09.05.161
A09.05.157

A09.05.090
A09.05.249

A09.05.090.001
A12.05.110.001
B03.001.002.001

A09.05.042
A09.05.041
A09.05.046
A09.05.175
A09.05.044
A09.05.039

A09.05.039.001

A09.05.174

A09.05.045.001

A09.05.180
A09.05.173
A09.05.043

A09.05.132
A09.05.131
A09.05.087
A09.05.154
A09.05.153
A09.05.139
A09.05.146
A09.05.149
A09.05.078

Tpurnvuepungbl

XonectepuH o6Lwuin

XosnecTtepuH NMNonpoTenaoB BbICOKOW NITIOTHOCTH
(nnBr, HDL)

XonecTtepyH NMNonpoTenaoB H13kor nioTHocTu (JITHIT,

LDL)
AnonunonpoteunH A1
AnonunonpoTtenH B
JlnnonpotewH (a)
XKenuHble kucnoThbl

XonecTtepvH NMNonNpoTenaoB O4eHb HNU3KOMW NIIOTHOCTH

(JINOHTM), (BkntovaeT onpeneneHne TpurnMLepmaoB)

KoahdmumeHT aTeporeHHOCTM (BKITlOYaET onpeaenexHme

obuero xonectepunHa v JIMBIT)

XonectepwuH He-JMBI (non-HDL, BkntoyaeT
onpegeneHune obuero xonecrepuHa u JIMBIM)
DNEeKTPONNTbI, MUKPOINIEMEHTbI, Fasbl KPOBU
Kanbuun obuimin

Kanbunin noHM3MpoBaHHbIN

MarHui

docdop HeopraHNYECKUI

LInHk

Megb

Hatpun, kanui, xnop (Na/K/Cl)

MpeHaTanbHaA AUArHocTMKa
AccounmpoBaHHbIN ¢ 6epeMeHHOCTbIO NPOTENH A
(PAPP-A)

OcTpuon cBoboaHbIN

CeobopgHas cybbeanHuua 6eta-XIMy (npeHaTanbHbIv
CKPWHWHT)

MnaueHTapHbIN NakTorex

O6wumn 6eta-XIM'Y (gnarHoctuka 6epeMeHHOCTH,
OHKOMapKep)

Tpodobnactuyeckun 6eta-1-rnmkonpoTtenH (TBIN)
MnaueHTapHbIn akTop pocta (PLGF)
depmeHTbI

AnannHamuHoTpaHcdepasa (AJTT)
AcnapTtatammHoTpaHcdepasa (ACT)

LlenoyHasa doccaTtasa

Kucnas cocdarasa
Famma-rnytTamunTtpaHcdepasa (ITT)
TNakratgerngporeHasa (J14I)
Nakratgerngporexasa (J14I) 1, 2 dopakuun
XonuHacTtepasa

Anbca-amunasa

Amunasa naHkpeaTunyeckas

Jlunasa

KpeaTunHkmHasa (KOK)

MonoBbie ropMOHbDI
donnukynoctumynupyowmn ropmoH (OCI)
ThoTenHmnanpyowmmn ropmoH (JIN)

[NponakTuH

Octpaguon (E2)

MNporectepoH

MmapokcunporectepoH (17-OH-nporectepoH)
AHOpOCTEHONOH

HerngpoannangpoctepoH cynbdat (OAFr3A-cynbdaT)
TecTocTepoOH 00 M

420,00
420,00

465,00

420,00
835,00
855,00
1270,00
3200,00

750,00

870,00

870,00

410,00
660,00
465,00
420,00
510,00
530,00
555,00

1385,00
925,00

1655,00
1325,00

735,00
755,00
4920,00

385,00
385,00
415,00
480,00
415,00
420,00
505,00
505,00
520,00
580,00
635,00
580,00

790,00
790,00
790,00
790,00
800,00
1040,00
1910,00
765,00
765,00
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A09.05.160
A09.05.203
A09.05.225
A09.05.147

A09.05.154.001
A09.05.078.003

A09.05.210.001

A09.05.150

A09.05.078.001.002

B03.016.004.007

B03.016.004.006

B03.016.004.005

A09.21.008.001

A09.05.159

A09.05.204

B03.016.005.002

A09.05.085

A09.05.058
A09.05.119
A09.05.224

A09.05.297

A09.05.296

A09.30.002.001

A09.05.195
A09.05.201
A09.05.200
A09.05.232
A09.05.202
A09.05.300
A09.05.231

B03.027.007.009
A09.05.130.005

A09.05.298
A09.05.247
A09.05.246
A09.05.245
A09.05.219
A09.05.227

MobynuH, ceAsbiBatoLwLmMiA nonosble ropMoHsl (MFCIT,
SHBG)

WHrmbmx B

AHTMMIONNepoB ropMmoH (AMIT, AMH, MiS)
AHLOPOCTEHAMON IOKYPOHNA

OcTporeHbl B KPOBU (3CTPaAANon, 3CTPOH U 3CTpuon),
B3XX-MC

TecTtocTepoH obLwmii B kKposu, BOXKX-MC
MakponponakTuH (BkntoyaeT onpeaeneHne nponakTuHa
1 B1oONorMYecKn akTMBHOIO NPONaKTUHa)
HOvrnapotecTocTepoH

TecTtocTepoH cBOBOAHLIN (BKIIOYAET onpeaeneHme
TecTocTepoHa obuiero n ceobogHoro, 'CINI (SHBG),
pacyeT nHaekca cBo6OAHbIX aHOPOreHoB)

Mpoune 6UoxMmuuyeckue nccnesoBaHuA
Broxumuyeckoe nccneposarve ana CteatoCkpuH
(BkNtoYaeT rpadpmnyeckun garin)

Buoxmmunyeckoe uccnegosaHme ana dPmnbpoTect
(BkNtovaeT rpadpmnyeckun arin)

Broxumuyeckoe nccnegosanve ansg HoLW-dubpoTect
(BkntovaeT rpadpmnyeckun arin)

UccnepoBaHua asaKynaTa (6uoxumus)
Broxmmunyeckoe nccneposaHue askynarta (Lutpar,
®pykTo3a, LIMHK)

Mpoune ropmoHbl KpoBU

JlenTtuH

WHcynnHonogobHbin dhaktop pocta, NOP |
(ComatomeamH C)

CrepongHbin npocunb kposu (17-OM1r7, 21-
[Ee30KCUKOPTU30M, aHapocTeHanoH, A 9A,
[0Ee30KCUKOPTUKOCTEPOH, KOPTU30J1, KOPTU3OH,
KOPTUKOCTEPOH, MPOrecTepoH, TECTOCTEPOH, 11-
nes3okcukopTuson, 17-OH-nperHeHonoH), BOXXX-MC
Mctamun, BOXXX-MC

Mapkepbl ocTeonoposa

MapaTtropmoH

KanbUnTOHWH

OcTteokanbLuH

C-koHueBble Tenonentuabl konnareHa | Tuna (Beta-
Cross laps)

Mapkep dopmupoBaHus koctHoro matpukca P1NP (N-
TepMUHanbHbIV NponenTua npokonnareHa 1 Tuna)
OHKOMmapKepbl

Anbda-detonpotenH (ADI)
PakoBo-amBpuoHanbHbIn aHTureH (POA)

AHTuren CA 19-9

AHTUren CA 72-4

AHTUreH CA 242

AHTuren CA 125

OnyxoneBbin mapkep HE 4

AHTuren CA 15-3

MCA (MyuMHONO4OOHbIN pako-acCoLMMPOBAHHbIN
aHTUreH)

WHpekc 3gopoBbs npoctatsl (PHI)

AHTUIeH NNOCKOKNETOUYHOM KapuuHoMbl (SCCA)
®parmeHT untokepaTtnHa 19 (Cyfra 21-1)
HenpoH-cneundunyeckas eHonasa (NSE)
BeTta2-mukpornobynuH

Benok S-100

XpomorpaHuH A CgA

835,00

1860,00
1905,00
2075,00

2990,00
2270,00

1745,00
2065,00

1665,00

9050,00

19230,00

21155,00

2530,00

1525,00

1890,00

10390,00
3455,00

1230,00
1670,00
1365,00

1730,00

2515,00

765,00

1215,00
1215,00
1760,00
1280,00
1200,00
1700,00
1215,00

2615,00
5690,00
3035,00
1815,00
2325,00
1730,00
3510,00
4810,00

py6
py6
py6
py6

py6
py6

py6
py6

py6

py6

py6

py6

py6

py6

py6

py6
py6

py6
py6
py6

py6

py6

py6
py6
py6
py6
py6
py6
py6
py6

py6
py6
py6
py6
py6
py6
py6
py6



A09.05.202.002

A09.05.202.001

A09.05.130.004
B03.027.008.002

A09.07.007.003

A12.06.010.021

A26.05.030.001.001

A26.05.020.001
A26.05.020.002
A26.05.020.005

A26.05.019.001
A26.05.019.002
A26.05.019.005
A26.05.019.004
A26.05.019.003.004

A26.05.035.001

A26.05.035.001.007

A26.05.035.002.004

A26.05.035.001.006

A26.05.035.002.005

A26.05.035.003

A26.05.033.001

A26.05.033.002
A26.05.033.001.002

A26.05.033.002.001

A26.07.010.003

A26.08.059.001.001

A26.08.059.002.001

A26.05.011.001

IMporHocTuyeckasi BepossTHOCTb (3HadeHne ROMA,
npemeHonaysa) (BknioyaeTt onpeaeneHne aHtureHa CA
125 n onyxonesoro mapkepa HE 4)

[MporHocTuyeckasi BepossTHOCTb (3HadeHne ROMA,
nocTtmeHonaysa) (Bkniovaet onpeaeneHne aHtureHa CA
125 n onyxonesoro mapkepa HE 4)

MpoueHT cBobogHoro MNMCA (o6wmii NCA, cBo6oaHbIN
IMCA 1 cooTHoLLEHME)

MporacTtpuH-BbicBOGOX AWM nenTug, (Pro-GRP)
Mpoune 6MoxMmuyecKkue uccienoBaHuA
61oN0rnuecKunx XuaKocrein

Broxmmunyeckoe ncenegosaHmne croHbl (MUKPOBUOLIEHO3
nonoctu pta), N'X

AHTVHYKeapHble aHTUTena, UMMyHobnoT (k RNP/Sm,
Sm, SSA-60, SS-B, Scl-70, PM-Scl, CENP B, Jo-1, ANA-
PCNA, AMA-M2, SSA-52, dsDNA, Hykneocomam,
rmctoHam, pubocomansHomy Benky P, RNP 70, RNP A,
RNP C), 18 nokasatenen

MOJIEKYNTAPHO-BUOTOMTMYECKUE UCCZTIEAOBAHUA

Fenatut A

PHK Bupyca renatuta A, KpoBb, kau.

Fenatut B

OHK Bupyca renatuta B, kpoBb, Kau.

OHK Bupyca renatuta B, kpoBb, KOnnu.

OHK BI'B, reHoTtun (A,B,C,D) kpoBb, kau.
Fenatut C

PHK Bupyca renatuta C, KpoBb, kau.

PHK Bupyca renatuta C, KpoBb, KONuY.

PHK BI'C, reHotun (1a,1b,2,3a,4,5a,6) kpoBb, KOnn4.
PHK BI'C, reHotun (1a,1b,2,3a,4,5a,6),kpoBb,kau.
PHK BI'C, reHotun (1,2,3), KpOBb, Kau.

Bupyc npocrtoro repneca |l u Il Tuna

OHK Bupyca npoctoro repneca |, Il Tuna (Herpes simplex
virus 1, Il), kpoBb, kau.

OHK Bupyca npoctoro repneca | Tuna (Herpes simplex
virus |)

[OHK Bupyca npoctoro repneca | Tuna (Herpes simplex
virus |), kONM4eCTBEHHO

[OHK Bupyca npoctoro repneca Il Tuna (Herpes simplex
virus I1)

[OHK Bupyca npoctoro repneca Il Tuna (Herpes simplex
virus Il), konnyecTBeHHO

OHK Bupyca npoctoro repneca | u Il Tunos (Herpes
simplex virus [ n Il)

Bupyc repneca Vi

OHK Bupyca repneca VI tuna (Human Herpes virus V1),
KPOBb, Kau.

OHK Bupyca repneca VI tuna (Human Herpes virus V),
KPOBb, KOIUY.

OHK Bupyca repneca VI tuna (Human Herpes virus VI)
OHK Bupyca repneca VI tuna (Human Herpes virus V1),
KONMYecTBEHHO

Bupyc KpacHyxu

PHK Bupyca kpacHyxu (Rubella virus), kpoBb, kau.
Bupyc dnwreiHa-bapp

OHK Bupyca SnwTeriHa-bapp (Epstein-Barr virus)

[OHK Bupyca 3nwreriHa-bapp (Epstein-Barr virus),
KONMMYeCTBEHHO

OHK Bupyca 3nwrteniHa-bapp (Epstein-Barr virus), KpoBb,
Kau.

2495,00

2495,00

1610,00
4800,00

2675,00

5995,00

1115,00

850,00
5575,00
3200,00

1120,00
4100,00
5115,00
2675,00
1920,00

645,00
520,00
555,00
535,00
555,00

555,00

545,00

570,00
565,00

630,00

1255,00

530,00
635,00

710,00

py6

py6

py6
py6

py6

py6

py6

py6
py6
py6

py6
py6
py6
py6
py6

py6
py6
pyo
pyo
pyo

py6

py6

py6
py6

py6
py6

py6
py6

py6



A26.05.011.002

A26.05.042.001
A26.06.056.003

A26.05.037.003
A26.05.037.001

A26.09.080.002

A26.05.047.001.001

A26.08.022.002

A26.08.022.001.001

A26.05.021.001.001

A26.05.021.005

A26.05.020.006

A26.20.030.002

A26.20.030.003

A26.19.067.002

A26.19.074.003

A26.19.063.001.001

A26.19.010.002

A26.19.010.003

A26.05.032.002
A26.05.032.003

A26.05.013.002
A26.05.013.003

A26.05.013.001.001

A26.20.020.003
A26.20.020.005

A26.20.028.003

A26.20.027.001.002

OHK Bupyca 3nwreniHa-bapp (Epstein-Barr virus), KpoBb,
KOmnmu.

Bupyc Bapuuenna-3ocrep

IHK Bupyca Bapuuenna-3octep (Varicella-Zoster virus),
KPOBb, Kau.

IHK Bupyca Bapuuenna-3octep (Varicella-Zoster virus)
JNlucrepun

OHK nuctepun (Listeria monocytogenes)

IOHK nuctepun (Listeria monocytogenes), KpoBb, kau.
MukobaKrepum

OHK mukobakrepun Ty6epkynesa (Mycobacterium
tuberculosis)

IOHK mukobakTepun Tybepkynesa (Mycobacterium
tuberculosis), kpoBb, kau.

ApeHoBupyc

OHK ageHosupyca (tunel 3, 2, 5, 4,7, 12, 16, 40, 41, 48)
OHK ageHosupyca (tunel 3, 2, 5, 4,7, 12, 16, 40, 41, 48),
KpOBb, Kau.

BUY

PHK B4 | Tna, KpoBb, Kau.

PHK B4 | Tuna, KpoBb, KOSnu.

OpHospemeHHoe onpegenexve OHK Bupyca renatuta B,
PHK Bupyca renatuta C, PHK BUY | Tuna, kpoBb, Kau.
FapaHepennbl

IOHK rapaHepennbl (Gardnerella vaginalis)

OHK rapgHepennsl (Gardnerella vaginalis),
KONMYeCTBEHHO

UepcnHun

[OHK Bo3byautens ncesgoTybepkynesa (Yersinia
pseudotuberculosis)

KuweyHbie naHenm

PHK poTasupycoB, HOpOBMpPYCOB, aCTPOBUPYCOB
(Rotavirus/Norovirus/Astrovirus) B kane

OKW-1ecT (Shigella spp./ Salmonella spp./
Campylobacter spp./ Adenovirus F/ Rotavirus A/
Norovirus 2/ Astrovirus)

FenbMuHTbI U NpocTeiiune

MpotoCkpuH (BbisiBNeHne OHK npocTenwmx B kane
meTtogom lNUP: Lamblia (Giardia) intestinalis,
Blastocystis hominis, Dientamoeba fragilis, Isospora belli,
Cryptosporidium parvum, Entamoeba histolytica)
FenbmoCkpuH (BbisiBneHne OHK rensMuHTOB B Kane
meTogom lNLP: Ascaris lumbricoides, Enterobius
vermicularis, Opisthorchis felineus, Taenia solium,
Diphyllobothrium latum)

Mapsosupyc

OHK napsosupyca B19 (Parvovirus B19), kpoBb, konuu.
OHK napsosupyca B19 (Parvovirus B19)

Tokconna3ma

OHK Ttokconnasmbl (Toxoplasma gondii)

OHK Ttokconnasmbl (Toxoplasma gondii), konuyecTtBeHHO
OHK Ttokconnaamsbl (Toxoplasma gondii), KpoBb, kau.
Xnamngum

OHK xnamunanm (Chlamydia trachomatis)

OHK xnamunanm (Chlamydia trachomatis), konvyectBeHHO
Mukonnasmbl

OHK mukonnaamel (Mycoplasma hominis)

IOHK mukonnasmel (Mycoplasma genitalium)

710,00

640,00
550,00

815,00
815,00

895,00

750,00

1360,00

1360,00

3790,00
10985,00

4650,00

540,00

585,00

680,00

1495,00

2075,00

3055,00

2865,00

1070,00
815,00

555,00
920,00
750,00

530,00
585,00

545,00
530,00

py6

py6
py6

py6
py6

py6

py6

py6

py6

py6
py6

py6

py6

py6

py6

py6

py6

py6

py6

py6
py6

py6
py6
py6

py6
py6

py6
py6



OHK mukonnaamel (Mycoplasma genitalium),

A26.20.027.003 KONM4eCTBEHHO 585,00 py6
OHK mukonnasmel (Mycoplasma hominis),

A26.20.028.004 KONM4YeCTBEHHO 585,00 py6
IOHK xnammngodumn n mmukonnasm (Chlamydophila

A26.21.032.003 pneumoniae, Mycoplasma pneumoniae) 960,00 pyo6
Ypeannasmbl

A26.20.029.008 OHK ypeannaswmbl (Ureaplasma urealyticum) 545,00 py6

A26.20.029.007 OHK ypeannasmsbl (Ureaplasma parvum) 530,00 pyo6

A26.20.029.003 OHK ypeannasmbl (Ureaplasma species) 545,00 py6

A26.20.029.010 OHK ypeannasmbl (Ureaplasma species), konmyectBeHHO 685,00 pyo6
OHK ypeannasmbl (Ureaplasma urealyticum),

A26.20.029.009 KOMNMM4YeCTBEHHO 555,00 py6

A26.20.029.006 OHK ypeannaswmsbl (Ureaplasma parvum), konudecteseHHo 585,00 pyo6
Heiiccepum

A26.21.024.001 [OHK roHokokka (Neisseria gonorrhoeae) 540,00 py6

A26.21.024.002 OHK roHokokka (Neisseria gonorrhoeae), konnyectseHHo 600,00 pyo6
TpenoHembl

A26.20.025.002 IOHK 6negHon TpenoHemsbl (Treponema pallidum) 555,00 pyo
CanbmoHennsbl

A26.19.064.002 OHK canbmoHenn (Salmonella species) 920,00 pyo
CTpPenTOKOKKHU

A26.20.021.001 OHK ctpenTtokokkos (Streptococcus species) 950,00 py6

A26.20.021.002 IOHK ctpenTtokokka (S. agalactiae), kon. 830,00 pyo

13.11.A2.900 IOHK ctpenTtokokkos (Streptococcus species) 1025,00 pyo
MHeBMOLUCTDI

A26.08.061.002 IOHK nHeBmoumcTbl (Pneumocystis jirovecii (carinii)) 840,00 pyo
NLUP-guarHocTuka rpubos

A26.21.055.001 IOHK kaHamabl (Candida albicans) 555,00 pyo

A26.21.055.002 IOHK kaHamabl (Candida albicans), konnyecTBeHHO 600,00 pyo
OHK rpnbos poga kaHamael (Candida albicans/Candida

A26.21.055.004 glabrata/Candida krusei) c onpegeneHuem Tuna 925,00 pyo
Mwuko3oCkpuH (Tunmposanune JHK Candida, Malassezia,

A26.21.055.006 Saccharomyces n Debaryomyces) 3625,00 pyo
OHK rpnboe gepmatodutos (Trichophyton,

A26.01.030.002 Epidermophyton, Microsporum) 1495,00 pyo

TunupoBaHwue rpnbos., paclumnpeHHbii (Candida albicans,
Fungi spp, Candida krusei, Candida glabrata, Candida
tropicalis, Candida parapsilosis, Candida famata,

A26.21.055.005 Candida guilliermondii) 1580,00 pyo
TpuxomoHagbl

A26.20.026.003 OHK tpmuxomoHagsl (Trichomonas vaginalis) 540,00 pyo
OHK TpnxomoHage! (Trichomonas vaginalis),

A26.20.026.004 KONMNYeCTBEHHO 600,00 pyo
LiuTomeranosupyc

A26.05.017.001 OHK untomeranosupyca (Cytomegalovirus), KpoBb, Kau. 710,00 pyo
OHK untomeranosupyca (Cytomegalovirus), KpoBb,

A26.05.017.002 KOnuu. 935,00 pyo

A26.08.058.001.004 OHK untomeranosupyca (Cytomegalovirus, CMV) 605,00 pyo
OHK untomeranosupyca (Cytomegalovirus, CMV),

A26.08.058.002.001 KONUYEeCTBEHHO 595,00 pyo
PecnupatopHble BUPYCHble MHpeKLUN

A26.08.038.001.001 PHK Bupyca rpunna A/H1N1 (ceBuHom rpunn), (kay.) 4145,00 pyo

A26.08.027.001.004 PHK kopoHaBupyca SARS-CoV-2 (COVID-19) 1910,00 pyo

A26.08.038.001.003 eHoTMNUpoBaHue Bupyca rpunna (A/B) 1390,00 pyo

OPBW-CkpuH (PHK pecnvpaTopHOCUHLNTUAMNBHOMO
Bupyca/ PHK metanHeBmoBupyca/ PHK naparpunna
A26.08.020.001.001 (Tvnos 1, 2, 3 u 4)/ PHK kopoHasupycos/ PHK 2850,00 pyo



A26.08.038.001.002

A26.08.027.001.006

A26.19.070.001

A26.19.072.001.001

A26.19.074.002

A26.19.075.002

A26.05.026.001.001

A26.05.053.002
A26.05.053.003

A26.05.045.001.001

A26.08.050.002

A26.05.016.016

B03.016.010.002

A26.19.069.001

A26.05.024.003
A26.05.024.002

13.11.D1

A26.21.008.002

A26.21.008.001.002

A26.21.008.001.003

puHosupycos/ HK ageHosupycos (rpynn B, C u E)/
OHK 6okaBupyca)

PHK Bupycos rpunna A/H1IN1,A/H3N2
PHK kopoHaBupyca SARS-CoV-2 (COVID-19, pesynbtat
Ha aHrNUXCKOM U PYCCKOM S3blKax)
XenukobakTepbl

IHK xenukobakrepa (Helicobacter pylori)
dHTepoBUpYyC

PHK sHTepoBupyca (Enterovirus), kan
Potasupyc AunC

PHK potasupycos (Rotavirus) A
Hoposupyc 1 1 2 Tunos

PHK HopoBupycoB (Norovirus) Il Tvna
Fenatnut G

PHK Bupyca renatuta G, KpoBb, Kau.

Bo3byautenu Knewesbix UHGEKLNI
MLUP-gmarHocTuka kneweBbiX MHAEKUMIA BO3DyanTenen
H6oppenunosa (Borrelia burgdorferi), MoHoUMTapHOro
apnuxuo3sa (Ehrlichia chaffeensis) n anannasmo3sa
(Anaplasma phagocytophilum), kpoBb, kau.
MNUP-guarHocTmka kneweBoro aHuedanuTa, KpoBb, Kau.

MaHenu

KomnnekcHoe uccnepgosaHne JHK MeHMHrokokka,
remounbHOM nano4ku, ctpentokokka (Neisseria
meningitidis, Haemophilus influenzae, Streptococcus
pneumoniae) , kau

Kokniow

OHK Bo3byautenen
KokntoLa/napakokntowa/6poHxocenTtukosa (Bordetella
pertussis/Bordetella parapertussis/Bordetella
bronchiseptica)

buoueHo3bI

KonoHo®rnop (KonnyecTBeHHOE onpeaeneHve coctaea
MUKPOBUOTLI TONCTOrO KuwwevHmka metogom MLP)

OHTepodnop (MccnegoBaHne coctaBa MUKPOOUOTHI
TONCTOrO KuWweYHunka y geten go 14 net metogom lNLUP)

KuweyHaa nanoyka

OwnaporeHHble E.coli (OHK aHTeponaToreHHbix E. coli/
OHK aHTepoTokeureHHbix E. coli/ AHK
3HTepouHBa3smBHbIX E. coli/ OHK
aHTeporemopparmdeckux E. coli/ JHK
3HTepoarrperaTmeHbix E. coli)

Bupyc repneca Vil Tuna

OHK Bupyca repneca VIl Tuna (Human Herpes virus VII),
KPOBb, Kau.

OHK Bupyca repneca VIl Tuna (Human Herpes virus VII)

AwnarHoctuka nanmanomasupyca metogom MLP

OHK nanunnomasupycos (BIMY) Beicokoro
KaHLeporeHHoro pucka 14 Tunos (KBM, tunel 16, 18, 31,
33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68), TMNUpoBaHue,
Kon.

OHK nanunnomasupycos (Human Papillomavirus, BIMY)
6/11 TMnoB c onpegeneHnem Tuna

OHK nanunnomasupyca (Human Papillomavirus, BIN4Y)
16 Tvna

OHK nanunnomasupyca (Human Papillomavirus, BIMN4Y)
18 Tvna

3230,00

1910,00

1210,00

830,00

1390,00

1390,00

1140,00

2470,00
1090,00

2045,00

1150,00

5620,00

6645,00

2115,00

680,00
600,00

2140,00
770,00
535,00

535,00

py6

pyo
pyo
pyo
pyo
pyo

py6

py6
py6

py6

py6

py6

py6

py6

py6
py6

py6
py6
py6

py6



A26.21.008.001.004

A26.21.008.001.005

A26.21.008.001.007

A26.21.008.001.008

A26.21.008.001.012

A26.21.008.001.013

A26.21.008.001.014

A26.21.008.001.011

A26.21.008.001.009

A26.21.008.001.010

A26.21.008.001.015

A26.21.008.001.001

A26.21.008.001.006

A26.05.023.001

A26.06.084.002

A26.06.084.003

A26.06.084.001

A26.06.047.001

A26.06.045.003

A26.06.045.004

A26.06.045.005

A26.06.045.001

A26.06.045.006

IOHK nanunnomasupycoB (Human Papillomavirus, BINY)
16/18 TMNoB, KONNYECTBEHHO

OHK nanunnomasupycos (Human Papillomavirus, BIMY)
31/33 TnnoB c onpegeneHnem Tnna

IOHK nanunnomasupycos (BINMY) Beicokoro
KaHLleporeHHoro pucka (16-68 Tunos:
16,18,31,33,35,39,45,51,52,56,58,59,66,68) cymmapHo
IOHK nanunnomasupycoB (Human Papillomavirus)
BbICOKOrO KaHueporeHHoro pucka 12 tunos (16, 18, 31,
33, 35, 39, 45, 51, 52, 56, 58, 59 TnnoB), TMNUpOBaHue

IOHK nanunnomasupycos (BINMY) 4 Tuna (KBM, Tunbi 6,
11, 16, 18), TUNpPOBaHWe, Kon.

IOHK nanunnomasupycos (BINMY) 14 Tunoe (KBM, tunbl 6,
11, 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59),
TUNMPOBaHMe, Kon., C nepecyeToM Ha y.e. Hybrid
Capture

OHK nanunnomasupycos (BMY) 21 tun (KBM, Tunel 6,
11, 16, 18, 26, 31, 33, 35, 39, 44, 45, 51, 52, 53, 56, 58,
59, 66, 68, 73, 82), TMNUpoBaHue, Kof., C NepecyeTom Ha
y.e. Hybrid Capture

BlMY-tect (ROCHE COBAS4800) Bbicokoro
KaHueporeHHoro pucka (16-68 Tunos: 16, 18 ¢
onpeaeneHuem tunna, 31, 33, 35, 39, 45, 51, 52, 56, 58,
59, 66, 68 6e3 onpeaeneHuns Tmna)

BlM4Y-tecT (BekTop-becT) BbICOKOro kaHLepOoreHHoro
pucka (16-68 Tunos: 16, 18 c onpegeneHnem Tuna, 31,
33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 cymmapHO)
OHK nanunnomasupycos (BM4Y) 14 tunos (KBM, Tunel 6,
11, 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59),
TUNUPOBaHWeE, KOn.

OHK nanunnomasupycos (BMY) 21 tun (KBM, Tunel 6,
11, 16, 18, 26, 31, 33, 35, 39, 44, 45, 51, 52, 53, 56, 58,
59, 66, 68, 73, 82), TMNUpoBaHue, Kosl.

OHK nanunnomasupycos (Human Papillomavirus, BIMY)
6/11 TMNOB C onpegeneHnem Tnna, KONIMYECTBEHHO

OHK nanunnomasupycoB (Human Papillomavirus, BIMN4Y)
31/33 TMNoB ¢ onpegeneHnem Tmna, KOIMYECTBEHHO

Fenatut D

PHK Bupyca renatuta D, kpoBb, Kau.
CEPOJIOTMYECKUE MAPKEPbl UHOEKLIMOHHbBIX
3ABO/IEBAHWUIA

Bupyc Varicella-Zoster

AHTUTEna Kk Bupycy Bapuuenna-3octep (Varicella-
Zoster), IgM

AHTUTEna Kk Bupycy Bapuuenna-3octep (Varicella-
Zoster), IgA

AHTUTEna Kk Bupycy Bapuuenna-3octep (Varicella-
Zoster), 1gG

Bupyc repneca VI u VIll Tunos

AHTUTENa K Bupycy repneca VI tuna (Human herpes
virus V1), IgG

Bupyc npocroro repneca

AHTUTERna K BUpYycy npoctoro repneca |, Il Tunos (Herpes
simplex virus I, 1), IgM

AHTUTERNa K BUpYcy npocToro reprneca |, Il Tunos (Herpes
simplex virus 1, I1), 1IgG

AHTUTENa K BMpycy npoctoro repneca | Tuna (Herpes
simplex virus 1), IgM

AHTUTENa K BMpycy npoctoro repneca | Tuna (Herpes
simplex virus 1), 1gG

AHTUTENa K BMpycy npoctoro repneca |l Tuna (Herpes
simplex virus II), IgM

775,00

445,00

1455,00

1525,00

890,00

2140,00

3465,00

2530,00

2150,00

2140,00

3465,00

1025,00

510,00

1100,00

1255,00
1430,00

1120,00

1020,00

935,00
920,00
960,00
1005,00

890,00

py6

py6

py6

py6

py6

py6

py6

py6

py6

py6

py6
py6

py6

py6

py6
py6

py6

py6

py6
pyo
pyo
pyo

py6



A26.06.045.002

A26.06.045.003.001

A26.06.046.002.001

A26.06.046.002

A26.06.029.001

A26.06.029.002

A26.06.031

A26.06.030

A26.06.028.001

A26.06.028.002

A26.06.029.003

A26.06.005.003
A26.06.005.002
A26.06.005.001

A26.06.026.001

A26.06.006.004

A26.06.011.001
A26.06.011.002
A26.06.011.004
A26.06.011.005

A26.06.012.005
A26.06.012.006

A26.06.077.002

A26.06.088.001
A26.06.088.002

A26.06.056.001

A26.06.071.002
A26.06.071.001
A26.06.071.004

A26.06.071.003

A26.06.112.002

AHTUTERNa K BUpYycy npocToro repreca |l Tuna (Herpes
simplex virus IlI), 1I9G

AHTMTENa K BUpYCy npocToro repreca |, Il Tunos (Herpes
simplex virus |, Il), IgM (uMMyHOBNOT)

AHTMTENA K BUpYCY npocToro repneca |, Il Tunos (Herpes
simplex virus I, 1), IgG (MMmMyHOGROT)

AsuaHocTb IgG k BMpycy npocToro repneca |, Il Tunos
(Herpes simplex virus 1, 1) (BkntouwaeT onpegenexme
aHTUTEN K BUpycy npoctoro repneca |, Il Tunos, IgG)
Bupyc dnwreitHa-bapp (MHPEKLUOHHDI
MOHOHYK/1e03)

AHTUTENa K KanNncugHOMy aHTUreHy BUpyca OnwTenHa-
Bapp (Epstein-Barr virus VCA), IgM

AHTUTENa K KancugHoOMy aHTUreHy Bupyca OnwTenHa-
Bapp (Epstein-Barr virus VCA), IgG

AHTUTENA K 9AepHOMY aHTUreHy Bupyca dnwitenHa-bapp
(Epstein-Barr virus EBNA), IgG

AHTUTENa K paHHeMy aHTUreHy Bupyca dnwTteriHa-bapp
(Epstein-Barr virus EA), IgG

AHTUTENa K BUpYycy OnwTenHa-bapp (Epstein-Barr virus),
IgM (MMmyHOBROT)

AHTUTENa K BUpYycy OnwTenHa-bapp (Epstein-Barr virus),
IgG (MMmyHOBOT)

AsugHocTb IgG k Bupycy dnwTenHa-bapp (Epstein-Barr
virus, EBV) (BkniovaeTt onpegeneHne aHTUTEN K BUPYCY
OnwrenHa-bapp, 1gG)

[ mnarHocTMka ageHoBUpPYCHO HPeKLUn

AHTMTENa kK AgeHoupycy (Adenoviridae), IgA
AHnTuTena k AgeHosupycy (Adenoviridae), IgG
AHTMTENa kK AgeHoBupycy (Adenoviridae), IgM
[AunarHoctnka ame6buasa

AHTMTENa K amebe gu3eHTepuiiHon (Entamoeba
histolytica), 1IgG

[AunarHocTuka acnepruanesa

AHTuTena k acneprunnam (Aspergillus fumigatus),lgG
[OunarHocTuka 6oppennosa

AHTUTEna k 6oppenusm (Borrelia burgdorferi), IgM
AHTUTENna Kk 6oppenusam (Borrelia burgdorferi), IgG
AHTUTENa Kk 6oppenusm (Borrelia), IgM (nMmyHo6n0T)
AHTUTENna Kk 6oppenusm (Borrelia), IgG (ummyHOGNOT)
[unarHocTtuka 6pyuennesa

AHTuTENa Kk 6pyuenne (Brucella), IgA

AHTuTEena Kk 6pyuenne (Brucella ), IgG

[unarHocTtuka 6ptowHoro Tuda

AHTUTENa K Vi-aHTureHy Bo3byauTtens 6prolHoro Tuda
(Salmonella typhi)

JOmarHocTuka Bupyca Knew,eBoro sHuedanura
AHTUTENa K BUpYCY KneLlesBoro saHuedanuTa, IgM
AHTUTENa K BUpYCY KreLleBoro aHuedanuTta, IgG
JOmarHocTuka Bupyca Kopum

AHTUTENa K BMpYycy kopw, 1gG

OmnarHocTnKa Bupyca KpacHyxm

AHTUTENa K BUPYCY KpacHyxu, IgM

AHTUTENa K BUPYCY KpacHyxu, IgG

AHTMTENA K BUPYCY KpacHyxu, IgG (mMyHOGNOT)
AsugHocTb IgG Kk BUpYCY KpacHyxu (BkmnoyaeT
onpegerneHvne aHTuTen K BUpycy KpacHyxu, 1gG)
[OmarHocTMka Bupyca snugemm4ecKkoro napoTura
AHTUTERNa K BUPYCY anMaeMmnyeckoro naportuta, IgM

895,00

6750,00

6750,00

1015,00

915,00

1030,00

935,00

1050,00
4205,00

4205,00

1390,00

1125,00
1125,00
1125,00

1130,00

890,00

1130,00
1130,00
3035,00
3035,00

750,00
755,00

965,00

1005,00
1005,00

1210,00

1040,00
815,00
6345,00

1330,00

1135,00
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py6
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py6
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A26.06.112.001

A26.06.049.001

A26.06.062.001

A26.06.024.001
A26.06.080.001
A26.06.079.001
A26.06.124.001

A26.06.123.001

A26.06.122.001

A26.06.125.001
A26.06.062.002
A26.06.121.001
A26.06.120.001
A09.05.074.004
A26.06.122.002

A26.06.043.002.001

A26.06.043.001

A26.06.034.001
A26.06.034.002

A26.06.036.001

A26.06.040.002

A26.06.039.003

A26.06.039.001
A26.06.035

A26.06.038.001

A26.06.036.002

A26.06.044.002
A26.06.044.001

A26.06.041.003
A26.06.041

A26.06.104.001
A26.06.105.002

A26.06.094.002
A26.06.093.001

A26.06.006.002
A26.06.006.003

AHTMTENA K BUPYCY 3NNOEMUYECKOro napoTtuTa, IgG
AwarHoctuka BUM-undpekuyun

BWY (aHTuTEna u aHTUreHbl)

JAwnarHocTuKa renbMMHTO30B

AHTuTEna k onuctopxam (Opisthorchis felineus), IgG
AHTMTENA K 3XxmnHOoKokkaM (Echinococcus granulosus),
I9G

AHTMTENA K TOKCOKapam (Toxocara canis), IgG
AHTuTEna k TpuxuHennam (Trichinella spiralis), IgG
AHTMTENa K WwmucTtocomam (Schistosoma mansoni), IgG
AHTUTENa K yrpyuam kuwedHbsiM (Strongyloides
stercoralis), 1gG

AHTMTENA K UMCTULEpPKaM CBUHOrO LenHs (Taenia
solium), IgG

AHTUTENa K TpeMaTogam (NeYeHOUHbIN cocanbLUnK
Fasciola hepatica, kowaubs gByycTtka Opisthorchis
felineus), IgG, cymmapHo

AHTMTENa K onnctopxam (Opisthorchis felineus), IgM
AHTMTENA K ackapmnaam (Ascaris lumbricoides), IgG
AHTMTENa K KnoHopxam (Clonorchis sinensis), IgG
LK, cogepxalimne aHTUreHbl ONnCTOPXOB

AHTMTENa K aHmn3akugam (Anisakis), 1IgG
AwnarHoctuka renaturta D

AHTMTENa K BUpYycy renatuta D, cymmapHble (Anti-HDV)
AHTMTENA K BUpycy renatuta D, IgM (Anti-HDV IgM)
OwnarHoctuka renatuta A

AHTMTENA K BUpYcy renatuta A, IgM (Anti-HAV IgM)
AHTUTENA K BUpYycy renatuTta A, IgG (Anti-HAV IgG)
JAnarHoctuka renatuta B

[MToBepXHOCTHbIN aHTUreH BUpyca renatuTta B
(aBcTpanumnckmi aHTureH, HbsAg)

AHTUTENA K MOBEPXHOCTHOMY aHTUreHy BUpyca renatura
B (Anti-HBs)

AHTUTENa K iA4epHOMY (COr) aHTUreHy Bupyca renatmra
B, cymmapHsble (Anti-HBcor)

AHTUTENa K SA4EPHOMY (COr) aHTUreHy BMpyca renatura
B, IgM (Anti-HBcor IgM)

AHTureH HBe Bupyca renatuta B (HbeAg)

AHTuTena k HBe-aHTUreHy Bupyca renatuta B,
cymmapHble (Anti-HBe)

[MoBEpPXHOCTHLIN aHTUreH Bupyca renatuTa B
(aBcTpanuunckun aHtureH, HbsAg), konnyecTtBeHHO
AwnarHoctuka renaturta E

AHTUTEena Kk Bupycy renatuta E, 1IgG (Anti-HEV 1gG)
AHTUTEna Kk Bupycy renatuta E (Anti-HEV), IgM
AunarHoctuka renatura C

AHTUTENa K Bupycy renatuta C, IgM (Anti-HCV IgM)
AHTUTENa K BMpycy renatuta C, cym. (Anti-HCV)
[unarHoctuka andrepun u ctonbHaKa

AHTUTENa Kk Bo3bygutento gudtepun (Corynebacterium
diphtheriae)

AHTUTENa K BO3byautento ctonbHsika (Clostridium tetani)
JOmarHocTuka nepcuHmosa

AHTMTENa K BO3OyauTento nceeaotybepkynesa (Yersinia
pseudotuberculosis), PMIA, Tutp

AHTuTENa K nepcuHuam (Yersinia enterocolitica), IgA; IgG
AunarHocTuka KaHgmaosa

AHTMTEna k KaHange (Candida albicans), IgA

AHTMTENa K KaHange (Candida albicans), IgG

1135,00

640,00

1235,00

1110,00
800,00
790,00
1175,00

1240,00
1240,00
1090,00
1055,00
1295,00
1135,00

705,00
1015,00

1065,00
1065,00

1320,00
1050,00

560,00
980,00
980,00

1195,00
1025,00

980,00

1900,00

1215,00
1195,00

835,00
810,00

1245,00
1195,00

765,00
2035,00

815,00
1050,00
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A26.06.006.007

A26.06.103.001
A26.06.103.002

A26.06.103.004

A26.06.102.001

A26.06.051.001

A26.06.053.001

A26.06.032.001

A26.06.032.002

A26.06.057.008

A26.06.057.012

A26.06.057.013

A26.06.022.002
A26.06.022.001

A26.06.022.005

A26.06.022.006

A26.06.022.003

A26.06.109

A26.06.057.004
A26.06.057.005
A26.06.057.002

A26.06.057.003

A26.06.057.001

A26.06.063.001
A26.06.063.002

A26.06.067.001

A26.06.067.002

A26.06.077.001

A26.06.082.012

A26.06.082.003.001

AHTuTEna Kk KaHamae (Candida albicans), IgM
[OmnarHoOCTMKA KOK/IIOLLA U MapaKoKoLWa

AHTUTENA K KOKIMIOLLHOMY TOKCUHY, IgA

AHTMTENA K KOKMIOLLHOMY TOKCUHY, 1gG

AHTUTEna K Bo3byautento kokniowwa (Bordetella
pertussis), IgM

AHTMTENa K BO30YyAUTENSAM KOKMIOLLIA 1 NapakoknoLwa
(Bordetella pertussis, Bordetella parapertussis),
cymmapHble (PMNIMA) nonykonm4ecTBeHHO

JAunarHocTuka nermoHennesa

AHTUTEna Kk nermoHennam (Legionella pneumophila),
CyMMapHble

JOmarHocTuka neMwmaHmnosa

AHTMTENa K Nnenwmanmm (Leishmania infantum)
JAwvarHoctuka nambaunosa

AHTMTENa K Nambnuam (Lamblia intestinalis), cymmapHble
AHTUTENa K Nambnuam (Lamblia intestinalis), IgM
KopoHaBupycHasa nigekuymua COVID-19

AHTuTEna IgM k S- n N-6enkam kopoHaBupyca SARS-
CoV-2 (MDA, Poccus), nonykonmy.

AntuTena IgG k RBD gomeHy S 1 6enka kopoHaBupyca
SARS-Cov2 (Abbott, CLLUA), konnu.

AntuTena IgG k RBD gomeHy S 1 6enka kopoHaBupyca
SARS-Cov2 (Abbott, CLUA, pe3ynbTaT Ha aHIMIACKOM U
PYCCKOM $13bIKax), KONuy.

LluTtomeranosmpycHaa nuHpeKuusa

AHTMTENa K yuTomeranosupycy (Cytomegalovirus), IgM
AHTMTENna K uuTomeranosupycy (Cytomegalovirus), IgG
AHTMTENa K uuTomeranosupycy (Cytomegalovirus), IgG
(MMMyHOBROT)

AHTUTENa K npegpaHHemy 6enky LinTomeranosupyca
(CMV IEA) IgM/IgG

AsuaHocTb 1gG k untomeranosupycy (Cytomegalovirus)
(BKkMOYaET onpegeneHe aHTUTEN K LUTOMEranoBumpycy,
19G)

[ MarHocTMKa MeHMHroKOKKOBOI UHbeKLMHU
AHTUTENa K MmeHuHrokokky (Neisseria meningitidis)
JAunarHocTMka mumkonnasmosa

AHTUTEna Kk mukonnasme (Mycoplasma hominis), IgA
AHTUTEna Kk mukonnasme (Mycoplasma hominis), IgG
AHTUTEna Kk mnkonnasme (Mycoplasma pneumoniae), IgA
AHTMTENa K MuKonnasme (Mycoplasma pneumoniae),
IgG

AHTUTENa Kk Mmukonnasme (Mycoplasma pneumoniae),
IgM

[OmarHocTuka napsoBupyca

AHTMTENa K napeoBupycy (Parvovirus) B19, IgG
AHTMTENa K napeoBupycy (Parvovirus) B19, IgM
JOmarHocTMKka pecnupaTtopHO-CMHLMUTUMANIbHOIO BUpPYca
AHTUTENA K PECNUPATOPHO-CUHLUTMANIBHOMY BUPYCY
(RSV), IgG

AHTUTENA K PECNUPATOPHO-CUHLUTMUANBHOMY BUPYCY
(RSV), IgM

JOmarHoctuka canbmoHennesa

AHTMTENa K canbmoHennam (Salmonella) A, B, C1, C2,
D, E

OwmarHoctuka cupmauca

Mukpopeakuunsi Ha cudunuc kadectseHHo (RPR)
Peakuuns naccvBHOM remarrnioTMHaL MM Ha cudunuc
(PMIA), ka4eCTBEHHO

815,00

1180,00
1180,00

1180,00

1150,00

1005,00

1280,00

955,00

800,00

785,00

1210,00

1390,00

1035,00
825,00

5675,00

1495,00

1665,00

1560,00

1005,00
775,00
840,00

860,00

830,00

1195,00
1195,00

1560,00

1560,00
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530,00

675,00
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A26.06.082.011
A26.06.082.002.002

A26.06.082.009
A26.06.082.001.001
A26.06.082.010

A26.06.087.001

A26.06.081.002
A26.06.081.001
A26.06.081.004

A26.06.081.003

A26.06.015.004

A26.06.057.021

A26.06.015.001.001
A26.06.015.003.001

A26.06.033.002
A26.06.033.001
A26.06.033.003

A26.06.018.003.001
A26.06.018.001
A26.06.018.002
A26.06.018.003

A26.06.016.002

A26.06.016.001

A26.06.016.003

A26.06.097.001

A08.20.017.002.001
A08.20.015.004

A08.20.012
A08.20.017

A08.20.017.001

A08.20.004
A08.09.011
A08.09.010

A08.30.031.002

A08.20.015.003

Peakuuns naccvBHOM remarrnioTMHaL MM Ha cudunuc
(PTIrA), nonykonnyecTtBeHHO

AHTMTENa K 6riegHon TpenoHeme (T.pallidum), cym.
AHTUTEna k 6rnegHon TpenoHeme (Treponema pallidum),
IgM

Mukpopeakums Ha cudunuc, nonykonuyectseHHo (RPR)
AHTUTENA K BriegHon TpenoHeMe (aHTureH TmpA), IgG
AwarHoctuka T-nMum@OoTPONHbIX BUPYCOB YeN0BeKa
AHTMTENA K aHTUreHaMm T-NMMAOTPONHbIX BUPYCOB
(HTLV) 1 n 2 Tunos

JAunarHocTuka Tokconsaasmosa

AHTMTENa K Tokconnasme (Toxoplasma gondii), IgM
AHTMTENA K TOKconnasme (Toxoplasma gondii), IgG
AHTMTENa K TOkconnasme (Toxoplasma gondii), IgA
AsugHocTb IgG k Tokconnasme (Toxoplasma gondii)
(BkNtOYaET onpegeneHne aHTMTEnN K Tokconnasme, 1gG)
JAwnarHocTuka TpMXoMoOHM1asa

AHTMTENa K TpnxomoHage (Trichomonas vaginalis), IgG.
[unarHocTuka tybepkynesa

AHTUTENA K MMKOGaKkTepusiM TyGepkynesa
(Mycobacterium tuberculosis), cymmapHbie
AunarHocTuka ypeansnasmosa

AHTuTEna k ypeannasme (Ureaplasma urealyticum), IgA
AHTuTENna Kk ypeannasme (Ureaplasma urealyticum), IgG
OmarHocTuka xennkobakrepmnosa

AHTMTENA K XenukobakTepy (Helicobacter pylori), IgG
AHTMTENa K XenukobakTepy (Helicobacter pylori), IgA
AHTUTEna Kk xenukobaktepy (Helicobacter pylori), IgM

[AunarHocTuka xnammamosa

AHTuTEna k 6enky Tennosoro woka Chlamydia
trachomatis (Anti-cHSP60), IgG

AHnTuTena k xnammaumn (Chlamydia trachomatis), IgA
AHTuTena k xnamugun (Chlamydia trachomatis), IgM
AHTuTena k xnammagnn (Chlamydia trachomatis), IgG
AHTuTena k xnammgodune (Chlamydophila
pneumoniae), IgA

AHTuTena k xnamugodune (Chlamydophila
pneumoniae), IgM

AHTuTena k xnamugodune (Chlamydophila
pneumoniae), 19G

[OunarHocTuka wurennesa (auMseHTepum)

AHTuTena Kk wurennam (Shigella flexneri I-V, Shigella
sonnei)

UNTONONMYECKUE UCCNNEAOBAHUA

XupgkoctHaa yuronorua

KNOKOCTHAA UMTONOIMNA

KuakocTHasa LMTONOMMA NYHKTaTOB MOMOYHOW Xenesbl
LinTonornyeckoe nccnegoBaHne oToenaemoro
Braranuuia

Lintonornyeckoe nccnegoBaHue cockoba ¢ LWERKU MaTKu
Lintonornyeckoe nccnegosaHue cockoba ns
LlepBUKanbHOro kaHana

LinTonornyeckoe nccnegosaHue acnvpara ns nonoctu
MaTKun

LinTonornyeckoe nccnegoBaHne MOKpOThI
LinTonornyeckoe nccnegoBaHue nnespanbHOM XNOKocTh
LinTonornyeckoe nccnegosaHne nepukapamansHom
YKMOKOCTU

LinTonornyeckoe nccnegoBaHne NyHKTaToB MOSTOYHOW
xenesbl

700,00
850,00

1140,00
555,00
830,00

1935,00

1060,00
815,00
755,00

1480,00

1005,00

2355,00

930,00
930,00

910,00
1205,00
1185,00

1090,00
970,00
910,00
985,00

970,00
875,00

875,00

2130,00

2345,00
2590,00

1055,00
1245,00

1245,00

1215,00
1215,00
1215,00

1215,00

1215,00
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py6

py6
py6
py6

py6

py6
py6
py6

py6

py6

py6
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py6
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py6
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py6

py6

py6



A08.22.004

A08.20.015.002

A08.30.003.001

A08.17.002.001

A08.17.002.002
A08.30.028.001

A08.20.017.003

A08.16.007.001
A08.01.002
A08.28.012.001

A08.20.017.005

A08.30.007.009

A08.20.017.006

A08.30.031.003

A08.21.001.007

A08.16.002.003

B01.030.001.010

A08.20.003.003

A08.22.003

A08.20.009

A08.28.005

A08.14.001

A08.30.006.017

A08.30.006.018

A08.30.006.019

A08.20.003.004
A08.30.001

A08.16.002.001.001

A08.20.003.005

A08.17.001.004

LinTonornyeckoe nccnegoBaHue NyHKTaToB LUMTOBUAHOMN
xenesbl

LinTonornyeckoe nccnegosaHne oTa4enaemoro
MOJIOYHOW Xene3bl

LinTonornyeckoe nccnegoBaHue nyHKTaToB Apyrnx
OpraHoB 1 TKaHeWN

Lintonornyeckoe nccnegoBaHne 3HLOCKOMUYECKOTO
MaTepuana

U,I/ITOJ'IOFVI‘-IGCKOG nccnenoosaHne martepumana,
NOoNy4eHHOro npu Xmpyprm4eCkmnx sMeLlatTenbCcTBax
U,I/ITOJ'IOFVI‘-IGCKOG uccnegoBsaHme COCKOOOB 1 OTNeYaTKoB

LlVITOJ'IOI'VI‘-IeCKoe nccnegoBaHMe CMeLLaHHOro cockoba ¢
LENKN MaTKN U 13 LepBuKalribHOro KaHana

LinTonornyeckoe uccrnegoBaHne 3HA0CKONMNYECKOTO
mMaTtepuana Ha Helicobacter pylori

LinTonornyeckoe uccrnegosaHne HoBOOOpa3oBaHWI KOXM
LinTonornyeckoe nccrnegoBaHne ocagka Moyu

MAl-TecT (UMTONOrM4yeckoe nccnegoBaHne cockobos
LLIerKN MaTKM 1 LiepBUKanbHOro KaHana; 2 ctekna)
lMepecMOTp roToBbIX LIMTOMNOMMYECKUX NpenapaTos
(BTOpOE MHEHME), 1 nokyc

MAr-TecT (LuMTONOrMYECKOE UCCNeaoBaHne CMEeLLIaHHOro
cockoba C LWerikn MaTku 1 LepBuKanbHOro kaHana)
LinTonornyeckoe nccrnegoBaHne acLUMTUYECKON
XXUOKOCTU

MATOMOP®O/IOMMYECKME NCCNIEQOBAHUA
fMcronornyeckne nccnepoBaHus

Broncus npeacratensHon xenesbl MynbTudokansHas
(rmcTonorunyeckoe ncecnegosaHve Mmatepuana)
'mcTonornyeckoe uccnegoBaHne 3HAOCKONUYECKOro
mMaTepuana xenygka c BoisBneHnem Helicobacter pylori,
LDG

KoHcynbTauusi rotoBbix npenapaTtos (1 Nokyc)
'mcTonornyeckoe uccnegoBaHue aHAoMeTpus (B T.4.
navnene-6uoncus), LDG

'mcTonornyeckoe uccrnegoBaHne NyHKUMOHHOTO
mMaTtepvana W1TOBMOHON Xernesbl

MmcTonornyeckoe nccnegoBaHne NyHKLUMOHHOMO
MaTepuana mMorno4vHou xenesbl, LDG
MmcTonornyeckoe nccnegoBaHne NyHKLUMOHHOMO
mMaTepuana novek

"'cTonornyeckoe uccriefoBaHne MyHKUMOHHOTO
mMaTepuana ne4yeHu

JononHntensHoe U3roToBneHne 5 Mmkponpenaparos,
LDG

JononHntensHoe N3roToBreHne Myukponpenapara (6-
10), LDG

JononHutensHoe N3roToBrneHne Myukponpenapara (0T
10), LDG

KomnnekcHoe ructonormyeckoe uccreaoBaHme
3HOOMETpUS ¢ nonunom (2 koHTenHepa), LDG
["'mcTonornyeckoe nccnegosaHue nnaueHTol, LDG
M'McTonornyeckoe nccnegoBaHne 3HAO0CKOMMYECKOro
maTepuana xenyaka (OLGA, 3 koHTelHepa: Teno, yron,
aHTpanbHbIN oTAen xenygka), LDG

'mcTonornyeckoe nccnegosaHme matepuana POB
(pa3genbHoe anarHocTuyeckoe BbickabnmeaHume:
MonocTb MaTKK, LepBrKanbHbIA KaHarn, 2 KOHTEHepa),
LDG

'McTonornyeckoe nccnegoBaHne 3HOOCKOMMYECKOro
MaTtepumana KnweydHuka npm socnanuTterbHbIX

1215,00
1215,00
1215,00

1215,00

1215,00
1215,00

1305,00

1215,00
1215,00
1215,00

1920,00

2115,00

1820,00

1215,00

14160,00
3380,00
5820,00
3065,00
3585,00
4640,00
3585,00
3585,00
3850,00
6620,00

13135,00

4365,00
11800,00

3580,00

4365,00

4885,00
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py6
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py6
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py6



A08.30.046.031

A08.30.046.032

A08.30.046.033

A08.16.002.004

A08.30.046.023

A08.30.046.034

A08.01.001.003

A08.05.002.003

A08.30.046.017

A08.20.002.001

A08.30.046.019

A08.30.046.020

A08.30.046.021

A08.30.046.022

A08.21.001.004

A08.30.046.088

B01.030.001.001

A08.30.046.071

A08.30.006.014

A08.30.006.015

A08.30.006.016

A08.30.006.012
A08.30.006.013
A08.30.006.020

B01.030.001.011
B01.030.001.025

3aboneBaHuax (NecTHMYHasa broncusi, HECKONbKO
KoHTenHepoB), LDG

'mcTonornyeckoe nccnegoBaHne 3HA0CKONMMYECKOro
mMaTepuana npoctoe (4o 3-X KyCO4KOB) NuULLEBOAA,
Xenyaka, KALWKW, 6poHxa, roptaHu, Tpaxeun (Unim)
'McTonornyeckoe uccrnegoBaHne 3HAOCKONUYECKOrOo
MaTepuana (nonun 6onee 2 cm; Unim)
'mcTonornyeckoe uccnegoBaHne 3HA0CKONMNYECKOro
MaTepuana crioxHoe (6onee 3 KycCo4koB) nNuLLEBOAA,
Xenyaka, KALWKK, OpoHxa, ropTaHu, Tpaxen (Unim)
'mcTonornyeckoe uccregoBaHue nocrne
MynbTUdOKanbHOM BUoncum xenyaka c oOLEeHKom no
knaccundukaumm OLGA/OLGIM+H.pylori (Unim)
KomnnekcHoe ructonoruyeckoe nccrnegoBaHme
MaTepuana nocrne 3H40CKONMU/ KONOHOCKoNUK (4 1
Bonee koHTeNHepa, 3a 0gHO BMellaTenscTeo), Unim
'McTonornyeckoe uccrneoBaHne 3HAOCKONMUYECKOrOo
mMaTepuana npoctoe (4o 3-x KycoukoB) +BbisiBneHve
Helicobacter pylori 3a cnyyan (Unim)
'mcTonornyeckoe uccriegoBaHne GMONCUAHOTO U
onepaunoHHOro MaTepuarna KOXHbIX Y NOOKOXHbIX
HoBooGpasoBaHui, Unim

JekanbLmHauns Npy rucTornorm4eckom ncecnefoBaHnm
KOCTHOWM Unun XpsiweBow TkaHu (Unim)
"'mcTonornyeckoe uccrnegosaHue GruoncunHoro (1
dbparMeHT) 1 NyHKUMOHHOrO (8o 2 ctonbukos B 1
KOHTeViHepe) maTtepuana, cockoboB (1 KOHTENHeP)
(Unim)

'mcTonornyeckoe uccnegosaHue cockoba
LepBUKarnbHOro kaHana + ructonormyeckoe
nccrnegoBaHue cockoba aHOOMETPUs/ rMCToNnorMyeckoe
nccrnegosaHue buoncun werikn matku (Unim)
'mcTonornyeckoe uccrnegoBaHne onepalmoHHOro
maTepuana knacca UN-2 (Unim)

'cTonornyeckoe uccregoBaHne onepalmoHHOro
mMaTtepuana knacca UN-3 (Unim)

'cTonornyeckoe uccriegoBaHne onepalmoHHOro
mMaTtepuana knacca UN-4 (Unim)

'cTonornyeckoe uccrnegoBaHue onepawlyoHHOro
maTepuana knacca UN-5 (Unim)

Broncusa npeacraTensHOM xenesbl MynbTUdOKarnbHas
(rmcTonorunyeckoe nccnegosaHne matepuana),
Hadassah

'mcTonornyeckoe uccriegosaHne GMONCUAHOIO
MaTepuana (3HAOCKOMUYECKNIA UMW MYHKLMOHHbIV
MaTepuan, 1 koHTenHep), Hadassah

KoHcynbTauusa rotosbix npenapaTos (1 nokyc, go 10
ctekon), Hadassah

OnpeaeneHne HanUuMsa ammnonga B rmcTorniorm4eckom
npenapate, LDG

JononHutensHoe nsroToBnenne 1 Mukponpenapara,
LDG

[ononHuTensHOE N3roToBMEHNE 2 MUKpONpenapaTos,
LDG

JdononHntensHoe n3roToBneHne 3 MMKponpenapaTos,
LDG

MepesanvBka 6noka ¢ M3roToBNEHNEM OOHOrO
rmctonornyeckoro ctekna (Unim)

[opeska ogHoro cteknonpenapara 13 6roka (Unim)
MarotoBneHune 1 mukponpenaparta, Hadassah
KoHcynbTauus rotoBbix npenapaTos (1 nokyc, o 5
ctekon), LDG

KoHcynbTauus rotoBbix npenapaTtos (6-10 ctekon), LDG

3485,00

4565,00

4565,00

9260,00

12160,00

5735,00

5355,00

2580,00

3485,00

7535,00
6240,00
14115,00
24780,00

59365,00

11425,00

2705,00
4690,00
2435,00
1285,00
1935,00
2900,00

1575,00
865,00
3940,00

6090,00
13110,00
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B01.030.001.026

16.0.A25.110

16.1.A72

16.1.A73

16.1.A65

16.1.A71

A08.30.013.036
A08.30.013.035
A08.30.013.034
A08.30.013.012
B01.030.001.008

A08.20.003.006

A08.20.003.007

A08.20.009.003

A08.20.009.005

A08.21.001.005

A08.20.009.004

A08.20.003.009

A08.20.003.008

A08.20.003.010
A08.30.013.013
A08.30.013.014
A08.30.013.015
A08.30.013.016
A08.30.013.017
A08.30.013.018
A08.30.013.019
A08.30.013.020
A08.30.013.021
A08.30.013.009
A08.30.013.010
A08.30.013.011

A08.30.013.001

KoHcynbTauusi rotosbix npenapatos (6onee 11 ctekon),
LDG

lvcTonornyeckoe nccregoBaHne CroXHOro
onepaLmMoHHOro Matepuvana (npuaaTku, y3nbl MUOMbI,
KOHYC LUENKN MaTKW, CeKToparbHas pe3eKLus, rpbhKeBou
MELLIOK, XXen4.ny3blpb, anneHamKe, AONS LWNT.Kenesbl,
pes3ekums neyveHun, xenyaka u np.), LDG
'mcTonornyeckoe nccrnegoBaHne KOCTHO-XPSLLEBbIX
obpasoBanun, LDG

'mcTonornyeckoe nccnefoBaHne KOXU N NOOKOXHbIX
obpasoBaHuii cnoxHoe, LDG

'mcTonornyeckoe uccrnegoBaHne MyHKUMOHHOTO
Martepuana Mono4YHoun xenesbl, Hadassah
KomnnekcHoe ructonormyeckoe nccnegoBaHne cockoba
LilepBUKanbHOIo KaHana u 6uoncmm Wenku maTkm (2
KOHTelnHepa), LDG

UmmyHorucroxmummuyeckue uccneaoBaHus

UIMX nccneposanue (11 -15 aHTUTEN BKMIOYUTENBHO),
Unim

UIMX nceneposanue (5-10 antuten), Unim

UIMX nceneposanue (0o 4 aHtuten), Unim

UIMX nccneposanue (1 antuteno), LDG
KoHcynbTtauus nepeg UIMX, LDG

KomnnekcHoe ructonoruyeckoe u
nmmyHoructoxummudeckoe (UIMX) nccneposaHue
BuoncuiHoro maTtepuana sHgomeTpusa (CD138), LDG
KomnnekcHoe ructonormyeckoe u
nMmmyHornctoxmmmdeckoe (MIMX) nccnegosaHve npu
NMOAO3PEHMUN Ha XpOoHUYecknii aHgomeTput (CD138),
Unim

'cTonornyeckoe uccriegoBaHne GUOMNCUAHOTO,
NyHKLUWOHHOIO Matepuana u cockobos + [lnarHocTuka
meToaoM ummyHoructoxummm (UIMX) npyu pake MoniovHom
xenesbl - 4 peakumn (ER, PR, Ki-67, HER2), Unim
KomnriekcHoe ructonornyeckoe v
nMmmyHoructoxmmmdeckoe (MIMX) nccnegosaHve npm
onyxonu monoyHon xenessbl (4 peakumn (ER, PR, Ki-67,
HER?2)), Hadassah

UIMX onyxonu npeacratensHOn xenesbl
(Ck5/P63/AMACR), LDG

X onyxonu mono4Hou xenesbl (PR/ER/Ki67/Her2
neu), LDG

UIMX peuenTtopHoro ctatyca 3HAOMETPUS, pacluMpeHHoe
(dbasa cekpeunn (ER/PR/CD138/CD56/LIF)), LDG
UIMX peuenTtopHoro cratyca sHAOMETpUS, cTaHaapTHoe
(dbasa cekpeunn (ER/PR/CD138/CD56)), LDG

UIMX anarHocTtuka XpoHN4eckoro sHaoMmeTpuTa (casa
nponudepaumm (CD20/CD138/CD56/HLA-DR)), LDG
UIMX uccneposaxue (2 aHtutena), LDG

UIMX uccneposaxuve (3 aHtutena), LDG

UIMX uccneposaxuve (4 aHtutena), LDG

UIMX nceneposanue (5 aHtuten), LDG

UIMX nceneposanue (6 aHtuten), LDG

UIMX nceneposanue (7 antuten), LDG

UIMX nceneposanue (8 aHtuten), LDG

UIMX uccneposanue (9 aHtuten), LDG

UIMX uccneposaxue (10 aHtuten), LDG

X nporHocTuyeckun mapkep (1 aHtuteno), LDG
X nporHocTuyeckun mapkep (2 aHtutena), LDG
UIMX nporHocTuyeckun mapkep (3 aHtutena), LDG

MMmmyHoructoxummnyeckoe uccnegosaHue, HER2 neu,
LDG

20180,00

8000,00
7840,00

4515,00

4640,00

4230,00

54020,00
31095,00
18060,00
4540,00
2670,00

5150,00

8630,00

24255,00

16100,00
12395,00

14380,00

15380,00

12260,00

12090,00
7490,00

13370,00
16720,00
18390,00
23660,00
25675,00
29360,00
35495,00
36675,00
10415,00
19400,00
32320,00

7400,00
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A08.30.013.005
16.2.A22

A08.30.039.004
A08.30.013.023
A08.30.013.032
A08.30.013.033
A08.30.013.024
A08.30.013.025
A08.30.013.026
A08.30.013.027
A08.30.013.028
A08.30.013.029
A08.30.013.030
A08.30.013.031

A08.20.009.006

A08.30.039.002

A08.30.013.002
A08.30.006.001

A08.30.039.003

A12.05.005.001

A12.05.008
A12.05.005
A12.05.007.005

A12.05.007.006
A12.05.009

A09.05.035.013
A09.05.035.014
A09.05.035.029
A09.05.035.017
A09.05.035.018
A09.05.035.019
A09.05.035.030
A09.05.035.020
A09.05.035.021
A09.05.035.016
A09.05.035.011
A09.05.035.012
A09.05.035.015

A09.05.035.024
A09.05.035.025
A09.05.035.026
A09.05.035.027
A09.05.035.022
A09.05.035.028
A09.05.035.023

MmmyHornctoxmmmnyeckoe uccnegosanue, ALK, LDG
MmmyHornctoxmmmnyeckoe uccnegosaHme, ROS1

MMmyHormctoxummnyeckoe ncenegosanue, PD-L1, LDG

KomnnekcHoe UMX nccneposaxne, LDG
UIMX nceneposanue (1 aHtuteno), Unim
UIMX nccneposanune (2 aHtutena), Hadassah
UIMX nccneposarue (3 aHtutena), Hadassah
UIMX nccnepoeanue (4 aHtutena), Hadassah
UIMX nccneposanue (5 aHtuten), Hadassah
UIMX nccneposanue (6 aHTuten), Hadassah
NIMX nccneposanue (7 aHtuten), Hadassah
UIMX nceneposaxue (8 aHtuten), Hadassah
UIMX nccneposaxue (9 aHtuten), Hadassah
UIMX nccneposarue (10 aHTtuTen), Hadassah
UIMX onyxonu mono4vHon xenesbl (PR/ER/Ki67/Her2
neu), Hadassah

MMMyHOFVICTOXI/IMI/ILIeCKOG nccnenosaHune, onpeneneHne

akcnpeccun PDL1 (knoH SP263), Hadassah

MmmyHoructoxummuydeckoe nccnegosanHme, HER2 neu,

Hadassah

KoHcynbTauusa nepeg UIMX (ao 10 ctekon), Hadassah
MIMMyHOrMCTOXMMMYECKOE NCCIefoBaHme, onpeaeneHne

akcnpeccun PDL1 (knoH SP142), Hadassah
UWMMYHONOIMMYECKHUE UCCNEQOBAHUA
UmmyHoremarosormyeckue uccneaoBaHms
pynna kpoBwu + Pe3syc-thakTop

AHTUTENA K aHTUreHam 3pUTPOLUNTOB, CyMMapHbIie (B T.4.

k Rh-dbaktopy, kpome AT no cucteme ABO) ¢
onpegeneHnem Tutpa

AHTUTEna no cucteme ABO

Onpepnenenue Kell aHTurena (K)

Onpep,eneHVIe Haln4yna aHTUreHoB apuTpounToB C,cE,

e, K

Mpsamas npoba Kymbea
*OnpepeneHue YyBCTBUTENIbHOCTU K
MMMYHOMOAYNATOPaM
YyBCTBUTENBLHOCTL K [@anasuty
UyBCTBUTENBLHOCTL K [[€noHy
YyBCTBUTENBLHOCTb K MMyHany
YyBCTBUTENBLHOCTL K IMMYyHOMaKCy
YyBCTBUTENBLHOCTL K IMyHOPUKCY
YyBcTBUTENBLHOCTL K JIkonuay
YyBCTBUTENBLHOCTL K [1ONMOKCMAOHWIO
UyBCTBUTENBHOCTb K TaKTUBUHY
YyBCTBUTENBLHOCTb K TUMOreHy
YyBCTBUTENBHOCTb K IMMyHOMaHy
YyBcTBMTENBHOCTL K ApbBuaony
YyBcTBUTENBLHOCTL K NaHaBupy
YyBCTBUTENBLHOCTL K A30NpUHO3UHY
*OnpeaeneHue YyBCTBUTENbHOCTU K MUHAYKTOpPam
UHTepdepoHa

YyBCTBUTENBHOCTb K AMUKCUHY
YyscTBUTENBLHOCTL K Karoueny
YyBcTBUTENBLHOCTL K HeoBupy
YyBCTBUTENBLHOCTb K PNaocTuny
YyBCTBUTENBLHOCTL K LiMknodepoHy
YyBCTBUTENBLHOCTL K LinToBupy-3
UyBCTBUTENBHOCTb K ANMoKnHy-anbga
OueHKa rymopanbHOro MMMyHUTETa

14785,00
10930,00
13780,00
32655,00
6700,00

7490,00

13370,00
16720,00
18390,00
23660,00
25675,00
29360,00
35495,00
36675,00

12905,00

16665,00

5165,00
2155,00

16665,00

1000,00

1175,00
1970,00
1320,00

1255,00
1515,00
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720,00
720,00
720,00
720,00
720,00
720,00
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720,00
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720,00
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720,00
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720,00
720,00

py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6

py6
py6

py6
py6

py6

py6

py6
py6
py6

py6
py6

py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6

py6
py6
py6
py6
py6
py6
py6



A09.05.075.001
A09.05.075.002
A09.05.054.002
A09.05.054.003
A09.05.054.004
A12.06.073
A12.06.002.001
A09.05.074
A12.05.108.001
A12.05.108.002
A12.05.108
A12.05.109

A09.05.075.006

A12.06.047.002

A12.30.012.013

A12.30.012.014

A12.30.012.019

A12.30.012.015

A12.30.012.017

A12.30.012.018

A12.26.002.003

A12.26.002.004

A12.30.012.007.001

A09.05.035.038
A12.26.002.007

A08.05.019.003
A12.26.002.002

A12.30.012.001.001

A12.30.012.002.001

C3 KOMMOHEHT KOMMMEMeHTa

C4 KOMMOHEHT KOMMMeMeHTa
MmmyHorno0ynuH A (IgA)
UmmyHornobynuH M (IgM)
UmmyHornobynuH G (IgG)

dakTop Hekposa onyxonu (PHO-anbda)
Kpvorno6bynuHbi

LinpkynupytoLime MMMyHHbIE KOMMITEKChI
WHTepnenknH-6 (IL-6)

WHTepnenkunH-1b

WHTepnemnkuH-8

WHTepnenkunH-10

WHrmbutop Cl-actepasbl (daktop C1-INH
KOMMIieMeHTa), KOHLLEeHTpaums

OueHKa nHTepdpepoHOBOro cratyca
WHTepdepoHoBbIn cTaTyc (3 nokasatens:
CbIBOPOTOYHbIN MHTEepepoH, UHTepdepoH-anbda,
MHTepdepoH-ramma; 3aknodeHne spada KJ1 no
nccnenoBaTenbCKoMy OTYETY)

OueHKa KNeTOYHOro UMMYHUTETA

MmmyHorpamma 6asosas (CD3, CD3/4, CD3/8, CD19,
CD16/56, CD3/16/56, CD3/HLA-DR, newnkoumTapHo-T-
J1® nHagekc, uMMyHoOperynaTopHbIA MHAEKC. BkniovaeT
aHanua KpoBwW C nenkounTapHon opmMyron)
MmmyHorpamma pacwupenHas (CD3, CD3/4, CD3/8,
CD19, CD16/56, CD3/16/56, CD3/HLA-DR, CD3/25,
CD3/95, CD3/4/95, CD3/8/95, CD3/8/38, nenkounTtapHo-
T-N1® nHaekc, UMMYHOPErynATOPHbIN MHAEKC.BkniovaeT
OAK c nenkountapHomn opmyrion)

CokpalieHHas naHens CD4/CD8 (BkntovaeT
KNUHUYECKUA aHanns3 KpoBW C NenkoLmMTapHon
dopmynon (5DIFF))

MmmyHorpamma ckpuHuHr (CD3, CD19, CD16/56.
BkntoyaeT aHanu3 KpoBK € nenKounTapHon Hopmynom)
B1-knetkn CD5/CD19 (BkntovaeT aHanu3 Kposu ¢
newnkoumTapHou opmMynoin)

Knetkn namaTtu n HameHble CD4 numdouuntbl n nx
cooTHowweHune (CD3/CD4/45R0O+, CD3/CD4/45RA+,
nHgekc 45R0O+/45RA+. BknoyaeT aHanms KpoBu C
newvikoumTapHor oopMynomn)

T-SPOT petckun (nHduumposaHme M. tuberculosis),
(oetv go 12 ner)

T-SPOT (uHdpuumposaHue M. tuberculosis), (oeTn
ctapuwe 12 net 1 B3pocnble)

daroTtect

BakrepuungHas aktuBHocTb kKposu (BURST)
TB-®epoH TecT (IGRA- TecT, guarHocTtuka Tybepkynesa)
KonuuecteeHHoe onpegenernne JHK TREC n KREC
(BnarHocTtuka HacneacTBeHHbIX T- n B-kneTovHbIx
UMMyHoaeumLNTOB)

KeaHTudepoHosein Tect TB Gold Plus

Mpoune MMMyHONOrMYecKne uccnenoBaHua
MMMyHOMEHOTUNMPOBaHNE KNETOK KOCTHOrO MO3ra umm
nepudepudeckomn Kposu npu numdonponngepaTnBHbIX
3aboneBaHnsaX MeTogoM NPOTOYHON LuutomeTpum (JIM3,
OCTPbIN NENKO3, MHOXXECTBEHHAast MMernoma).
VMccneposaHue ana nepBuUYHON AMArHOCTUKN
MMMyHOMEeHOTUMMPOBaHME KIETOK KOCTHOMO Mo3ra Unm
nepudepu4eckon KpoBm Anst AUMarHOCTUKN MUHUMANbHON
ocTtatodHon 6onesHn (MOB) MeTO4OM NPOTOYHOM
uutomeTpun (J1M3, ocTpbIn NENKO3, MHOXECTBEHHast
Muenoma), nocne nevYeHns

640,00
640,00
565,00
565,00
565,00
2655,00
1180,00
1550,00
2590,00
2590,00
2590,00
2590,00

3530,00

5345,00

5100,00

7445,00

2830,00

2830,00

2935,00

5740,00
10100,00

10100,00
3585,00
5875,00
6330,00

7170,00
10380,00

22930,00

22930,00

py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6

py6

py6

py6

py6

py6

py6

py6

py6
py6

py6
py6
py6
py6

py6
py6

py6

py6



A09.05.118.526

A09.05.118.527

A09.05.118.528

A09.05.118.529

A09.05.118.530

A09.05.118.531

A09.05.118.532

17.86.A1

17.86.A2

17.72.A10

A09.05.118.023
A09.05.118.001
A09.05.118.002
A09.05.118.003
A09.05.118.004
A09.05.118.005
A09.05.118.006
A09.05.118.007
A09.05.118.008
A09.05.118.009
A09.05.118.010
A09.05.118.011
A09.05.118.012
A09.05.118.013
A09.05.118.014
A09.05.118.015
A09.05.118.016
A09.05.118.017
A09.05.118.018
A09.05.118.019
A09.05.118.020
A09.05.118.021
A09.05.118.022

A09.05.118.024
A09.05.118.025
A09.05.118.026
A09.05.118.027
A09.05.118.028
A09.05.118.029
A09.05.118.031
A09.05.118.039

ANNEPTONNIOrMYECKUE UCCNEQAOBAHNA

AnneprokomnoHeHTbl 18G4 (ImmunoCAP)
Ambpo3sug, anneprokomnoHeHT 1IgG4 (ImmunoCAP),
w230 nAmb al

MonbiHb, anneprokoMnoHeHT IgG4 (ImmunoCAP), w231
nArt vi

Knew, gomaluHen nbinu, anneprokoMmnoHeHT 1gG4
(ImmunoCAP), d202 rDer p1

Knew, goMalluHen nbinu, anneprokoMnoHeHT 1gG4
(ImmunoCAP), d203 rDer p2

TumodbeeBka nyrosasi, anneprokoMnoHeHT lgG4
(ImmunoCAP), g205 rPhl p1

TumodbeeBka nyrosasi, anfneprokoMnoHeHT IlgG4
(ImmunoCAP), g215 rPhl p5b

Bepesa, anneprokomnoHeHT 1IgG4 (ImmunoCAP), t215
rBet vl PR-10

ANneprokoMnoHeHTbl HACEKOMbIX U ux aaos IgE
(ImmunoCAP)

An ocbl 06bIKHOBEHHON, anneprokoMnoHeHT IgE
(ImmunoCAP), i209 rVes v5

docconmnasa A2 nyensl MESOHOCHOWN,
anneprokomnoHeHT IgE (ImmunoCAP), i208 rApi m1
AnneprokOMNOHEHTbI NPOPECCMOHA/IbHbIX a/l/IepreHoB
ISE (ImmunoCAP)

NaTtekc, anneprokomnoHeHT IgE (ImmunoCAP), k220
rHev b6.02

UHpgmuBmupayanbHble nuLLeBble anneprexbl IgE: PpyKTbl n
aroabl

®uHuku IgE, F289

Abpukoc IgE, F237

Asokapo IgE, F96

AHaHac IgE, F210

AnenbcuH IgE, F33

BaHaH IgE, F92

BuHorpag IgE, F259

BuwHs IgE, F242

MpenndpyT IgE, F209

pywa IgE, F94

Obina IgE, F87

Urxmp IgE, F402

Kuen IgE, F84

Kny6Huka IgE, F44

Kokoc IgE, F36

JlnmoH IgE, F208

Mamro IgE, F91

Mepcuk IgE, F95

Cnuea IgE, F255

Xypwma IgE, F301

A6noko IgE, F49

Arogbl (4epHuKa, ronybuka, 6pycHuka) IgE, F288
ManpapwuH IgE, F34

UHpgusupyanbHble nuwesble anneprexnbl IgE: Osowimn
baknaxaH IgE, F262

Kanycta 6pokkonu IgE, F260

Kanycrta 6ptoccenbckas IgE, F217

Kanycta koyaHHas IgE, F216

Kanycta usetHas IgE, F291

Kaptodens IgE, F35

Mopkossb IgE, F31

TwikBa IgE, F225

3030,00
3030,00
3030,00
3030,00
3030,00
3030,00

3030,00

2755,00

2755,00

2755,00

855,00
855,00
855,00
855,00
855,00
855,00
855,00
855,00
855,00
855,00
855,00
855,00
855,00
855,00
855,00
2780,00
855,00
855,00
855,00
855,00
855,00
855,00
1545,00

855,00
855,00
855,00
855,00
855,00
855,00
855,00
855,00

pyo
pyo
pyo
pyo
pyo
pyo

py6

py6

py6

py6

py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6

py6
py6
py6
py6
py6
py6
py6
py6



A09.05.118.038
A09.05.118.032
A09.05.118.037
A09.05.118.035
A09.05.118.036
A09.05.118.040
A09.05.118.030
A09.05.118.034
A09.05.118.033

A09.05.118.047
A09.05.118.041
A09.05.118.042
A09.05.118.043
A09.05.118.044
A09.05.118.045
A09.05.118.046

A09.05.118.048
A09.05.118.049
A09.05.118.051
A09.05.118.050
A09.05.118.052
A09.05.118.053

A09.05.118.058
A09.05.118.055
A09.05.118.054
A09.05.118.056
A09.05.118.057

A09.05.118.063
A09.05.118.062
A09.05.118.065
A09.05.118.059
A09.05.118.060
A09.05.118.061
A09.05.118.067
A09.05.118.066
A09.05.118.064
17.45.A7

A09.05.118.069
A09.05.118.073
A09.05.118.075
A09.05.118.076
A09.05.118.077
A09.05.118.078
A09.05.118.080
A09.05.118.070
A09.05.118.071
A09.05.118.072
A09.05.118.074
A09.05.118.068
A09.05.118.079

Tomar IgE, F25

Orypeu IgE, F244

Cnapxa IgE, F261

MeTpywka IgE, F86

Cenbpepen IgE, F85

WnwHart IgE, F214

Nyk IgE, F48

MepeL kpacHbI (Nanpuka) IgE, F218

Mepey 3eneHnin IgE, F263

UHgmuBmnayanbHble nuwesble annepreHbl IgE: bo6oBble
Yeuesuua IgE, F235

Bobbl coesble IgE, F14

["opolek 3eneHbin IgE, F12

HyT (Typeukun ropox) IgE, F309

daconb 6enas IgE, F15

daconb 3eneHas IgE, F315

daconb kpacHas IgE, F287

UHpgusupyanbHble nuwesble anneprexbl IgE: Opexu
Apaxuc IgE, F13

"peuknn opex IgE, F256

Mwuwngans IgE, F20

Kewsto IgE, F202

ducrawkm IgE, F203

dyHayk IgE, F17

UHpausupyanbHble nuwesble anneprexbl IgE: Maco
CeuHuHa IgE, F26

loBaguHa IgE, F27

Bapanuna IgE, F88

WHpenka IgE, F284

KypuHoe msco IgE, F83

UHpausupayanbHble nuwesble anneprexsbl IgE: Monoko
M MOJI0YHbIE NPOAYKTbI

Monoko koposbe IgE, F2
Monoko kunsyeHoe IgE, F231
CbiBOpoTKa MonoyHas IgE, F236
Anbda-nakroans6ymuH IgE, F76
Beta-nakrornobynuH IgE, F77
KasewH IgE, F78

Cblp Tna "Yepnep" IgE, F81
Coblip Tvna "Moyna" IgE, F82
Kosbe monoko IgE, F219
Monoko kunsyeHoe IgE, F231
UHgmuBmnpayanbHble nuweBble anneprexbl IgE: Pbiba n
MOpenpoayKTbl
Kambana IgE, F254

Jlococe IgE, F41

CapawuHa IgE, F61

Ckymbpus IgE, F50

Tpecka IgE, F3

TyHey IgE, F40

dopens IgE, F204

Kpab IgE, F23

KpeseTku IgE, F24

JNlo6eTep (omap) IgE, F80

Mwugusa IgE, F37

pebewok IgE, F338

Yetpuubl IgE, F290

855,00
855,00
855,00
855,00
855,00
855,00
855,00
855,00
855,00

855,00
855,00
855,00
855,00
855,00
855,00
855,00

855,00
855,00
855,00
855,00
855,00
855,00

855,00
855,00
855,00
855,00
855,00

855,00
790,00
855,00
855,00
855,00
855,00
740,00
855,00
1140,00
855,00

855,00
855,00
855,00
855,00
855,00
855,00
855,00
855,00
855,00
855,00
855,00
855,00
855,00

py6
py6
py6
py6
py6
py6
py6
py6
py6

py6
py6
py6
py6
py6
py6
py6

py6
py6
py6
py6
py6
py6

py6
py6
py6
py6
py6

py6
py6
py6
py6
py6
py6
py6
py6
py6
py6

py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6



A09.05.118.083
A09.05.118.090
A09.05.118.089
A09.05.118.087
A09.05.118.096
A09.05.118.084
A09.05.118.085
A09.05.118.095
A09.05.118.097
A09.05.118.081
A09.05.118.082
A09.05.118.086
A09.05.118.088
A09.05.118.091
A09.05.118.093
A09.05.118.094
A09.05.118.092

A09.05.118.098
A09.05.118.100
A09.05.118.099
A09.05.118.101
A09.05.118.102

A09.05.118.103
A09.05.118.104
A09.05.118.105
A09.05.118.106
A09.05.118.107
A09.05.118.108
A09.05.118.109
A09.05.118.110
A09.05.118.111

A09.05.118.114
A09.05.118.115
A09.05.118.113
A09.05.118.116
A09.05.118.117
A09.05.118.118
A09.05.118.119
A09.05.118.120
A09.05.118.121
A09.05.118.122
A09.05.118.123
A09.05.118.124
A09.05.118.125
A09.05.118.126
A09.05.118.127
A09.05.118.128
A09.05.118.129
A09.05.118.130
A09.05.118.131
A09.05.118.132

UHpgusupyanbHble nuwesble anneprexbl IgE:

Mpunpasbl U Apyrue NpoayKTbI
pnbbI (wamnuHboHbI) IgE, F212
KynxyT IgE, F10

Kodpe IgE, F221

Kakao IgE, F93

LWokonag IgE, F105

Opoxokn nekapckue IgE, F45
Opoxokn nueHble IgE, F403
Conog IgE, F90

YecHok IgE, F47

Banunb IgE, F234

[Nopunua IgE, F89

Mmbupsb IgE, F270

Kappwu (npunpasa) IgE, F281
JlaBpoBbin nucT IgE, F278
Mara IgE, F405

MepeL yepHbin IgE, F280
Macno nogconHe4Hoe IgE, K84

UHpgmuBupayanbHble nuweBble anneprexbl IgE: Auo u

KOMMOHEHTbI Alua
Anuo kypuHoe IgE, F245
YKentok anyubin IgE, F75
Benok sanuHbin IgE, F1
OBanbbymuH IgE, F232
Osomykoug IgE, F233

MHaueuayanbHble nuuieBble annepreHbl IgE:

3epHoBble KyAbTypbl
KnewnkosuHa (rntoten) IgE, F79
Myka rpeyHeBas IgE, F11
Myka kykypysHas IgE, F8
Myka oBcsHas IgE, F7

Myka nweHnyHas IgE, F4
Myka pxaHas IgE, F5

Myka sumeHHas IgE, F6
Mpoco IgE, F55

Puc IgE, F9

UHpauBupayanbHble annepreHbl XXUBOTHbIX U NTuU, IgE

ony6b (nomerT) IgE, E7

lNyeb (nepo) IgE, E70

KaHapenka (nepo) IgE, E201

Kosa (anutenun) IgE, E80

Kopoga (nepxotb) IgE, E4

Kowka (anutenun) IgE, E1

Kponuk (anutenun) IgE, E82

Kpbica IgE, E87

Kpbica (moua) IgE, E74

Kpbica (anutenun) IgE, E73

Kypuua (nepo) IgE, E85

Kypuua (npoTtenHsl ceiBopoTku) IgE, E219
Jlowapk (nepxotb) IgE, E3

Mopckas cBuHka (anuTtenun) IgE, E6
Mbiweb IgE, E88

Osua (anutenui) IgE, E81

Monyran (nepo) IgE, E91

Monyram BonHucTbIN (Nepo) IgE, E78
CBuHbs (anuTenun) IgE, E83
Cobaka (nepxotb) IgE, E5

855,00
855,00
2305,00
855,00
855,00
855,00
855,00
855,00
855,00
855,00
855,00
855,00
855,00
855,00
855,00
855,00
855,00

855,00
855,00
855,00
855,00
855,00

855,00
855,00
855,00
1865,00
855,00
855,00
855,00
855,00
855,00

855,00
855,00
855,00
855,00
855,00
870,00
855,00
855,00
855,00
855,00
1275,00
855,00
855,00
855,00
855,00
765,00
855,00
855,00
855,00
850,00

py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6

py6
py6
py6
py6
py6

py6
py6
py6
py6
py6
py6
py6
py6
py6

py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6



A09.05.118.133
A09.05.118.134
A09.05.118.135

A09.05.118.136
A09.05.118.137
A09.05.118.138
A09.05.118.139
A09.05.118.140
A09.05.118.141
A09.05.118.142
A09.05.118.143
A09.05.118.144
A09.05.118.145
A09.05.118.146
A09.05.118.147
A09.05.118.148
A09.05.118.149
A09.05.118.150
A09.05.118.151
A09.05.118.152
A09.05.118.153

A09.05.118.157
A09.05.118.156
A09.05.118.158
A09.05.118.159
A09.05.118.178
A09.05.118.163
A09.05.118.165
A09.05.118.166
A09.05.118.167
A09.05.118.170
A09.05.118.174
A09.05.118.175
A09.05.118.176
A09.05.118.179
A09.05.118.181
A09.05.118.154
A09.05.118.160

A09.05.118.155
A09.05.118.161
A09.05.118.164
A09.05.118.180
A09.05.118.168
A09.05.118.169
A09.05.118.171
A09.05.118.172
A09.05.118.173
A09.05.118.177
A09.05.118.162

A09.05.118.185
A09.05.118.186

A09.05.118.187
A09.05.118.188

Cobaka (snutenun) IgE, E2

YTKa (nepo) IgE, E86

Xowmsik (anutenun) IgE, E84

UHpauBupyanbHble annepreHbl gepesbes IgE
Akaums (Acacia species) IgE, T19

Bepesa (Betula alba) IgE, T3

Byk (Fagus grandifolia) IgE, T5

Bsas (Ulmus spp) IgE, T8

'pab obbikHoBeHHbIN (Carpinus betulus) IgE, T209
Oy6 6enbin (Quercus alba) IgE, T7

[y6 cmewanHbn (Q. rubra, alba, valentina) IgE, T77
WBa (Salix nigra) IgE, T12

KneH siceHenucTtHbIn (Acer negundo) IgE, T1
JlewmHa obbikHoBeHHas (Corylus avellana) IgE, T4
Onbxa (Alnus incana) IgE, T2

"peukunn opex (Juglans regia) IgE, T10

MnataH (Platanus acerifolia) IgE, T11

CocHa 6enas (Pinus silvestris) IgE, T16

Tononb (Populas spp) IgE, T14

OekanunT (Eucaliptus globulus) IgE, T18

AceHb amepukaHckun (Fraxinus americana) IgE, T15
Jlvna IgE, T27

MUuausngyanbHble annepreHol Tpas IgE

E>xxa cbopHas (Dactylis glomerata) IgE, G3
ByxapHuk wepctucteivi (Holcus lanatus) IgE, G13
Konocok gywwuctbin (Anthoxantum odoratum) IgE, G1
KocTpey 6e3octbii (Bromus inermis) IgE, G11
Pbinbua kykypy3sHble (Zea mays) IgE, G202
Jlncoxeoct nyroson (Alopecurus pratensis) IgE, G16
MsTtnuk nyrosou (Poa pratensis) IgE, G8

OBec kynbTBUpOBaHHbIN (Avena sativa) IgE, G14
OscsiHuua nyroeag (Festuca elatior) IgE, G4
Monesunua (Agrostis alba) IgE, G9

Mwenuuya (Triticum sativum) IgE, G15

Poxb kynbTuBMpoBaHHas (Secale cereale) IgE, G12
Mnesen mHoronetHun (Lolium perenne) IgE, G5
TumodbeeBka (Phleum pratense) IgE, G6
MoaconHeuHuk IgE, W29

Ambpo3usa obbikHoBeHHas (Ambrosia elatior) IgE, W1
Kpanuea gBygomHas (Urtica dioica) IgE, W20
Ambpo3us, cmeck (06bIKHOBEHHAs/BbICOKaS,
ronomeTenbyaTas, TpexpasgensHas) IgE, W209
Jlebena cepetowlasn (Atriplex canescens) Ige, W75
Mapb 6enas (Chenopodium album) IgE, W10

dukyc IgE, K81

OpyBsaHuuk (Taraxacum officinale) IgE, W8
MopopoxHuk (Plantago lanceolata) IgE, W9

MonbiHb ropbkas (Artemisia absinthum) IgE, W5
MonbiHb 0bbikHOBEHHas (Artemisia vulgaris) IgE, W6
MocTteHHuLa nekapcTeeHHas (P. officinalis) IgE, W19
Pomaluka (HuBsHUK) (Ch. leucanthenum) IgE, W7
Jlebepna yeueBmnueobpasHas (A. lentiformis) IgE, W15
UHgmuBugyanbHble annepreHbl Knewei IgE
Knew-gepmatodar myyHon (D. farinae) IgE, D2
Knew-gepmatodar nepuHHbin (D.pteronyssinus) IgE, D1
MHausBuayanbHble annepreHbl rpubos v nnecexHum IgE
'pnbbl poga kaHguaa (Candida albicans) IgE, M5
MnecHeBbIn rpmb (Chaetomium globosum) IgE, M208

855,00
855,00
855,00

855,00
855,00
855,00
855,00
855,00
855,00
855,00
855,00
855,00
855,00
855,00
855,00
855,00
855,00
855,00
855,00
855,00
3070,00

855,00
855,00
855,00
855,00
855,00
4720,00
1875,00
855,00
775,00
855,00
855,00
855,00
855,00
855,00
2020,00
855,00
855,00

855,00
855,00
855,00
855,00
855,00
855,00
855,00
855,00
855,00
855,00
855,00

995,00
855,00

855,00
855,00

py6
py6
py6

py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6

py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6

py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6

py6
py6

py6
py6



A09.05.118.189
A09.05.118.190
A09.05.118.191
A09.05.118.192

A09.05.118.193
A09.05.118.194

A09.05.118.195
A09.05.118.196

A09.05.118.197
A09.05.118.198
A09.05.118.199
A09.05.118.200
A09.05.118.201
A09.05.118.202
A09.05.118.203
A09.05.118.204
A09.05.118.205
A09.05.118.206

A09.05.118.211
A09.05.118.212
A09.05.118.209
A09.05.118.208
A09.05.118.207
A09.05.118.470
A09.05.118.210
A09.05.118.471
A09.05.118.214
A09.05.118.215
A09.05.118.213
A09.05.118.216
A09.05.118.217
A09.05.118.219
A09.05.118.218
A09.05.118.220
A09.05.118.221

A09.05.118.515
A09.05.118.516
A09.05.118.517
A09.05.118.514

B03.002.004.017

B03.002.004.018

B03.002.004.019

B03.002.004.020

MnecHeBbIn rpmnb (Aspergillus fumigatus) IgE, M3
MnecHeBbIn rpmnb (Alternaria tenuis) IgE, M6
MnecHeBbIn rpmnb (Cladosporium herbarum) IgE, m2
MnecHesbIn rpnb (Penicillum notatum) IgE, m1
UHpauBupayanbHble annepreHbl TOKCUHOB IZE
OHTtepoTokeuH A (Staphylococcus aureus) IgE, O72
OHTepoTokeuH B (Staphylococcus aureus) IgE, O73
UHpamuBupayanbHble annepreHbl renbMuHTOB IgE
AHTUTEna Kk ackapugam (Ascaris lumbricoides) IgE,P1
JInunHkm Anisakis (Anisakis Larvae) IgE, P4
WUHpguBmuayanbHble annepreHbl HACEKOMbIX U UX AA,08
IgE

Komap (cem. Culicidae) IgE, 171

Monb (cem. Tineidae) IgE, 18

MoLwuku kpacHom nuunHka(Chironomus plumosus) IgE,173
MypaBei pbikuin (Solenopsis invicta) IgE, 170
CneneHb (cem. Tabanidae) IgE, 1204

TapakaH pbikun (Blatella germanica) IgE, 16

LepweHb (oca natHuctas) (D. maculata) IgE, 12

An ocuHbin (pog Vespula) IgE, 13

Apn ocnHbin (poa Polistes) IgE, 14

Apn nuenel (Apis mellifera) IgE, 11

UHpamuBmupayanbHble annepreHbl IEKAPCTB U XMMUYECKUX
sewecTs IgE

MennumnnuH G IgE, C1

MennumnnuH V IgE, C2

Amnuuunnud IgE, C203

AmokcuuunnuH IgE, C204

WHcynuH yenoseyeckun IgE, C73

AsutpomuumH IgE, C194

HokcnunknuH IgE, C62

HuctatuH IgE, C122

Liedpypokenm IgE, C308

LinnpodnokcauuH IgE, C108

dopmanbgerng IgE, K80

Mapauetamon IgE, C85

AHanbruH IgE, C91

Owvknodpenak IgE, C79

MoynpodeH IgE, C78

KeTtonpodeH IgE, C172

AueTuncanuuunosas kucnota (acnupuH) IgE, C51
UHanBupayanbHble annepreHbl TKaHu IgE

Xnonok IgE, O1

WepcTb IgE, K20

Wenk IgE, K74

Jlatekc IgE, K82

MNaHenu nuwesbiXx annepreHos IgE**

MaHenb nuweBbix annepreHos Ne1 IgE (apaxwc,
MUHAanb, pyHAyK, Kokoc, 6pasunbCckun opex -
CyMMapHo)

MaHenb nuweBbix annepreHoB Ne2 IgE (Tpecka, TyHeu,
KpPeBEeTKM, NMOCOCb, MUANMN - CYMMapHO)

MaHenb nuweBbix annepreHoB Ne3 IgE (nweHnyHas
MyKa, OBCAHas MyKa, KyKypy3Has MyKa, CeMeHa KyHXyTa,
rpeyHeBasi Myka - CyMMapHO)

MaHenb nuweBbix annepreHoB Ne5 IgE (anyHbIn 6enok,
MOJIOKO, TPEecka, MIEHNYHasA MyKa, apaxmc, COeBble
606bl - cyMMapHo)

885,00
900,00
1020,00
1215,00

855,00
730,00

855,00
855,00

750,00
855,00
855,00
855,00
855,00
855,00
855,00
750,00
855,00
855,00

855,00
855,00
855,00
855,00
855,00
855,00
855,00
855,00
855,00
855,00
855,00
1225,00
1225,00
1225,00
1225,00
1225,00
1225,00

855,00
855,00
855,00
855,00

2525,00

2525,00

2525,00

2525,00

py6
py6
py6
py6

py6
py6

py6
py6

py6
py6
py6
py6
py6
py6
py6
py6
py6
py6

py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6

py6
py6
py6
py6

py6

py6

py6

py6



B03.002.004.021

B03.002.004.022

B03.002.004.023

B03.002.004.024

B03.002.004.025

B03.002.004.026

B03.002.004.027

B03.002.004.028

B03.002.004.029

B03.002.004.030

B03.002.004.032

B03.002.004.033

B03.002.004.034

B03.002.004.035

B03.002.004.031

B03.002.004.038

B03.002.004.039

B03.002.004.040

B03.002.004.037

B03.002.004.042

B03.002.004.043

B03.002.004.044

MaHenb nuweBbix annepreHoB Ne6 IgE (puc, cemeHa
KYHXYTa, NiweHnYHas myka, rpeqyHeBast Myka, CoeBble
6066l - cyMMapHo)

MaHenb nuwesbix annepreHoB Ne7 IgE (anyHbIn 6enok,
puc, KOPOBbE MOJIOKO, apaxuc, NiIEHNYHas Myka,
coeBble 600bl - CymmapHO)

MaHenb nuwesbix annepreHos Ne13 IgE (ropox, 6enas
dacornb,MOPKOBb, kKapTodens - CyMMapHO)

MaHenb nuweBbix annepreHoB Ne15 IgE (anenbcuH,
©aHaH, 96n0Ko, Nepcuk - CyMMapHoO)

MaHenb nuweBbix annepreHoB Ne24 IgE (dpyHayk,
KpeBeTKM, KMBW, 6aHaH - CyMMapHO)

MaHenb nuweBbix annepreHoB Ne25 IgE (cemeHa
KYHXyTa, NeKkapckme OpOXiKU, YECHOK, cernbiepen -
CyMMapHo)

MaHenb nuweBbIx annepreHoB Ne26 IgE (SnyHbIn 6enok,
MOJIOKO, apaxmc, ropumua - CyMmapHo)

MaHenb nuweBbix annepreHoB Ne50 IgE (kuBu, mMaHro,
BaHaHbl, aHaHac - CyMMapHO)

MaHenb nuweBbix annepreHos Ne51 IgE (nomugop,
KapTodenb, MOPKOBb, YECHOK, ropyunLa - CyMMapHo)
MaHenb nuweBbix annepreHoB Ne73 IgE (cBMHUHA,
KypVHOE Msico, roBsanHa, 6apaHuHa - CyMMapHo)

MaHenu annepreHoB XUBOTHbIX IgE**

MaHenb annepreHoB xuBOTHbIX Ne1 IgE (anutenui
KOLLKM, MepXoTb Niowwaaun, NnepxoTb KOPOBbI, MEPXOThb
cobaku - cymMMapHo)

MaHenb annepreHoB xunBOTHbIX Ne70 IgE (anutenui
MOPCKOW CBWMHKW, 3NUTENNIA KPOnuMKa, XOMSIK, KpbiCa,
MbILLUb - CYyMMapHO)

MaHenb annepreHoB xuBOTHbIX/nepbsa nTuy Ne71 IgE
(nepo rycs, nepo Kypuubl, Nepo yTkU, NepO MHAKOKA -
CyMMapHO)

MaHenb annepreHoB xMBOTHbIX/Mepbsa nTuy, Ne72 IgE
(nepo BoMnHMCTOrO nomnyras, Nepo nonyras, Nepo
KaHapemnkn - CyMMapHo)

MaHenb npodeccunoHanbHbIxX annepreHos Ne1 IgE
(nepxoTb nowaan, NepxoTb KOPOBbI, NEPO rycs, NePo
KypuLbl - CYMMapHO)

NaHenu annepreHoB gepesbes IgE**

MaHenb annepreHoB aepeBbeB Ne2 IgE (kneH
SACEHENNCTHbLIW, TONONMb, BA3, Ay6, nekaH-CymmapHO)

MaHenb annepreHoB gepesbeB Ne5 IgE (onbxa, newmHa
0ObIKHOBEHHAaS, BA3, MBA, TOMOJb - CYMMAapPHO)

MaHenb annepreHoB aepesbeB Ne9 IgE (onbxa, 6epesa,
newmHa obblkHOBEHHas, Ay6, nBa - CymmapHo)

MaHenb annepreHoB aepesbeB Ne1 IgE (kneH
siceHenucTHbln, 6epesa, BA3, Ayb, rpeLknii opex -
CyMMapHo)

NaHenu annepreHos Tpas IgE**

MaHenb annepreHoB TpaB Ne1 IgE (exa cbopHas,
OBCSIHULA NyroBas, PoXXb MHOTOMETHSS, TUMOdEEBKa,
MSATNUK NYroBOW - CyMMapHO)

MaHenb annepreHoB Tpae Ne3 IgE (konocok oywumncTeli,
POXXb MHOTFONETHSASA, TUMOdEEBKA, POXb
KynbTMBMPOBaHHas!, byxapHWK LWEPCTUCTLIV - CyMMapHO)
MaHenb annepreHoB COpHbIX pacTeHun n usetos Ne1 IgE
(ambBpo3ns obblIkHOBEHHAs!, MONbIHb OOLIKHOBEHHAS,
NoaopoXHWK, Mapb 6enas, 30nMbHUK/ConsHKa -
CyMMapHO)

2525,00

2525,00

2525,00

2525,00

2525,00

2525,00

2525,00

2525,00

2525,00

2525,00

2525,00

2525,00

2525,00

2525,00

2525,00

2525,00

2525,00

2525,00

2525,00

2525,00

2525,00

2525,00

py6

py6
py6
py6

py6

pyo
pyo
pyo
pyo

py6

py6

py6

py6

py6

py6

py6
py6

py6

py6

py6

py6

py6



B03.002.004.045

B03.002.004.046

B03.002.004.047

B03.002.004.048

B03.002.004.049

B03.002.004.050

B03.002.004.051

B03.002.004.052

B03.002.004.053

B03.002.004.013

B03.002.004.015

B03.002.004.016

A09.05.118.227
A09.05.118.228
A09.05.118.229
A09.05.118.230
A09.05.118.231
A09.05.118.232
A09.05.118.233
A09.05.118.234
A09.05.118.235
A09.05.118.236
A09.05.118.237
A09.05.118.238
A09.05.118.239
A09.05.118.240
A09.05.118.241
A09.05.118.242
A09.05.118.243

MaHenb annepreHoB CopHbIX pacTeHun n usetos Ne3 IgE
(MonblHb OBLIKHOBEHHAs, NOAOPOXKHUK, Mapb Genas,
30M10TapHUK, Kpanuea ABYAOMHas - CyMMapHO)

[MaHenb annepreHoB COpHbIX pacTeHun n usetos Ne5 IgE
(amBpo3uns obbikHOBEHHas, MNONbIHbL OBLIKHOBEHHAS,
30MOTapPHUK, HUBSAHWK, OQYBaHYMK NIEKAPCTBEHHbIN -
CyMMapHO)

MaHenn MHranALMUOHHbLIX annepreHos Ige**

MaHenb nHransaumoHHbIx annepreHoB Ne1 IgE (exa
cbopHas, TumodeeBka, SNOHCKUA keap, ambposus
0BbIKHOBEHHas!, NONbIHb OOLIKHOBEHHAS - CYMMapHO)
MaHenb uHransaunoHHbIx annepreHos Ne2 IgE
(TumocbeeBka, nnecHesbln rpub (Alternaria tenuis),
Oepesa, NosbiHb 0ObIKHOBEHHAS - CyMMapHO)

MaHenb nHranaumoHHbIx annepreHoB Ne3 IgE (knewy -
aepmartocdar NepuHHbINA, ANUTENWUIA KOLLKW, 3NUTENnni
cobaku, nnecHebin rpub Aspergillus fumigatus -
CyMMapHo)

MaHenb nHranaumMoHHbIX annepreHoB Ne6 IgE
(nnecHesbIvi rpnb Cladosporium herbarum, Tumocpeeska,
nnecHesbln rpmb Alternaria tenuis, 6epesa, nonbiHb
O0BbIKHOBEHHas - CYMMapHO)

MaHenb uHranaumnoHHblx annepreHos Ne7 IgE (anutenuin
KOLLKM, Knew-aepmaTtocdar nepuHHbIN, NepXoTh fiowaau,
nepxoTb cobaku, aNUTENUI KPoruKa - CyMMapHO)
MaHenb uHranaunoHHblx annepreHos Ne8 IgE (anutenuin
KOLLKK, KneLl-gepmatodar nepuHHbli, 6epesa, nepxoTb
cobaku, nonbiHb 06bIKHOBEHHASA, TUMO(EEBKA, POXb
KynbTMBMPOBaHHas, nnecHesbin rpnbd Cladosporum
herbarum - cymmapHo)

MaHenb uHranaumnoHHbix annepreHos Ne9 IgE (anutenuin
KOLLKM, NepxoTb cobaku, OBCsHULA Nyrosasi, NnecHeBbINn
rpmb Alternaria tenuis, NOLOPOXHUK - CYyMMapHO)
MaHenb annepreHos nnecexHn Ne1 IgE (penicillium
notatum, cladosporium herbarum, aspergillus fumigatus,
candida albicans, alternaria tenuis - cymmapHo)

MaHenb annepreHos nbinu Ne1 IgE (aomaluHaa nbinb
Greer, knew-gepmartodar nepuHHbIN, Knew-gepmartodar
MYYHOW, TapakaH - CyMMapHo)

MaHenb annepreHoB nnecenu IgE, TM9 (Penicillium
chrysogenum notatum m1, Cladosporium herbarum m2,
Aspergillus fumigatus m3, Candida albicans m5,
Alternaria tenuis alternata m6, Helminthospor. Halodes
m8 - cymMMapHo)

UHpgmuBmupayanbHble nuLLeBble anneprexbl IgG: PpyKTbi
M AroAabl

Abpukoc IgG, F237

Asokapo IgG, F96

AHaHac IgG, F210

AnenbcuH 1gG, F33

BaHaH 1gG, F92

BuHorpap IgG, F259

Buwhs 1gG, F242

MpenndpyT IgG, F209

pywa IgG, F94

ObiHa 1gG, F87

Wrxnp 1gG, F402

Kuen IgG, F84

Kny6Huka IgG, F44

Kokoc 1gG, F36

JlnmoH 1gG, F208

Matro IgG, F91

Mepcuk IgG, F95

2525,00

2525,00

2525,00

2525,00

2525,00

2525,00

2525,00

2525,00

2525,00

2525,00

2525,00

2525,00

855,00
855,00
855,00
855,00
855,00
855,00
855,00
855,00
855,00
855,00
855,00
855,00
855,00
855,00
855,00
855,00
855,00

py6

py6

py6

py6

py6

py6

py6

py6

py6

py6

py6

py6

py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6



A09.05.118.244
A09.05.118.245
A09.05.118.246
A09.05.118.247
A09.05.118.248

A09.05.118.249
A09.05.118.250
A09.05.118.251
A09.05.118.252
A09.05.118.253
A09.05.118.254
A09.05.118.256
A09.05.118.264
A09.05.118.263
A09.05.118.257
A09.05.118.262
A09.05.118.260
A09.05.118.261
A09.05.118.265
A09.05.118.255
A09.05.118.259
A09.05.118.258

A09.05.118.272
A09.05.118.266
A09.05.118.267
A09.05.118.268
A09.05.118.269
A09.05.118.270
A09.05.118.271

A09.05.118.273
A09.05.118.274
A09.05.118.276
A09.05.118.275
A09.05.118.277
A09.05.118.278

A09.05.118.283
A09.05.118.280
A09.05.118.279
A09.05.118.281
A09.05.118.282

A09.05.118.288
A09.05.118.287
A09.05.118.289
A09.05.118.284
A09.05.118.285
A09.05.118.286
A09.05.118.291
A09.05.118.290

A09.05.118.293
A09.05.118.297

Cnuea IgG, F255

Xypwma IgG, F301

Abnoko IgG, F49

Aroapkl (4epHuka, ronybuka, 6pycHuka) IgG, F288
®uHuku IgG, F289

UHauBMAayanbHble nuwesble annepreHbl IgG: Osowm
BaknaxaH IgG, F262

KanycTta 6pokkonu IgG, F260

Kanycta 6ptoccensckas 1gG, F217

Kanycrta koyaHHas IgG, F216

Kanycta usetHas 1gG, F291

Kaptodpenb IgG, F35

Mopkossb IgG, F31

ToikBa IgG, F225

Tomart IgG, F25

Orypeu IgG, F244

Cnapxa IgG, F261

MeTtpywka IgG, F86

Cenbpaepen IgG, F85

WnwHar 1gG, F214

Jyk IgG, F48

MepeL kpacHbI (Nanpuka) IgG, F218

Mepeu 3eneHbin IgG, F263

MHauBUAyanbHble nuweBble annepreHbl IgG: boboBble
Yeuesuua IgG, F235

Bobbl coesble IgG, F14

opowek 3eneHbin IgG, F12

HyT (Typeukun ropox) IgG, F309

daconb 6enas IgG, F15

daconb 3eneHas IgG, F315

daconb kpacHas IgG, F287

UHpauBupyanbHble nuwesble anneprexbl IgG: Opexu
Apaxuc 1gG, F13

"peukunn opex 1gG, F256

Mungane IgG, F20

Kewsto 1gG, F202

®ucrawknm IgG, F203

®yHayk IgG, F17

UHpgusupyanbHble nuwesble anneprexbl IgG: Maco
CesuHuHa IgG, F26

loBaguHa IgG, F27

BapanuHa IgG, F88

WHpenka 1gG, F 284

KypuHoe msco 1gG, F83

UHpauBupayanbHble nuwesble anneprexbl IgG: Monoko
M MOJIOYHbIE NPOAYKTbI

Monoko kopoBbe IgG, F2

Monoko kunsayeHoe IgG, F231

CbiBOpoTKa MonoyHas IgG, F236
Anbda-nakroansbymuH IgG, F76
Beta-nakrornobynuH IgG, F77

KasewuH IgG, F78

Cblp Tna "Yepnnep" IgG, F81

Cblp Tna "Moyng" IgG, F82

UHamBmuAayanbHble nuweBble anneprexbl IgG: Pbiba n
MOpPEenpoAYyKTbI

Kambana IgG, F254

Jlococe 1gG, F41

855,00
855,00
855,00
855,00
855,00

855,00
855,00
855,00
855,00
855,00
855,00
855,00
855,00
855,00
855,00
855,00
855,00
855,00
855,00
855,00
855,00
855,00

855,00
855,00
855,00
855,00
855,00
855,00
855,00

855,00
855,00
855,00
855,00
855,00
855,00

855,00
855,00
855,00
855,00
855,00

855,00
855,00
855,00
855,00
855,00
895,00
740,00
855,00

855,00
855,00

py6
py6
py6
py6
py6

py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6

py6
py6
py6
py6
py6
py6
py6

py6
py6
py6
py6
py6
py6

py6
py6
py6
py6
py6

py6
py6
py6
py6
py6
py6
py6
py6

py6
py6



A09.05.118.299
A09.05.118.300
A09.05.118.301
A09.05.118.302
A09.05.118.304
A09.05.118.294
A09.05.118.295
A09.05.118.296
A09.05.118.298
A09.05.118.292
A09.05.118.303

A09.05.118.320
A09.05.118.307
A09.05.118.314
A09.05.118.313
A09.05.118.311
A09.05.118.321
A09.05.118.308
A09.05.118.309
A09.05.118.319
A09.05.118.305
A09.05.118.306
A09.05.118.310
A09.05.118.312
A09.05.118.315
A09.05.118.317
A09.05.118.318
A09.05.118.316

A09.05.118.322
A09.05.118.324
A09.05.118.323
A09.05.118.325
A09.05.118.326

A09.05.118.327
A09.05.118.328
A09.05.118.329
A09.05.118.330
A09.05.118.331
A09.05.118.332
A09.05.118.333
A09.05.118.334
A09.05.118.335

B03.002.004.056

B03.002.004.057

B03.002.004.058

CapguHa IgG, F61

Ckymbpus IgG, F50

Tpecka IgG, F3

TyHey 1gG, F40

dopensb IgG, F204

Kpab 1gG, F23

KpeseTku IgG, F24

JlobeTtep (omap) IgG, F80

Mwugusa IgG, F37

pebewok IgG, F338

Yctpuubl 1gG, F290

UHausuayanbHble nyLLEeBble anneprexbl IgG:
Mpunpasbl U Apyrue NPoAyKTbI

YecHok IgG, F47

pnbbI (WwamnuHboHbl) 19G, F212

KyrxyT IgG, F10

Kodpe 19G, F221

Kakao IgG, F93

LWokonaa IgG, F105

Opoxokn nekapckue IgG, F45

Opoxokn nueHble IgG, F403

Conogp IgG, F90

Banunb IgG, F234

opuuua IgG, F89

Umbwnps IgG, F270

Kappwu (npunpasa) IgG, F281

JNaBpoBbin nucT IgG, F278

Msra IgG, F405

MepeL yepHbin IgG, F280

Macno nogconHe4dHoe IgG, K84
UHgmuBmnayanbHble NuLLeBble anneprexbl IgG: Ao mn
KOMMOHEHTbI Aiua

Anuo kypuHoe 1gG, F245

XKenTtok anuHbin IgG, F75

Benok snyHbin IgG, F1

OBanbbymuH IgG, F232

Osomykoug 1gG, F233

UHgmuBmuayanbHble NULLEBbIe anneprexbl IgG:
3epHoOBbIe Ky/IbTypbl

KnenkoBuHa (rntoteH) IgG, F79

Myka rpeyHeBas IgG, F11

Myka kykypysHas 1gG, F8

Myka oBcsiHas IgG, F7

Myka nweHwnyHas 1gG, F4

Myka pxaHas IgG, F5

Myka sumeHHas 1gG, F6

Mpoco IgG, F55

Puc 1gG, F9

NaHenu nuwesbix annepreHos IgG *

MaHenb nuwesbix annepreHoB Ne1 IgG (apaxuc,
MUHAanb, pyHAYK, KOKoc, 6pasunbCckun opex -
CyMMapHo)

MaHenb nuweBbix annepreHoB Ne2 IgG (Tpecka, TyHel,
KpPeBEeTKM, NMOCOCb, MUANMN - CYMMapHO)
MaHenb nuwesbix annepreHos Ne3 IgG (nweHnYHas
MyKa, OBCSIHAs MyKa, KyKypy3Hasi MyKa, CeMeHa KyHXyTa,
rpeyHeBasi Myka - CyMMapHO)

855,00
855,00
855,00
855,00
855,00
855,00
855,00
855,00
855,00
855,00
855,00

855,00
855,00
855,00
855,00
855,00
855,00
855,00
855,00
855,00
855,00
855,00
855,00
855,00
855,00
855,00
855,00
855,00

855,00
855,00
855,00
855,00
855,00

855,00
855,00
855,00
855,00
855,00
855,00
855,00
855,00
855,00

2525,00

2525,00

2525,00

py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6

py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6

py6
py6
py6
py6
py6

py6
py6
py6
py6
py6
py6
py6
py6
py6

py6

py6

py6



B03.002.004.059

B03.002.004.060

B03.002.004.061

B03.002.004.062

B03.002.004.063

B03.002.004.064

B03.002.004.065

B03.002.004.066

B03.002.004.067

B03.002.004.068

B03.002.004.069

A09.05.118.352
A09.05.118.336
A09.05.118.350
A09.05.118.338
A09.05.118.339
A09.05.118.343
A09.05.118.347
A09.05.118.346
A09.05.118.349
A09.05.118.342
A09.05.118.344
A09.05.118.351
A09.05.118.354
A09.05.118.340
A09.05.118.348
A09.05.118.345
A09.05.118.353
A09.05.118.355
A09.05.118.337
A09.05.118.341

A09.05.118.362
A09.05.118.367
A09.05.118.368
A09.05.118.357
A09.05.118.356
A09.05.118.358
A09.05.118.361
A09.05.118.369
A09.05.118.359

MaHenb nuwesbix annepreHoB Ne5 IgG (AnyHbIN 6enok,
MOJIOKO, TPECKa, MLIEHNYHasa MyKa, apaxuc, CoeBble
6066l - cyMMapHo)

MaHenb nuwesbix annepreHos Ne6 1gG (puc, cemeHa
KYHXYTa, NiweHnYHas myka, rpedyHeBast Myka, CoeBble
600bI - cymmapHo)

MaHenb nuweBbix annepreHoB Ne7 IgG (AnyHbIn 6enok,
pvC, KOPOBbE MOJIOKO, apaxumc, NiIeHNnYHas Myka,
coeBble 600bI - cymmapHO)

MaHenb nuweBbix annepreHoB Ne13 IgG (3eneHbin
ropotuek, 6enbie 600bI, MOPKOBb, KapTodens -
CyMMapHO)

MaHenb nuweBbix annepreHoB Ne15 IgG (anenbeuH,
©aHaH, 96n0Ko, Nepcuk - CyMMapHoO)

MaHenb nuwesbix annepreHoB Ne24 IgG (dyHayk,
KpeBeTKW, knsu, 6aHaH - CymmapHO)

MaHenb nuweBbix annepreHoB Ne25 IgG (cemeHa
KYHXyTa, NeKkapckme OpOXiKU, YECHOK, cenbiepen -
CyMMapHo)

MaHenb nuwesbix annepreHoB Ne26 IgG (anyHbIn 6enok,
MOJIOKO, apaxmc,ropumua - CyMmmapHoO)

MaHenb nuweBbix annepreHoB Ne50 1gG (kvBu, MaHro,
©aHaHbl, aHaHac - CyMMapHO)

MaHenb nuweBbix annepreHoB Ne51 IgG (nomugop,
KapTodernb, MOPKOBb, YECHOK, ropymua - CyMMapHO)
MaHenb nuweBbix annepreHoB Ne73 IgG (cBMHUHA,
KypVHOE MsiCo, roBsanHa, 6apaHuHa - CyMMapHo)
MHanBuAayanbHble NULLEeBble annepreHbl IgE
(ImmunoCAP): ®pyKTbl u arogbl

CmopopguHa kpacHas IgE (ImmunoCAP), £322
AnenbcuH IgE (ImmunoCAP), £33

Kny6Huka IgE (ImmunoCAP), f44

JlumoH IgE (ImmunoCAP), f208

Abnoko IgE (ImmunoCAP), f49

Ab6pukoc IgE (ImmunoCAP), 237

Asokago IgE (ImmunoCAP), f96

AHnaHac IgE (ImmunoCAP), 210

ApOy3 IgE (ImmunoCAP), f329

BaHaH IgE (ImmunoCAP), f92

BuHorpag IgE (ImmunoCAP), 259

Buwhs IgE (ImmunoCAP), f242

MpenndpyT IgE (ImmunoCAP), f209

pywa IgE (ImmunoCAP), f94

OblHga IgE (ImmunoCAP), 187

Kuen IgE (ImmunoCAP), f84

ManwuHa IgE (ImmunoCAP), f343

Manro IgE (ImmunoCAP), f91

Mangapwut IgE (ImmunoCAP), f302

Mepcuk IgE (ImmunoCAP), f95

UHanBuAayanbHble NULEeBble annepreHbl IgE
(ImmunoCAP): Osowm

CaxapHas csekna IgE (ImmunoCAP), f227
Cenbgepei IgE (ImmunoCAP), 185

WnuHaTt IgE (ImmunoCAP), 214

Kaptodenb IgE (ImmunoCAP), f35

MopkoBsb IgE (ImmunoCAP), f31

Tomatsl IgE (ImmunoCAP), f25

TeikBa IgE (ImmunoCAP), f225

LiBeTHas kanycta IgE (ImmunoCAP), f291

BaknaxaH IgE (ImmunoCAP), f262

2525,00

2525,00

2525,00

2525,00

2525,00

2525,00

2525,00

2525,00

2525,00

2525,00

2525,00

1180,00
1180,00
1180,00
1180,00
1180,00
1180,00
1180,00
1180,00
1180,00
1180,00
1180,00
1180,00
1180,00
1180,00
1180,00
1180,00
1180,00
1180,00
1180,00
1180,00

1180,00
1180,00
1180,00
1180,00
1180,00
1180,00
1180,00
1180,00
1180,00

py6

py6

py6

py6
py6

py6

pyo
pyo
pyo
py6

py6

py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6

py6
py6
py6
py6
py6
py6
py6
py6
py6



A09.05.118.364
A09.05.118.365
A09.05.118.366
A09.05.118.360
A09.05.118.363

A09.05.118.371
A09.05.118.372
A09.05.118.370

A09.05.118.377
A09.05.118.378
A09.05.118.373
A09.05.118.375
A09.05.118.376
A09.05.118.379

A09.05.118.382
A09.05.118.385
A09.05.118.384
A09.05.118.383
A09.05.118.381
17.64.A155

A09.05.118.388
A09.05.118.389
A09.05.118.387
A09.05.118.386
A09.05.118.390

A09.05.118.395
A09.05.118.393
A09.05.118.391
A09.05.118.398
A09.05.118.396
A09.05.118.394
A09.05.118.397
A09.05.118.392
A09.05.118.399

A09.05.118.401
A09.05.118.411
A09.05.118.407
A09.05.118.402
A09.05.118.403
17.67.A148

A09.05.118.405
A09.05.118.400
A09.05.118.409
A09.05.118.406
A09.05.118.404

Bpokkonu IgE (ImmunoCAP), f260

KanycTta 6enokovaHHas IgE (ImmunoCAP), f216
Jlyk IgE (ImmunoCAP), f48

Orypeuy IgE (ImmunoCAP), 244

Manpuka, cnagkun nepel IgE (ImmunoCAP), 218
UHpamuBupyanbHble nuwesble anneprexnbl IgE
(ImmunoCAP): bo6osble

opox IgE (ImmunoCAP), f12

daconb 6enas (benbie 606b1) IgE (IMmmunoCAP), f15
Cos IgE (ImmunoCAP), f14

UHpamuBupyanbHble nuwesble anneprexbl IgE
(ImmunoCAP): Opexu

®ucrawka IgE (ImmunoCAP), 203

Opex kewbto IgE (ImmunoCAP), 202

Apaxuc IgE (ImmunoCAP), f13

"peukmnn opex IgE (ImmunoCAP), 1256
Mungans IgE (ImmunoCAP), 20

Kegposbii opex IgE (ImmunoCAP), f253
UHpgmuBuayanbHble nuweBble anneprexbl IgE
(ImmunoCAP): Msaco

Msco kponuka IgE (ImmunoCAP), f213
oBaguHa IgE (ImmunoCAP), 27

WHpenka, msco IgE (ImmunoCAP), 284
Kypuua, msico IgE (ImmunoCAP), f83

CeuHuHa IgE (ImmunoCAP), f26

BapaHuHa IgE (ImmunoCAP), 88

UHanBuAayanbHble nULLeBble annepreHbl IgE
(ImmunoCAP): M0/10KO 1 MO/IOYHbIE NPOAYKTbI
Cblp ¢ nnecenbto IgE (ImmunoCAP), 82

Cbip Yepaep IgE (ImmunoCAP), f81

Kosbe monoko IgE (ImmunoCAP), f300

Monoko IgE (ImmunoCAP), f2

Monoko kunsdeHoe IgE (ImmunoCAP), f231

MHanBupayanbHble NULLeBble annepreHol IgE
(ImmunoCAP): Pbi6ba 1 mopenpoayKTbl
KpeseTka IgE (ImmunoCAP), f24
Jlocock IgE (ImmunoCAP), f41

Tpecka IgE (ImmunoCAP), f3

®opernsb IgE (ImmunoCAP), f204
Kanbmap IgE (ImmunoCAP), f258

Kpab IgE (ImmunoCAP), f23

CwuHaga mnams IgE (ImmunoCAP), 37
TyHeu IgE (ImmunoCAP), f40

Monntock IgE (ImmunoCAP), 207

UHpauBupyanbHble nuwesble anneprexsbl IgE
(ImmunoCAP): Mpunpasbl u gpyrue NpPoayKTbl
MeTtpywka IgE (ImmunoCAP), f86

CemeHa noaconHevHuka IgE (ImmunoCAP), k84
Opoxokun nekapckue IgE (ImmunoCAP), f45
Kakao IgE (ImmunoCAP), f93

Kodpe, 3epHa IgE (ImmunoCAP), f221

Meg, 247

Banunb IgE (ImmunoCAP), f234

pnbbI (WwamnuHboHbl) IgE (ImmunoCAP), f212
KyrxyT IgE (ImmunoCAP), f10

CemeHna maka IgE (ImmunoCAP), 224

Yan IgE (ImmunoCAP), f222

1180,00
1180,00
1180,00
1180,00
1180,00

1180,00
1180,00
1180,00

1180,00
1180,00
1180,00
1180,00
1180,00
1180,00

1180,00
1180,00
1180,00
1180,00
1180,00
1180,00

1180,00
1180,00
1180,00
1180,00
1180,00

1180,00
1180,00
1180,00
1180,00
1180,00
1180,00
1180,00
1180,00
1180,00

1180,00
1180,00
1180,00
1180,00
1180,00
0,00

1180,00
1180,00
1180,00
1180,00
1180,00

py6
py6
py6
py6
py6

py6
py6
py6

py6
py6
py6
py6
py6
py6

py6
py6
py6
py6
py6
py6

py6
py6
py6
py6
py6

py6
py6
py6
py6
py6
py6
py6
py6
py6

py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6



A09.05.118.410

A09.05.118.408
17.67.A156

A09.05.118.412
A09.05.118.413
A09.05.118.414

A09.05.118.422
A09.05.118.415
A09.05.118.417
A09.05.118.416
A09.05.118.418
A09.05.118.112
A09.05.118.419
A09.05.118.421
A09.05.118.420

A09.05.118.430
A09.05.118.428
A09.05.118.431
A09.05.118.429
A09.05.118.441
A09.05.118.442
A09.05.118.427
A09.05.118.426
A09.05.118.440

A09.05.118.446
A09.05.118.445
A09.05.118.444
A09.05.118.447
A09.05.118.448
A09.05.118.449

A09.05.118.556

17.67.A157

17.67.A158

A09.05.118.460
A09.05.118.454
A09.05.118.453
A09.05.118.455
A09.05.118.456
A09.05.118.450
A09.05.118.458
A09.05.118.457
A09.05.118.451
A09.05.118.452
A09.05.118.459

A09.05.118.463

YecHok IgE (ImmunoCAP), 47

XKenatuH kopoBuin (nuweBas gobaeka E441) IgE
(ImmunoCAP), c74

Ykpon IgE (ImmunoCAP), f277

UHpausupyanbHble nuwesble anneprexbl IgE
(ImmunoCAP): AiiL,0 1 KOMNOHEHTDI AliLa
AnyHbin 6enok IgE (ImmunoCAP), f1

AnyHbin xenTtok IgE (ImmunoCAP), f75
Anuo IgE (ImmunoCAP), f245

UHpamuBupyanbHble nuwesble anneprexbl IgE
(ImmunoCAP): 3epHOBble KyAbTypbl

nioTeH (knevikosuHa) IgE (ImmunoCAP), f79
Muwenunua IgE (ImmunoCAP), f4

peynxa, rpeunwHas myka IgE (ImmunoCAP), 11
Osec, oBcsiHast Mmyka IgE (ImmunoCAP), 7

Puc IgE (ImmunoCAP), f9

Poxb IgE (ImmunoCAP), pxxaHasi Myka, 5
Kykypysa IgE (ImmunoCAP), f8

Mpoco nocesHoe (nweHo) IgE (ImmunoCAP), f55
Aumensb IgE (ImmunoCAP), f6
NHausunayanbHble annepreHbl }KMBOTHbIX U nTuy, IgE
(ImmunoCAP)

Kponuk, anutenun IgE (ImmunoCAP), e82
Jlowaps, nepxotb IgE (IMmunoCAP), e3
Monyraw, nepbs IgE (ImmunoCAP), €213
Mopckas cBuHka, anutenui Ige (ImmunoCAP), e6
OsBua, anutenun IgE (ImmunoCAP), e81

Xowmsik, anutenun IgE (ImmunoCAP), e84
Cobaka, nepxoTb IgE (ImmunoCAP), e5

Kowka, nepxots IgE (ImmunoCAP), e1

Kypuua, nepbs IgE (ImmunoCAP), e85
UHanBupyanbHble annepreHbl agepesbes IgE
(ImmunoCAP)

JlewmHa obbikHoBeHHas IgE (ImmunoCAP), t4
Onbxa cepas IgE (ImmunoCAP), t2

Bepesa 6opogasyaTas IgE (ImmunoCAP), t3

MBa 6enas IgE (ImmunoCAP), t12

Jluna IgE (ImmunoCAP), t208

Tononb IgE (ImmunoCAP), t14
UHgmuBmngyanbHble annepreHbl Tpas IgE (ImmunoCAP)
Mapb 6enas IgE (ImmunoCAP), wl0

Am6po3sua noxHas (Franseria acanthicarpa) IgE
(ImmunoCAP), w4

Amb6po3ua ronomeTteneyartas (Ambrosia psilostachya)
IgE (ImmunoCAP), w2

MoaconHeyHuk IgE (IMmmunoCAP), w204

MonbiHb IgE (ImmunoCAP), w6

Ambpo3us Beicokas IgE (ImmunoCAP), w1
OpyeaHuuk IgE (ImmunoCAP), w8

Pomauuika IgE (ImmunoCAP), w206

Exa cbopHas IgE (ImmunoCAP), g3

Martnuk nyroson IgE (ImmunoCAP), g8
Jlncoxsoct nyrosowi IgE (ImmunoCAP), g16
OsBcsanuua nyroeas IgE (ImmunoCAP), g4
Tumodpeeska nyrosas IgE (ImmunoCAP), g6
MonbiHb ropskad IgE (ImmunoCAP), w5

UHauBuayanbHble annepreHbl nbiam IgE (ImmunoCAP)

OomawHss neinb (Greer) IgE (ImmunoCAP), hl

1180,00

1180,00
1180,00

1180,00
1180,00
1180,00

1180,00
1180,00
1180,00
1180,00
1180,00
1180,00
1180,00
1180,00
1180,00

1180,00
1180,00
1180,00
1180,00
1180,00
1180,00
1180,00
1180,00
1180,00

1180,00
1180,00
1180,00
1180,00
1180,00
1180,00

1180,00
1180,00

1180,00
1180,00
1180,00
1180,00
1180,00
1180,00
1180,00
1180,00
1180,00
1180,00
1180,00
1180,00

1180,00

py6

py6
py6

py6
py6
py6

py6
py6
py6
py6
py6
py6
py6
py6
py6

py6
py6
py6
py6
py6
py6
py6
py6
py6

py6
py6
py6
py6
py6
py6

py6
py6

py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6

py6



A09.05.118.464

A09.05.118.461
A09.05.118.462

A09.05.118.504

A09.05.118.503

A09.05.118.502

A09.05.118.500

A09.05.118.501

A09.05.118.505

A09.05.118.506

A09.05.118.508

A09.05.118.511

A09.05.118.507

A09.05.118.509

A09.05.118.510

A09.05.118.512

B03.002.004.123
B03.002.004.006

B03.002.004.010
B03.002.004.011
B03.002.004.012
B03.002.004.075

A09.05.118.222
A09.05.118.223

A09.05.118.224

A09.05.118.225

A09.05.118.226

B03.002.004.122

A09.05.118.423

A09.05.118.424

HNomawHsas neinb (Holister) IgE (ImmunoCAP), h2
Knew gomawHen neinv D. pteronyssinus IgE
(ImmunoCAP), d1

Knew, gomawHen nbinu D.farinae IgE (ImmunoCAP), d2
ANnneproKkoOMnOHeHTbI XXUBOTHbIX U NTuy, IgE
(ImmunoCAP)

Cobaka, anneprokomnoHeHT IgE (ImmunoCAP), e221
nCan f3

Kowka, anneprokomnoHeHT IgE (ImmunoCAP), €220
(rFel d2)

Kowka, anneprokomnoHeHT IgE (ImmunoCAP), €94 rFel
dl

Cobaka, anneprokomnoHeHT IgE (ImmunoCAP), e101
rCan f1

Cobaka, anneprokomnoHeHT IgE (ImmunoCAP), €102
rCan f2

AnneprokomnoHeHTbl gepesbes IgE (ImmunoCAP)
Bepesa, anneprokomnoHeHT IgE (ImmunoCAP), 1215
rBet vl PR-10

Bepesa, anneprokomnoHeHT IgE (ImmunoCAP), t221
rBet v2, rBet v4

AnneprokomnoHeHTbl Tpas IgE (ImmunoCAP)
Ambpo3sus, anneprokomnoHeHT IgE (ImmunoCAP), w230
nAmb al

TumodbeeBka nyroeasi, anneprokoMnoHeHT IgE
(ImmunoCAP), g213 rPhl p1, rPhl p5b

TumocdpbeeBka nyrosas, anneprokoMnoHeHT IgE
(ImmunoCAP), g214 rPhl p7, rPhl p12

MonbiHb, anneprokoMnoHeHT IgE (ImmunoCAP), w231
nArt vyl

MonbiHb, anneprokoMnoHeHT IgE (ImmunoCAP), w233
nArt v3

TumodbeeBka nyroeasi, anneprokoMnoHeHT IgE
(ImmunoCAP), g208 rPhl p4

Anneprouunsi IgE

Anneprouun, ALEX2, 300 kOMNOHeHTOB (BKMtoyaeT
onpegeneHve obuiero IgE)

Anneprokomnnekc nuweson PROTIA (Kopes), IgE
Anneprokomnnekc npu atonuu y getemn n B3pochbIX
PROTIA (Kopes), IgE

Anneprokomnnekc pacwumpeHHblin PROTIA (Kopes), IgE
Anneprokomnnekc pecnupatopHbli PROTIA (Kopes), IgE
Anneproumn, ImmunoCAP ISAC E112i
AnneprokomnoHeHTbl gepesbes IgE

Bepesa, anneprokomnoHeHT Bet v1, IgE

Bepesa, anneprokomnoHeHT Bet v4, IgE
AnneprokomnoHeHTbl Tpas IgE

[MonbiHb, anneprokoMnoHeHT Art v1, IgE

TumocdpeeBka nyrosad, anneprokomnoHeHT Phl p1, Phl
p5, IgE

TumodbeeBka nyrosasi, anneprokomnoHeHT Phl p7, Phl
pl2, IgE

ANnneproKkoMnoOHEeHTbl }KMBOTHbIX U nTuy, IgE

Kouwlka, anneprokomnoHeHT Fer d1, IgE
UHanBupyanbHble AnnepreHbl TOKCUMHOB IgE
(ImmunoCAP)

CradunokokkoBbIn aHTepoTokcuH TSST IgE
(ImmunoCAP) m226

CTadnnokokkoBbIN aHTEpPOTOKCUH B IgE (ImmunoCAP),
m81

1180,00

1180,00
1180,00

2755,00
2755,00
2755,00
2755,00

2755,00

2755,00

2755,00

2755,00

2755,00

2755,00
2755,00
2755,00

2755,00

24190,00
5930,00

5885,00
8035,00
5930,00
35390,00

1725,00
1725,00

1725,00
1725,00

1725,00

1725,00

1180,00

1180,00

py6

py6
py6

pyo
pyo
pyo
pyo

py6

py6

py6

pyo
pyo
py6
pyo
pyo

py6

py6
py6

py6
py6
py6
py6

py6
py6

py6
py6

py6

py6

py6

py6



A09.05.118.425

A09.05.118.435
A09.05.118.438
A09.05.118.437
A09.05.118.439
A09.05.118.434
A09.05.118.433
A09.05.118.432
A09.05.118.436
A09.05.118.443

A09.05.118.466
A09.05.118.465

A09.05.118.469
A09.05.118.467
A09.05.118.468

A09.05.118.479

A09.05.118.476

A09.05.118.480

A09.05.118.477

A09.05.118.555

A09.05.118.478

A09.05.118.481

B03.002.004.098

B03.002.004.097

B03.002.004.099

B03.002.004.100

B03.002.004.101

B03.002.004.102

B03.002.004.103

B03.002.004.104

CTadnnokokkoBbIn 3HTEPOTOKCUH A IgE (ImmunoCAP),
m80

UHpgmuBmupayanbHble annepreHbl HACEKOMbIX U UX
aposIgE (ImmunoCAP)

Komap IgE (ImmunoCAP), i71

Monsb IgE (ImmunoCAP), i8

MoTbinb IgE (ImmunoCAP), i73

TapakaH pbixkni (npycak) IgE (ImmunoCAP), i6

Ap ocbl o6bikHoBeHHOM IgE (ImmunoCAP), i3

An ocbl natHucTon IgE (ImmunoCAP), i2

An nyenel megoHocHow IgE (ImmunoCAP), i1

An wepwHsa IgE (ImmunoCAP), i75

Cnenenb IgE (ImmunoCAP), i204

UHauBnpyanbHbie npodeccnoHanbHble anneprexbi IgE
(ImmunoCAP)

®opmanbgerng (dpopmanun) IgE (ImmunoCAP), k80
Natekc IgE (ImmunoCAP), k82

UHausuayanbHble neKapcTBeHHble annepreHbl IgE
(ImmunoCAP)

XnoprekcuauH IgE (ImmunoCAP), c8

MennumnnuH G IgE (ImmunoCAP), c1

MennumnnuH V IgE (ImmunoCAP), c2
UHauBMAayanbHble annepreHbl rpnbos u nnecexHn IgE
(ImmunoCAP)

'pnbbl poga kaHauaa (Candida albicans) IgE
(ImmunoCAP), m5

MnecHesbIn rpmb (Penicillum notatum) IgE
(ImmunoCAP), m1

MnecHesbIn rpmb (Cladosporium herbarum) IgE
(ImmunoCAP), m2

Opoxokesble rpmbbl poga Malassezia IgE (ImmunoCAP),
m227

MnecHeBbIn rpub Aspergillus terreus IgE (ImmunoCAP),
m36

MnecHeBbIN rpub (Alternaria alternata) IgE
(ImmunoCAP), m6

MnecHeBbIn rpub (Aspergillus fumigatus) IgE
(ImmunoCAP), m3

NaHenu nuwesbix annepreHos (ImmunoCAP)

MaHenb annepreHoB getckon cmeck IgE ImmunoCAP,
x5 (6enok arnua f1, monoko f2, peiba f3, nweHnua 4,
apaxuc f13, cosa f14 - cymmapHo)

MaHenb annepreHoB mopenpoaykTbl IgE ImmunoCAP,
fx2 (pbiba f3, kpeBeTkn f24, ronybas mugus f37, TyHey,
f40, nocock f41 - cymmapHo)

[MaHenb annepreHoB MyKa 3MakoBbIX U KYHXYTHble IgE
ImmunoCAP, fx3 (nweHwnua 4, oBéc 7, kykypy3a f8,
kyHxyT f10, rpeumxa f11 - cymmapHo)

MaHenb annepreHoB Myka 3nakoBbix IgE ImmunoCAP,
fx20 (nweHuua 4, poxb 5, aumensb 6, puc f9 -
CyMMapHo)

MaHenb annepreHoB Msaco IgE ImmunoCAP, x73
(cBuHMHa 26, roBaguHa f27, kypatuHa f83 - cymmapHO)
MaHenb annepreHoB oBowwwm 1 6060BbIe IgE
ImmunoCAP, fx13 (ropox f12, daconb f15, mopkosb 31,
kapTogens f35 - cymmapHo)

MaHenb annepreHoB osowwy IgE ImmunoCAP, fx14
(mnomupop 125, wnuHat f214, kanycrta 216, nanpuka f218
- CyMMapHO)

MaHenb annepreHoB opexu IgE ImmunoCAP, fx1
(apaxuc f13, dyHayk f17, 6pasunbckuin opex 18,
MuHganb f20, kokoc f36 - cymmapHo)

1180,00

1180,00
1180,00
1180,00
1180,00
1180,00
1180,00
1180,00
1180,00
1180,00

1180,00
1180,00

1180,00
1180,00
1180,00

1180,00
1180,00
1180,00
1180,00
1180,00
1180,00

1180,00

1665,00

1665,00

1665,00

1665,00

1665,00

1665,00

1665,00

1665,00

py6

py6
py6
py6
py6
py6
py6
py6
py6
py6

py6
py6

py6
py6
py6

py6
pyo
pyo
pyo
py6
py6

py6

py6

py6

py6

py6

py6

py6

py6

py6



B03.002.004.105

B03.002.004.095

B03.002.004.096

A09.05.118.182
A09.05.118.184
A09.05.118.183

A09.05.118.513

B03.002.004.085

B03.002.004.088

B03.002.004.086

B03.002.004.087

B03.002.004.084

B03.002.004.161

B03.002.004.092

B03.002.004.094

B03.002.004.074

B03.002.004.093

B03.002.004.081

MaHenb annepreHoB pbiba IgE IMmunoCAP, fx74
(Tpecka 3, cenbapb f205, ckymbpus f206, kambana f254 -
CYMMapHO)

MaHenb annepreHoB pyKkThl U Baxyesble IgE
ImmunoCAP, fx21 (kuswn f84, abiHa f87, 6aHaH f92,
nepcuk f95, anaHac f210 - cymmapHo)

[MaHenb annepreHoB UNTpycoBble U PpyKThl IgE
ImmunoCAP, fx15 (anenbcuH f33, abnoko f49, 6aHaH
f92, nepcuk f95 - cymmapHo)

UHpmuBupyanbHble annepreHbl noinu IgE

HomawHsas neine Tun (Greer) IgE, h1

Mbinb nweHnyHon mykn IgE, K301

HomawHsas neinb (Holister) IgE, h2
AnneprokomnoHeHTbl rpu6oB u naecexu IgE
(ImmunoCAP)

Alternaria alternata, anneprokomnoHeHT IgE
(ImmunoCAP), m229 rAlt al

MNaHenu annepreHoB }MBOTHbIX IZE (ImmunoCAP)
MaHenb annepreHoB xMBOTHbIX IgE ImmunoCAP, ex72
(Nepbs NTULL: BONTHUCTOrO Nonyranynka e78, KaHapemnku
€201, ANMHHOXBOCTOrO nonyrandnka e196, nonyras
€213, Bblopka €214 - cyMMapHO)

MaHenb annepreHoB xuBOTHbIX IgE ImMmunoCAP, ex71
(MUKCT Nepbst NTUL,: TYCsl, Kypuubl, YTKWA, MHOEWKA -
CyMMapHO)

[MaHenb annepreHoB XXMBOTHbIX, anuTenun IgE
ImmunoCAP, ex1 (MUKCT NepxoTb: KOLLKK, cobaku,
fowaaun, KopoBbl - CyMMapHO)

MaHenb annepreHoB XMBOTHbIX IgE ImmunoCAP, ex2
(MVKCT: MepXxoTb KOLUKX, NePX0Tb COBakW, anuTenumn
MOPCKOW CBWHKM, KpbICa, MbILLUb - CYMMapHO)

MaHenb annepreHoB xMBOTHbIX IgE ImmunoCAP, ex70
(anmTenuii MOpCKoW CBUHKU €6, anuTenui Kponuka €82,
anuTenui xomska e84, kpbicbl €87, Mbiwb €88 -
CyMMapHO)

NaHenu annepreHos Tpas IgE (ImmunoCAP)

MaHenb annepreHoB am6po3um IgE ImmunoCAP, wx209
(AmBpo3us Beicokast w1, AMOpo3us ronomeTensyartas
w2, AMBpo3us TpexpasgernbHas w3 - CyMMapHO)
MaHenb annepreHoB 3nakoBblX Tpas IgE ImmunoCAP,
gx1 (MMKCT MbiNbLa 3NakoBbIX: exa cbopHas, oBCsHULA
nyroeas, nnesen, TumMmocdeeBka nyrosasi, MATIIMK JTyrOBOW
- CyMMapHo)

MaHenb annepreHoB copHbix Tpas IgE ImmunoCAP, wx3
(MonbIHb W6, NOAOPOXHMK NTAHLETOBMUAHBLIN W9, Mapb
w10, 3onotapHuk w12, kpanuea asygomHas w20 -
CyMMapHo)

MaHenb annepreHoB copHbiX Tpas IgE ImmunoCAP, wx1
(ambpo3us Bbicokas w1, NonbiHb W6, NOJOPOXKHUK
naHUeTonuUCTHbIN W9, Mmapb 6enas w10,
3onbHUK/congHka w11 - cymmapHo)

MaHenb annepreHoB copHbix Tpas IgE ImmunoCAP, wx2
(ambpo3uns ronomeTenbyaTas w2, nosibiHb W6,
NoaopOXHMK NaHueToBnaHbi w9, mapb w10, nebepa
YyeyeBuueBmgHas w15 - cymmapHo)

KomnneKcHble uccnegosanums IgE (ImmunoCAP)
AnneprokoMmnnekc npu actme/puHuTe B3pocnele 2 IgE
(ImmunoCAP) (0OCHOBHblE UHransILUMOHHbIE annepreHsb:
Kowlka, cobaka, knew d1, TumodeeBka, 6epesa, NonbiHb;
OONOSHUTENbHbBIE MHTanNsAUUOHHBLIE: amBpo3us,
necHeBbI rpub)

1665,00

1665,00

1665,00

855,00
855,00
865,00

2755,00

1665,00

1665,00

1665,00

1665,00

1665,00

1665,00

1665,00

1665,00

1665,00

1665,00

8705,00

py6

py6

py6

py6
py6
py6

py6

py6

py6

py6

py6

py6

py6

py6

py6

py6

py6

py6



B03.002.004.082

B03.002.004.083

A09.05.118.475
A09.05.118.474

B03.002.004.007
B03.002.004.008

B03.002.004.003

B03.002.004.009

B03.002.004.005

B03.002.004.004

A09.05.234
A09.05.243
A09.05.054.001

B03.002.004.117

B03.002.004.054

B03.002.004.077

A09.05.118.485

A09.05.118.519

A09.05.118.520

A09.05.118.521

A09.05.118.522

AnneprokomMmnnekc npu actme/puHute aetn 2 IgE
(ImmunoCAP) (OCHOBHbIE MHransAUNOHHbIE annepreHb:
KoLlka, cobaka, knewy d1, TumodeeBka, 6epesa, NOMbiHb;
OCHOBHbI€E NULLIEBBIE: ANYHbIN BEMNOK, MOOKO)
Anneprokomnnekc npu akseme 3 IgE (ImmunoCAP)
(OCHOBHbIE MHransAUMOHHbIE anfepreHsbl: KoLwka, cobaka,
knew d1; OCHOBHbIE NULLEBBIE: ANYHBIA OEroK, MOMOoKO,
Tpecka, niweHnla, cos; AONOMHUTENbHbIE NULLIEBBIE:
apaxwc, KpeBeTKa)

UHauBMAayanbHble annepreHbl renbMuUHTOB IgE
(ImmunoCAP)

Ackapuga IgE (ImmunoCAP), p1

Annszakuga IgE (ImmunoCAP), p4

Komnnekcbl annepreHos IgE

MecTHble aHecTeTukn Ne 1 Aptukann/CkangoHecT, IgE
MecTHble aHecTeTukn Ne 2 HoeokauH/IlngokauH, IgE
Anneprokomnnekc cmewaHHbin Ne1, IgE, UDA: knewy,
d1/d2, onbxa, 6epesa, newnHa, cM.TpaB, POXb, MNOMbIHb,
NnoaopPOXHMK, KOLKA, nowanb, cobaka, A.alternata,
sm4.6enoK, MOMoKo, apaxuc, Nec.opex, MOpPKOBb,
NweHn4.Myka, cos

Anneprokomnnekc pecnupatopHbin Ne2,IgE, MDA: knewy
d1/d2, onbxa, 6epesa, newuHa, oy6, cM.TpaB, poxb,
nonbiHb, MOAOPOXHMK, KOLLKA, nowaab, cobaka,
MOP.CBUWHKa, XOMSIK, Kponuk, Penic.notat., Cl.herbar.,
Asp.fumigat., A.alternata

Anneprokomnnekc nuweson 3, IgE, UOA: dyHayK,
apaxwc, rpeu.opex, MMHA.0peX, MOJIOKO,

ANY.6eNOoK KENTOK, Ka3euH, kapTodenb, cenbaepen,
MOPKOBb, TOMaTbl, TPecka, kpab, anenbcuH, a6noko,
NWEeHUY.MyKa, pX.MyKa, KyHXyT, cosl

Anneprokomnnekc neamatpudeckun 4, IgE, UOA: knewy
d1/d2, 6epesa, cm.TpaB, KoLika, cobaka, A.alternata,
MOJIOKO, a-nakTtansb., b-naktornob., kaseuH,
sand.6enok/xentok, BCA, cosi, MOpkoBb, kKapTodenb,
nweHnY.MyKa, yHayK, apaxmuc

06w me mapKepbl anneprum
D03MHOUNBHbLIV KaTUOHHBIN B6enok (ECP)
TpunTasa

UmmyHorno6ynuH E (IgE)

MuweBasa HeNnepeHOCMMOCTb
FOX (Food Xplorer) 1gG, 287 aHTureHos (nuiieBas
HENnepeHoCMMOCTb)

IgG4 k nuweBbIM annepreHam (nuwiesas
HenepeHoOCMMOCTb - 88 annepreHoB/MUKCTOB)

MNaHenn MHranAUuMoHHbIX annepreHos IgE (ImmunoCAP)
MaHenb 6biTOBLIX annepreHoB IgE ImmunoCAP, hx2
(MUKCT: AOMaALLHAA MbiNb, KNeL, JoOMaLUHEN Mbinu
D.pteronyssinus, knew gomaiuHen neinu D. farinae,
TapakaH pbbKUIN - CyMMapHO)

Muwesble anneprokomnoHeHTbl IgE (ImmunoCAP)

Bblunin CbIBOPOTOYHLIN anbbyMWH, anneprokoMnOHEHT
IgE (ImmunoCAP), e204 nBos d6 (BSA)

"peuknin opex, anneprokomnoHeHT IgE (ImmunoCAP),
f441 rjug rl

"peuknin opex, anneprokomnoHeHT IgE (ImmunoCAP),
f442 rjug r3

Kewsbto, anneprokomnoHeHT IgE (ImmunoCAP), f443
rAna 03

Mepcuk, anneprokomnoHeHT IgE (ImmunoCAP), f420
rPru p3

8705,00

8705,00

1180,00
1180,00

1655,00
1655,00

6620,00

6620,00

6620,00

6620,00

1415,00
3925,00
850,00

25700,00

24400,00

1665,00

2755,00
2755,00
2755,00
2755,00

2755,00

py6

py6

py6
py6

py6
py6

py6

py6

py6

py6

py6
py6
py6

py6

py6

py6

pyo
pyo
py6
py6

py6



A09.05.118.523

A09.05.118.524

A09.05.118.525

A09.05.118.498

A09.05.118.487

A09.05.118.484

A09.05.118.488

A09.05.118.482

A09.05.118.483

A09.05.118.486

A09.05.118.496

A09.05.118.492

A09.05.118.489

A09.05.118.490

A09.05.118.491

A09.05.118.493

A09.05.118.494

A09.05.118.495

A09.05.118.497

A09.05.118.499

B03.002.004.072

B03.002.004.070

17.70.A1

B03.002.004.090

B03.002.004.091

B03.002.004.089

Abnoko, anneprokoMnoHeHT IgE (ImmunoCAP), f435
rMal d3
Apaxuc, anneprokomnoHeHT IgE (ImmunoCAP), f447
rAra h6

"anakTosa-anbga-1,3-ranakrosa (?-Gal),
anneprokomnoHeHT IgE (ImmunoCAP), 0215
KoHanb®bymuH saia, anneprokoMnoHeHT IgE
(ImmunoCAP), 323 nGal d3

OBomykoug anua, anneprokomnoHeHT nGal d1 IgE
(ImmunoCAP), f233

KaseunH, kopoBbe MOSOKO, anneprokomMmnoHeHT IgE
(ImmunoCAP), f78 nBos d8

JInsoumum anua, anneprokomnoHeHT IgE (ImmunoCAP),
k208 nGal d4

Anbda-nakrans0yMuH, anneprokoMnoHeHT IgE
(ImmunoCAP), f76 nBos d4

BeTta-nakrorno®ynuH, anneprokoMnoHeHT IgE
(ImmunoCAP), 77 nBos d5

OBanbbyMuH anua, anneprokoMnoHeHT IgE
(ImmunoCAP), 232 nGal d2

Cos (G. max), anneprokomnoHeHT IgE (ImmunoCAP),
f353 rGly m4PR-10

Apaxuc, anneprokomnoHeHT IgE (ImmunoCAP), f352
rAra h8

Apaxuc, anneprokomnoHeHT IgE (ImmunoCAP), f422
rAra hl

Apaxuc, anneprokomnoHeHT IgE (ImmunoCAP), f423
rAra h2

Apaxuc, anneprokomnoHeHT IgE (ImmunoCAP), f424
rAra h3

Apaxuc, anneprokomnoHeHT IgE (ImmunoCAP), f427
rAra h9

Kapn, anneprokomnoHeHT IgE (ImmunoCAP), 355 rCyp
cl

Owmera-5 MunaguH nweHnubl, anneprokomMnoHeHT IgE
(ImmunoCAP), f416 rTri a19

TponoMno3nH KpeBETOK, anneprokoMnoHeHT IgE
(ImmunoCAP), f351 rPen al

Tpecka atnaHTu4eckas, anneprokoMnoHeHT IgE
(ImmunoCAP), f426 rGad cl

Mpouune naHenu annepreHos IgE (ImmunoCAP)
dagunarton getckun (cbanaHcupoBaHHasi CMecb
WHransuMOoHHbIX U NULLEBLIX annepreHoB ANns CKPUHUHTA
aTonuu Anga aeten 4o 4 ner)

dagunarton (cbanaHcupoBaHHasA CMeChb UHransLUOHHbBIX
annepreHoB AN CKPUHUHra atonuu Ansa geten crapue 4
neT 1 B3pOChbIX)

ANneproKkOMNOHEHTbI Kneluei gomaliHen noinm IgE

(ImmunoCAP)

TponNoOMMO3NH KneLlen goMallHeN Nbinu,
anneprokomnoHeHT IgE (ImmunoCAP), d205 rDer p10

NaHenu annepreHoB gepesbes IgE (ImmunoCAP)
[MaHenb annepreHoB K cMecu MbinbLbl AepeBbes IgE
ImmunoCAP, tx5 (onbxa cepas t2, newwnHa t4, Ba3 t8,
uea t12, Tonone t14 - cymmapHo)

MaHenb annepreHoB K cMecu MbiNbLbl AepeBbeB IgE
ImmunoCAP, tx6 (kneH siceHenucTHeIN t1, Gepesa
6opopasyaTtas t3, Oyk kpynHonucTHeIn t5, oy6 t7,
rpeukummn opex t10 - cymmapHo)

MaHenb annepreHoB gepesbes IgE ImmunoCAP, tx9
(MVKCT MbiNbLa AepeBbEB: OfbXa cepasi, bepesa
bopogasyaTas, newmHa obbikHOBEHHas1, oy6 6enbin, nBa
fenas - cymMmapHo)

MaHenu knewesbix annepreHos IgE

2755,00

2755,00

2755,00
2755,00
2755,00
2755,00
2755,00
2755,00
2755,00
2755,00
2755,00
2755,00
2755,00
2755,00
2755,00
2755,00
2755,00
2755,00
2755,00

2755,00

3100,00

3710,00

2755,00

1665,00

1665,00

1665,00

pyo
pyo
pyo
pyo
pyo
pyo
pyo
pyo
pyo
pyo
pyo
py6
py6
py6
pyo
pyo
pyo
py6
py6

py6

py6

py6

py6

py6

py6

py6



B03.002.004.014

B03.002.004.107

B03.002.004.108

49.A11

B03.016.017.001.003
A09.05.192

A09.05.259.001
A09.05.258
23.4.A19

A12.06.060.015
A12.06.060.002
A12.06.060.009
A12.06.060.012
A12.06.060.003
A09.05.080

A12.06.060

A12.06.060.004
A09.05.235

A12.06.060.005
A12.06.060.006
A12.06.060.011
A12.06.060.010
A12.06.060.016

B03.016.017.003.001

B03.016.017.001

A09.05.264.001.001

B03.016.017.004

MaHenb knewesbix annepreHos Ne1 IgE (knew-
aepmaTtodpar nepuHHbIN, My4YHon, dermatophagoides
microceras, lepidoglyphus destructor, tyrophagus
putrescentiae, glycyphagus domesticus, euroglyphus
maynei, blomia tropicalis - cymm.)

MaHenu Knewesbix annepreHoB u nnecenu Ige
(ImmunoCAP)

MaHenb annepreHoB nnecexun IgE ImmunoCAP, mx1
(mukeT: Penicillium chrysogenum, Cladosporium
herbarum, Aspergillus fumigatus, Alternaria alternata -
CyMMapHo)

MaHenb annepreHoB nnecexun IgE ImmunoCAP, mx2
(Penicillium chrysogenum m1, Cladosporium herbarum
m2, Aspergillus fumigatus m3, Alternaria alternata me,
Setomelanomma rostrata m8 - cymmapHo)

XNMUKO-TOKCMKOJTOMMYECKUE UCCNTEAOBAHUA

OKcupaTUBHDIN cTpecc

[nyTaTnoH-nepokcngasa B apuTpoLuTax
OxkcupaTuBHBIN cTpecc (7 nokasaTenemn): ManoHOBbIN
avanbgerng, KoaHaum Q10 obwmn (YBMXMHOH), BUTaMUH
E (anba-Tokodhepon), ButamuH C, ButamuH A, beta-
KapOTUWH (TpaHc-dopma), rmyTaTMoH cBoO6OAHbIN
(BoccTaHoBneHHbI, GSH) B kposu, BAOXXX
ManoHoBbI agnanbaerng, BAXXKX

myTatnoH ceoboaHbIN (BoccTaHOBMNEHHbIM, GSH) B
KpoBu, BOXKX

KoaHanm Q10 o6wwmn (ybrxmHoH) B kposu, BIXKX
Beta-kapoTtuH (nposutamuH A), BOXX

BuUTamMMHbI, }KUPHbIE KUCNOTbI

Butamun B12, akTuBHbIN (X0noTpaHckobanammnH)
Butamun A (petunHon), BOXXX-MC

ButamuH B1 (TnamuH-nupodpocear), BOXKX-MC
ButamuH BS (naHToTeHoBas kucnota), BOXX-MC
ButamuH B6 (nupugokcanb-5-docdar), BOXKX-MC
ButamuH B9 (ponmesas kucnora)

ButamuH B12 (unaHkobanamuH)

ButamuH C (ackopbuHoBas kucnota), BOXKX-MC
25-OH sutamuH D, UXNA, cymmapHbIi (kansumndepon)
ButamuH E (anbtha-Tokodepon) B kposu, BOXX-MC
ButamuH K (dpunnoxmHoH), BOXKX-MC

ButamuH B3 (HnaumH), BOXKX-MC

Butamun B2 (pnbodnasumH), BOXKX-MC

ButamuH B7 (6uotuH), BOXKX-MC
MonunHeHackILWweHHbIe xupHble kucnoThl (XKK) cemernictea
Owera-3: gokosarekcaeHoas (DHA),
ankosaneHTaeHoBas (EPA) - B uenbHowm kposu
(MembBpaHHbIN, NMNONpPOTENAHBLIN 1 CBOBOAHO-
XXMPHOKUCITOTHBIN Nynbl). ButamuH E (anbda-
Tokopepon) B kpoBu, NX/BIXKX-MC
MonnHeHackILWeHHbIe xupHble kucnoThl (XKK) cemerictea
Owmera-6: nuHonesas (LA), ramma-nuHoneHosast (GLA),
apaxmgoHoBas (AA) KUCNOThbI - B LLeNbHOW KPOBY
(MeMOpaHHbIN, NMNONPOTENAHLIN 1 CBOOOAHO-
XXUPHOKUCNOTHbIN nynbl), MX-MC

Onpepgenenne Omera-3 nHgekca (oueHka pucka
BHe3anHom cepaevyHon cMepTu, MHdapKTa Mmokapaa u
OPYrux cepAeyHO-CocyamcTbix 3aboneBanumn), X
AHanmna Omera-3 XMUpPHbIX KUCIOT B CbIBOPOTKE KPOBMU:
NMHONEHOBas!, AKo3aneHTaeHoBas,
JoKo3arneHTaeHoBas, Joko3arekcaeHoBas, Omera-3
nHgeke, X

2525,00

1665,00

1665,00

2625,00

18375,00
4275,00

4580,00
4385,00
2820,00

2305,00
3150,00
3150,00
3150,00
3150,00
1350,00
1220,00
2960,00
2505,00
3150,00
3215,00
3150,00
3150,00
3150,00

5785,00

5955,00

5910,00

6330,00

py6

py6

py6

py6

py6
py6

py6
py6
py6

py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6

py6

py6

py6

py6



A09.05.221.002
A09.05.235.002
A09.05.235.003

A09.05.235.004

A09.05.235.005

A07.16.006.002

A09.05.269.001
A09.05.276.001
A09.05.271.001
A09.05.273.001
A09.05.274.001
A09.05.272.001
A09.05.277.001
A09.05.275.001
A09.05.281.001
A09.05.267.001

A09.05.242.009
A09.05.265.001
A09.05.242.010
A09.05.242.011
A09.05.266.001
A09.05.242.012
A09.05.242.013
A09.05.268.001
A09.05.270.001
A09.05.242.014
A09.05.278.001
A09.05.279.001
A09.05.117.001

23.1.D1

A09.28.060.001.002

A09.28.060.003
A09.28.065

A09.28.080.001
A09.28.081.001

A09.28.082.001
A09.28.083.001
A09.28.084.001
A09.28.085.001
A09.28.061.001
A09.28.060.005
A09.28.060.006
A09.28.060.007

Onpepnenenune 1,25-OH ButamuHa [1 B KpOBU PYYHbIM
METOAOM MMMYHOIOOPECLEHLNN
25-rngpokcmaprokansumndepon sutamun D2, BOXXX-MC
25-ruapokcumxonekansuudgepon sutamud D3, BOXX-MC
25-OH Butamun D, BOXXX MC, cymmapHbIn
(kanbundpepon)

KomnnekcHbI aHanM3 KpoBU Ha BUTaMUHBI rpynnbl D
(25-OH D2/ 25-OH D3/ 1,25-OH D3/ 24,25-OH D3),
B3XX-MC

[bixaTenbHble TecTbl

BoaoopoaHo-mMeTaHOBbIN AblXaTenbHbIA TECT C
nakrtynoson (CUBP, cMHapoM M36bITOYHOTO
BakTepmnanbHOro pocTa B TOHKOM KULLKE)

TaxKenble meTan/ibl U MMKPO3/1EMEHTbI CbIBOPOTKM
Xpom B kpoBu, crniektpomeTpust (Cr)

CeneH B kpoBu, criekTpomeTpust (Se)

KobGanbT B kpoBu, cnektpomeTpusi (Co)

Megp B KpoBwu, cnektpomeTpus (Cu)

LinHk B kpoBwW, cnektpomeTpus (Zn)

Hukenb B kpoBu, cnektpomeTpums (Ni)

MonunbaeH B kpoBu, cnektpomeTpus (Mo)

MbIwbsK B KpOBU, cnekTpoMeTpus (As)

CsuHeLl, B KpoBK, cnektpomeTpus (Pb)

KpemMHui B kpoBW, cnekTpomeTpus (Si)

KoMnnekcHbIN aHanmMsa KpoBU Ha Hanuumne TSKEnNbIX
MeTannoB u MukpoanemeHToB 23 nokasatens (Li, B, Na,
Mg, Al, Si, K, Ca, Ti, Cr, Mn, Fe, Co, Ni, Cu, Zn, As, Se,
Mo, Cd, Sb, Hg, Pb), cnektpomeTpus

Bop B kpoBu, cnektpomeTpus (B)

Hatpuin B kpoBu, cnektpomeTpus (Na)

MarHuii B KpoBu, cnektpomeTpus (Mg)

AnioMUHUIA B KpoBW, cnekTpomeTpus (Al)

Kanun B kposu, cnektpomeTpus (K)

Kanbuun B kposwu, cnektpomeTpus (Ca)

TwuTtaH B KpoBwu, cnektpomeTpus (Ti)

MapraHel, B kpoBu, cnektpomeTpus (Mn)

XKeneso B kposu, cnektpomeTpus (Fe)

Kagmuii B kposu, cnektpomeTtpus (Cd)

CypbMa B KpoBU, cnekTpomeTpus (Sb)

Wop B kposu, cnektpomeTpus (1)

Jlutunm B kpoBu (Li), cnekTpoMeTpusa (BKNoYas nutuin
TepaneBTUYECKNIA)

Taxkenble meTaibl U MUKPO3/IEMEHTbl MO4YMU
KoMnnekcHbIV aHanm3a Ha Hanuume TSHKENbIX METanMoB U
MuKpoanemeHToB 23 nokasatens (Li, B, Na, Mg, Al, Si,
K, Ca, Ti, Cr, Mn, Fe, Co, Ni, Cu, Zn, As, Se, Mo, Cd, Sh,
Hg, Pb) B pa3oBoi nopLmm Mo4u, CNekTpoMeTpus
HaTtpui B pasoBoi nopumm mouu, cnektpometpus (Na)
Wop B pa3oBsoit nopuumn Mouu, cnekrpomeTtpus (1)
MbiLWwbsiK B pa3oBOM NOPLMM MOYU, CcriekTpoMeTpus (As)
CeneH B pa3oBow NOpLMN MO4YK, CriekTpoMeTpus (Se)
MonnbaeH B pa3oBow NOpLMM MOYM, CIEKTPOMETPUSA
(Mo)

Kagmui B pasoBor nopummn mo4m, cnektpometpus (Cd)
CypbMa B pa3oBow nopuunv Mo4u, cnektpomeTpus (Sb)
PTyTb B pa3osow nopunu Mo4u, cnekrpomeTpus (Hg)
CeuHeL, B pa3oBon nopumm mouu, cnekrpomeTtpus (Pb)
Kanui B pasoBoin nopumm mouu, cnekrpometpus (K)
Kanbuuin B pasoBor nopuuun mo4u, cnekrpometpus (Ca)
XKeneso B pasoBoi nopumu mouu, cnektpometpus (Fe)

4490,00
4490,00
4490,00

3685,00

9205,00

1985,00

1375,00
1375,00
1375,00
1375,00
1375,00
1375,00
1375,00
1375,00
1375,00
1375,00

5805,00
1375,00
1375,00
1375,00
1375,00
1375,00
1375,00
1375,00
1375,00
1375,00
1375,00
1375,00
1375,00

1375,00

5805,00
1375,00
1760,00
1375,00
1375,00

1375,00
1375,00
1375,00
1375,00
1375,00
1375,00
1375,00
1375,00
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A09.28.060.004
A09.28.079.001
A09.28.078.001
A09.28.060.008
A09.28.070.001
A09.28.071.001
A09.28.072.001
A09.28.073.001
A09.28.074.001

A09.28.075.001
A09.28.076.001
A09.28.077.001

18.1.D9

A09.05.211.002

A09.01.007.002

A09.28.055.001.001
A09.28.059.004.001
A09.05.036.008.001

4.10.A2.202

B03.016.025.001.002

4.10.H2.401

23.5.D1

23.6.D2

A09.01.007.001.001
A09.01.012.001
A09.01.011.001
A09.01.007.001.007
A09.01.024.001
A09.01.007.001.005
A09.01.007.001.006
A09.01.017.001
A09.01.013.001
A09.01.007.001.002
A09.01.007.001.004
A09.01.016.001

MarHuii B pa3oBon nopumm mouu, cnekrpometpus (Mg)
LinHk B pa3oBon nopumm Mo4u, cnektpomeTtpus (Zn)
Megp, cyTouHas akckpeuus, (Cu)

Jlntuin B pasoBown nopumm Mouu, cnektpomeTtpus (Li)
Bop B pasoBon nopuun mouu, cnektpomeTpus (B)
AnIOMUHUIA B pa3oBon NOpLMKM MOYK, cnektpomeTpus (Al)
KpemMHun B pasoBow nopLmm Moyn, cnekrpomeTtpus (Si)
TuTaH B pa3oBoi nopuumn mo4u, cnekrpomeTpus (Ti)
Xpom B pa3oBor nopuun mo4un, cnektpomeTpus (Cr)
MapraHeL, B pa3oBO NOPLUN MOYU, CIEKTPOMETPUS
(Mn)

KobGanbT B pa3oBoi nopuun mo4u, cnekrtpometpusi (Co)
Hukenb B pasoBow nopumn Moun, cnektpometpus (Ni)
Mpoure XMMNKO-TOKCUKOJIOTMYECKUE UCCNea0BaHuA
BucdeHon A, TpuknosaH, 4-HoHUNGeHoN (TOKCUHbI U3
nnacTtmMacc, rmrmeHU4ecKnx cpeacTs, MOKLLNX CPeacTs,
3NeMEeHTOB YNaKoBKM NPOAYKTOB NUTaHWS) B pa3oBom
nopumn mouu, N’X-MC

CunbHOAEMCTBYIOLLME U NCUXOTPONHbIE B-Ba
CKPUWHWHT B MOYe rpynn HapKoTU4YeCckmx (KaHHabrnongos,
kokavHa, MOMA (akcTasn), meTagoHa,
MeTamdeTamMUHOB, ONUATOB) N MCUXOAKTMBHbLIX BELLECTB
(amcpbeTtammHoB, 6apbutypartos, 6eH30ana3enmMHoB,
TPULMKIINYECKMX aHTuaenpeccaHToB), XA
BbicokocneLmdnyHoe BbiSIBNEHNE B BONIOCaX
HapPKOTMYECKMX U MCUXOaKTUBHBIX BELLECTB C MX TOYHON
noeHTndpukauynen, NX-MC

BbicokocneLmduyHoe BbISIBIIEHNE B MOYe
HapkoTU4eckux BelecTs, NMAB, HUKOTUHA, KOTUHUHA U
ankorons, ¢ ux ToyHon ngeHTudumkaumen, NX-MC
Ankoronb B moue, 'X-MAQ

OnpepneneHune ankorons B kposu, X

AMMHOKUCNOTbI U aLUIKAPHUTUHDI

L-kapHUTMH cBOBOAHbIN B kKpoBu, BOXX-MC
KomnnekcHbI aHanu3 KpoBu Ha aMMHOKNCNOTHI (12
nokasatenen: AnaHunH, ApruHuH, AcnaparnHosas
kncnota, Untpynnun, 'ytamuHoBas kncnota, MnuumH,
MeTnoHuH, OpHUTUH, PeHnnanaHuH, TMposuH, BanuH,
TNenumn/M3onenunH), BOXXKX-MC

L-KapHUTKH obLWNIA N cBOOOAHLIN B pa3oBoO NopLmm
Moun, BOXX-MC

AuunkapHUTUHBI B KpoBM (15 nokasatenewn) ons nuu,
ctapwe 18 net, BOXXX-MC

KomnnekcHbI aHanus3 KpoBW Ha aMMHOKUCNOTHI (48
nokasatenewn), BOXKX-MC

Taxkenble meTan/ibl U MMKPO3/1€MEHTbI BOJIOC
KoMnnekcHbIN aHanuM3 BoNoc Ha Hanuuue TaXEénbIxX
MeTannoB u MukpoanemeHToB 23 nokasatens (Li, B, Na,
Mg, Al, Si, K, Ca, Ti, Cr, Mn, Fe, Co, Ni, Cu, Zn, As, Se,
Mo, Cd, Sb, Hg, Pb), cnektpomeTpus

AniomMuHUR B Bornocax, cnekrpomeTpus (Al)

Bop B Bonocax, cnekrpomeTpus (B)

XKeneso B Bonocax, cnekrpometpus (Fe)

Kagmun B Bonocax, cnektpometpus (Cd)

Kanun B Bonocax, cnektpometpus (K)

Kanbuun B Bonocax, cnekrpomeTpus (Ca)

KobGanbT B Bonocax, cnekrpomeTpus (Co)

KpemMHun B Borocax, cnekrpomeTtpus (Si)

Jlutun B BONocax, cnekrpometpus (Li)

MarHuii B Bonocax, cnekrpometpus (Mg)

MapraHey, B Bornocax, cnekrpomeTtpus (Mn)

1375,00
1375,00
1375,00
1375,00
1375,00
1375,00
1375,00
1375,00
1375,00

1375,00
1375,00
1375,00

3215,00

4430,00

13935,00

4765,00
2340,00
2380,00

3540,00

4605,00
5015,00
3150,00

10935,00

5805,00
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A09.01.019.001
A09.01.023.001
A09.01.021.001

A09.01.007.001.003

A09.01.018.001
A09.01.026.001
A09.01.027.001
A09.01.025.001
A09.01.015.001
A09.01.020.001
A09.01.014.001
A09.01.022.001

A09.05.035.005
A09.05.035.006
A09.05.035.007
A09.05.035.002
A09.05.035.010
18.2.A12.201

A09.05.035.009
A09.05.035.033
A09.05.035.031
A09.05.035.032
A09.05.035.008

18.1.A9.201

A08.30.029.005

A12.05.013.067

A12.05.013.001

A12.05.013.002

A12.05.013.070

22.6.Al14

22.6.A15

A27.20.001.007

A27.20.001.005

A27.20.001.014

A27.20.001.013

A27.20.001.015

Megpb B Bonocax, cnekrpomeTtpus (Cu)

MonubgeH B Bornocax, cnekrpomeTpus (Mo)
Mbiwbsik B Boriocax, cnekrpomeTtpus (As)

HaTtpuin B Bonocax, cnekrpometpus (Na)

Hukenb B Bonocax, cnekrpomeTpus (Ni)

PTyTb B Bonocax, cnekrpomeTpus (Hg)

CeuHel, B Bonocax, cnekrpomeTtpus (Pb)

Cypbma B Borocax, cnekrpomMeTpust (Sb)

Xpom B Bonocax, cnekrpometpus (Cr)

LinHk B BOnocax, cnekrpoMeTpus (Zn)

TutaH B Bonocax, cnekrpomeTtpust (Ti)

CeneH B Bonocax, cnekrpomeTpus (Se)
JleKapcTBEHHbIN MOHUTOPUHT

deHobapbutan, NX-MC

®duHnencuH (kapbamasenuH, Terpeton), BOXX-MC
JTamoTpumkmHbl (namuktan), BOXKX-MC
Banbnpoesas kucnota (n ee npoussogHbie), BOXX-MC
Takponumyc

LinknocnopuH

Tonunpamart (Tonamakc, TonanencuH, Topean), MNX-MC
BankomuuuH, BOXX-MC

OBeponumyc, BOXXX-MC

Cuponumyc, BOXX-MC

JleBeTnpauetam, BOXX-MC

MeTab0nuTbl U UX NPOU3BOAHDbIE
Yrnesoa-aeunumnTtHbIn TpaHcdeppuH (CDT), kpoBb
MONEKYNAPHO-TEHETUMECKUE UCCNEAOBAHUA

XpOMOCOMHDIA MaTpUYHbIi aHanu3

MonekynspHoe kapnoTunupoBaHue matepuana
abopTyca (XPOMOCOMHbIN MUKPOMATPUYHBIV aHanms,
Ontnma)

XMA npeHatanbHbI (aMHUOTUYECKast
XMAKOCTb/BOPCUHbBI XOPUOHa/NynoBuHHasA kpoBb ¢ SAOTA,;
BbISIBIIEHNE XPOMOCOMHOW NaTonorum: aHeynnovamu,
aeneunun, gynnukauum)

XMA - cTaHgapTHbIN (BEHO3HAs KPOBb, BOPCUHBI
XOpUOHa; paspelueHue ot 200000 nap HyknNeoTMaoB)
XMA 3K30HHOrO YpOBHS (BEHO3Has KPOBb)

LinToreHeTnueckmne nccnepgosaHmna merogom FISH
LinToreHeTnyeckoe nccrnegoBaHme KneTok KOCTHOMO
mMosra meTtogom FISH (1 3oHa)

LintoreHeTuueckoe nccnegoBaHme KNeTok KOCTHOTO
mMosra meTtogom FISH (2 3oHpa)

LinToreHeTuyeckoe nccrnegoBaHme KNeTok KOCTHOIo
mo3sra meTtogom FISH (3 3oHaa)

HeunHBa3uBHbIN npeHaTanbHbi JHK-TecT

OnpepgeneHune nona nnofa (BbisBneHne doparMeHToB Y-
XPOMOCOMbI NfioAa no KpoBu Matepu)

OnpepneneHune pesyc-dakropa nnoaa (BbisiBIiEHUE reHa
RHD nnopga no kpoBu matepw)

HWMC First test light (First Genetics): ckpuHWHr
xpomocom 13, 18, 21 (nccnegoBaTenbCKUN OTHET)
HWIC First test medium (First Genetics): CKpUHUHT
XpOMOCOMbI 21; MOHOcoMUs/Tpucomus X; c-m
KnarnHdenbTtepa; c-m [xernkobeca; XXYY
(nccnepoBaTenbCKUM OTHET)

HWIC First test (First Genetics): ckpuHUHT Xxpomocom 13,

18, 21; moHocomus /Tpucomus X; c-m KnanHdenobtepa,;
c-M [Ixenko6ca; XXYY (nccnenoBatenbCKUn OTYET)
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4100,00

13157,00

19473,00

21052,00

36315,00

16790,00

33580,00

50370,00

7578,00

9367,00

22500,00

23250,00

24000,00
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26.2.A15

A27.20.001.012

22.1.1.A1

B03.032.003.001

A27.30.015

A27.30.140

B03.014.002.001

A27.05.025.001

A27.30.121
A27.05.002.006

B03.005.017.002
A27.05.035

22.1.A35

A27.05.002.002

A27.05.003.001

A27.20.001.006

A27.05.040.008

A27.30.122

A27.30.123

A27.05.002.001

22.1.D23

A27.05.034.001

A27.05.024.004

A27.05.045.002

A27.05.009.001

A27.05.040.002

HWIMT 6asoBasi naHenb (FeHomen): CKPMHUHT XPOMOCOM
13, 18, 21 (uccnepoBaTenbCKUM OTYET)

HWMC First test 21 (First Genetics): CKpUHUHT
XpomocoMbl 21 (MccrnenoBaTenbCKUN OTYHET)

UccnepoBaHune nonmmopdpursmos n myTtauum
OnpeneneHne NOoNMMOP{U3MOB B reHax, KOAUPYHOLLMX
peuenTopbl U epMeHTbl MeTabonnama nosioBbIX
ropmoHoB (AR, CYP19A1, CYP27B1, SHBG, SRD5A2,
COMT, PPARG, ESR2, FADS2, PGR, ESR1, VDR)
[eHeTMYecKniA TECT Ha NaKTO3HY HENEPEHOCUMOCTb:
MCM6: -13910 T>C

InarHoctuka cnHgpoma XXunbbepa (MyTauus reHa
UGT1)

CuHgpom nomkon X XxpoMOCOMbI (onpeaeneHne yncna
nostopoB CGG B reHe FMR1)

[unarHocTrnka cemeriHon cpean3eMHOMOPCKON NMXopaakm
(nepuoguyeckas 6onesHb, reH MEFV).

"en aHgporeHoBoro peuentopa (AR), uncno CAG-
NoBTOPOB

OwnarHocTuka npu xunposow 6onesHu neveHun (rex
PNPLA3)

OnpepgeneHune mytaumu B reHe npotpombuHa Thr165Met

"eHeTnyeckasn gnarHocTtuka 6eta-tanaccemmm u
remornobuHonatui (Mytaumm B reHe HBB)
eHeTnYeckast amarHoctuka deHunketoHypum (reH PAH)
OueHka purcka TOKCMYHOCTU NpK Tepanuy ctaTuHamm
(cumBacTaTuH, NoBacTaTuH, atopBacTaTuH,
nuTaBacTaTVH, NpaBacTaTuH, po3yBacTaTyH,
chnyBacTaTviH)

["eHeTn4YecKnin pUCK HapyLLEHWN CUCTEMbI CBEPTbIBAHUSA
(F2, F5, F7, FGB, F13A1, SERPINEL, ITGA2, ITGB3 - 8
TOYEK)

"eHeTnyeckme gedextbl hepmeHToB honaTHOro umkna
(MTHFR, MTR, MTRR - 4 TOu4KM)

"eHeTMYeCKNIA PUCK OCIIOXHEHWIA BepeMeHHOCTU 1
naronoruu nnoga, 12 nokasarenemn

TeHeTMYECKNIA PUCK Pa3BUTUSI paka MOJIOYHON xeneabl U
paka au4HukoB (BRCA1, BRCAZ2 - 8 nokasaTenen)
MpeanbHbin Bec. [neta n coutHec, 5 nokasartenemn
(BEHO3Has KpOBb; reHeTn4eckne akTopbl
MHAUBMAYyanbHbIX 0COBEHHOCTEN 0OMeHa BeLLeCTB)
Bbibepu cnopT. CKOpoCTb, Cuna, BbIHOCNNBOCTb
(BEHO3Hast KpOBb; reHeTMYecKasi NpeapacnonoXeHHOCTb
K 3aHATUSAM pasnnyHbIMKU BUAAMK CniopTa)

["eHeTMYeckast NnpeapacnonoXeHHOCTb K 6onesHn
Anburerimepa (BeHo3Has kposb; APOE E2/E3/E4)

'eH peuenTopa BuTtamuHa D, nonumopduam 283 A>G
(Bsml)

["eHeTM4yeckasa anarHocTuka CnMHanbHOW MbILLEYHOWN
atpochum (SMN1, SMN2)

"eHoamarHocTvka BpOoXXAeHHONW runepnnasum
Haano4yevyHVKoB (UccnefoBaHue 15 MyTaLmi B reHe
CYP21A2 c yyeTom usmeHeHus B ncesgoreHe CYP21P)
OueHka BnusaHus reHoB CYP2D6 n CYP2C19 Ha
MeTabonunam aHTUOEeNnpPeccaHToB MHIMOUTOPOB
obGpaTHOro 3axeaTa cepoToHMHa/HopaapeHanuHa —
acuuTanonpam, yutanonpam, cepTpanvH,
hnOBOKCAMWH, NAaPOKCETWH, BeHNnadakcuH (cnioHa)
"eHognarHocTuka NaTonornm neyvexHu (oLeHka Mytauun B
reHax: HFE, ATP7B, PiZ/S A1AT n PNPLA3)
Onpepnenenue mytaumi B reHax: BRCA1 (11 myTtauuin),
BRCA2 (3 myTtauuun), PALB2 (1 mytauus), CHEK2 (4
myTaumm), NBN (1 myTauus), BeHO3Has KpOBb

19999,00
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13625,00
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4255,00

6760,00

10415,00
4815,00

4485,00
2150,00

13240,00
21425,00

9800,00

5410,00

5275,00

10410,00
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8510,00

7900,00
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A27.30.118

A27.30.113

A27.05.036.001

B03.032.003.002

B03.005.017.001

A27.30.119

B03.057.002.001

A27.30.214

B03.019.011.002

A27.05.045.001

A27.05.022.001

A27.30.141

A27.30.142

A27.05.033.001

A27.30.215

22.13.A1

22.14D1

B03.019.021.001

22.17.A2

22.17.A3

22.17.A4

22.17.D1

A27.30.217

A27.30.216

A27.05.002.003

A27.05.002.005

KomnnekcHasi reHeTu4eckas gMarHocTmka cMHapoma
nonukmctosa sanvHmkoB (CIKA), 6 nokasartenen
"eHoamarHocTvka 6onesHn MNeHTUHITOHa (OLEeHKa Yncna
CAG-noBTOpoB B reHe HTT)

IunarHoctnka CFTR-accoummpoBaHHbIX 3aboneBaHuii:
B6ecnnoave, naHkpeaTnT, MykoBMcUMAo03 (38 abeppaumn
reHa CFTR)

PaclumpeHHas gnarHocTvka nakTtasHom
HegocTtaToyHocTn (MCM®6: 13910 C>T, 13907 C>G,
13915 T>G,14010 G>C)

[eHeTnYeckas aMarHocTuka anbda-ranaccemMmm
(myTauum B reHe HBA)

"eHeTnyeckas onarHocTuka NepBUYHON AMYHNKOBOM
HegocTaTo4HocTu (reH FMR1)

["eHeTnyeckast aMarHocTuka HacneacTseHHoOM opMbl
naHkpeaTuTta (reHol PRSS1, SPINK1)

PacwmpeHHas reHogmnarHocTvka cuHgpoma XKunbbepa
(TA-noeTopbl 1 3ameHbl p.G71R, p.P229Q B reHe
UGT1A1)

"eHogunarHocTuka 6onesHn BunbcoHa-KoHoBanosa
(aHanu3 mytauuii reHa ATP7B)

"eHeTn4Yeckn obycnoBneHHas YyBCTBUTEMNbHOCTb K
Bapdapuny (VKORC1, CYP2C9, CYP4F2 - 4 To4ku)
BbisBneHne mukpogeneumin B oaktope azoocnepmum
AZF (nokycbl A, B, C)

["eHeTMYeckast AMarHocTmka HacneacTBEHHOM
rmnepxonectepuHemunn (reHsl LDLR, PCSK9, APOB100)

["eHeTMYeckasi AMarHocTmka ceMemnHom
rmnepxonectepuHemum (6 ak3oHoB reHa PCSK9)
["eHeTMYecKkast aMarHocTmka HacneacTBEHHOM
HelpoCceHCcopHoN TyroyxocTtu (reHel GJB2, GJB3, GJBS6,
POU3F4, WFS1)

KomnnekcHasa reHoamMarHocTuka HeIoCTaToOuHOCTH
npoteunHa C, npotenHa S n aHTuTpom6uHa Il npu
Tpombopunum (Yactble nonumopduamel B reHax PROC,
PROS1, SERPINC1)

CKpVIHUHT Ha HacneacTBeHHble 3aboneBaHns nNpu
nnaHmpoBaHnn 6epeMeHHOCTN (reTepo3nroTHoe
HOCUTENbLCTBO Y poanTenen mytaumn B reHax GJB2,
SMN1, PAH, CFTR)

["feHoamarHocTvka ocTpown nepemMexatoenca nopmpum
(ren HMBS)

"eHoamarHocTrka BpOXAEHHOro aHrMOHEeBPOTUYECKOTO
oTeka (reH SERPING1)

eHoguarHocTuka 6OKOBOro aMmmoTporU4eCKoro
ckreposa (reH SOD1)

"eHogMarHocTnka MblleyHon anctpodpum [ioweHHa n
Bekkepa (oeneumu/gynnukaumm 3k3oHoB 1-79 B reHe
DMD)

eHoagmarHocTtrka 6onesHn Lapko-Mapu-Tyta 1A un
HacnegcTBEHHOW HeponaTun C NOABEPKEHHOCTLIO
napanuyy ot cgasneHus (reH PMP22)
eHoguarHocTuka 6onesxu MNMapknHcoHa (KONMYecTBO
konun reHoB PARK n ATP13A2, mytauun B reHax SNCA
n LRRK2)

eHogunarHocTuka 1, 2A, 2B, 2M, 2N, 3 Tunos 6onesxu
doH BunnebpaHga (18-21 n 28 s3k30HbI reHa VWF)

"eHoagmarHocTmka TpoMboTHnYecKom
TpombouuToneHmyeckon nypnypbl (reH ADAMTS13)
MakeTt «OK!» (oueHka pucka Tpombo3a npu npuéme OK n
3T), 2 nokasaTens

MakeT «OHkOPuckn» (BRCA1/2, bonaTHbIn umkn), 12
nokasaTenen
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31865,00

9365,00

9500,00

20220,00

11155,00

10215,00

11420,00
2545,00

6500,00

py6

py6

py6

py6
py6

py6

py6

py6

py6

py6

py6
py6

py6

py6

py6

py6
py6
py6

py6

py6

py6

py6
py6

py6
py6

py6



A27.05.002.004

A27.05.010.002

A27.30.120

B03.045.030.001

B03.045.030.002

B03.045.038.001

B03.045.038.004

B03.045.038.002

B03.045.038.003
B03.045.030.015

A27.30.090.002
A27.30.090.004
A27.30.090.003
A27.30.070.002
A27.05.017.006
A27.30.153

A27.05.012.006

A27.05.012.001
A27.05.017.005
A27.05.017.004
A27.30.070.001
A27.05.021.009

A27.05.021.010

A27.05.012.004

20.0.D4

A27.05.061.023

A27.05.061.001
A27.05.061.002
A27.05.061.003

A27.05.061.016

A27.05.061.025

A27.05.061.026

A27.05.061.014

MakeT «PucknM BO3SHMKHOBEHUSA CEpAEYHO-COCYAUCTbIX
3aboneBaHu» (PUCK HapYLLIEHUS CBEPTbIBAHWS KPOBU U
rmnepToHun, dhonaTtHeIv LmMkn), 21 nokasatenb

FemoxpomaTos, onpeaeneHve mytaumi (HFE: 187C>G
(rs1799945) HFE: 845G>A (rs1800562))

Onpepnenenune SNP B reHe IL 28B yenoseka (IL28B: C>T
(rs12979860) IL28B: T>G (rs8099917))

YcTraHoBneHUe poAacTBa
YcTaHoBneHne OTLOBCTBA - AyaT (25 mapkepos),
(npegnonaraembin oTel, pebeHok)

YcTaHoBnNeHne MmaTepuHCTBa - AyaT (25 mapkepos),
(npegnonaraemas maTb, pebeHoK)

YHuBepcanbHbIN TECT Ha YCTaHOBMNEHME POACTBa:
Oenylwka/6abyuika - BHyk/BHyYKa, 49049/TeTS -
nNeMaHHUK/NNeMsHHULA, poaHble/CBOAHbIE
BpaTbs/cecTphbl (2 yyacTHuka, 0o 40 mapkepos OHK unu
MOMOBbIX XPOMOCOM)

[ononHuTenbHbIn y4acTHMK Ne 1 (pacyeT BEPOATHOCTU
poacTea, 25 mapkepoB)

JononHntenbHbIN y4acTHUK Ne 2 (pac4eT BEPOSATHOCTH
poacTea, 25 MmapkepoB)

HononHutenbHbIN y4acTHUK Ne 3 (pac4eT BEPOSATHOCTH
poacTea, 25 mapkepoB)

OybnukaT 3aknioyeHns - YcTaHOBMNEHME poacTBa
OHKoremaronorus

PML-RARA tun ber 1-2 — t(15;17), kavecT.

PML-RARA Ttun ber 1-2 — (15;17), konnu.

PML-RARA tun ber 3 — t(15;17), kauecr.

BCR-ABL p190 — #(9;22), kayecT.

BCR-ABL p190 — 1(9;22), konwnu.

AML1-ETO - (8;21), kau.

OnpepneneHune mytaumm V617F B 14 3k30He reHa Jak-2
KMHa3bl, Kau.

Onpepnenenune mytaumm V617F B 14 ak3oHe reHa Jak-2
KMHa3bl, KOMNnY.

BCR-ABLp210 1(9;22), kauy. (b2a2/b3a2 cymmapHo)
BCR-ABL p210 t(9;22) kon. (b2a2/b3a2 cymmapHo)
BCR-ABLp230 t(9;22), kon.

Onpepnenenuve mytaumm W515 B rene MPL
Onpepnenenue mytauumi 9 ak3oHa reHa CALR (del52,
iNSTTGTC)

Onpepnenenuve mytaumn (V617F B 14 ak3oHe reHa Jak-2
knHasa, W515 B reHe MPL, 9 ak3oHa reHa CALR) npu
MuenonponudepaTmBHbIX 3abonesaHusax (MIM3)
Onpenenexune mytaumm B 12 ak30He reHa Jak-2 knHasbl,
Kau.

MonHoreHoMHOe ceKBeHUpoBaHue metoaom NGS
CKPUWHWHTI Ha HOCUTENLCTBO HACNEeACTBEHHbIX
3aboneBaHwuii "baszoBbin” (FeHomen)

lMNonHoe cekBeHnpoBaHme reHoma GenomeUNI
(BEHO3Hast KPOBb)

MonHoe cekBeHMpOBaHWE 3k30Ma (BEHO3HAs KPOBb)
KnuHnyeckoe cekBeHMpoOBaHUE 3k30Ma (BEHO3HAs KPOBb)
CekBeHUpoOBaHWe MUTOXOHAPMANBHOIO reHoMa
(BEHO3Hasi KPOBb)

CKpUWHWHT Ha HacnegcTBeHHble 3aboneBanus, 2500
reHoB (BEHO3Has KPOBb)

[Manenb "3aboneBaHnsa coeaAnHNTENbHON TKaHN"
(BEHO3Hast KPOBb)

MaHenb "HacnegcTteeHHble anunencuun” (BeHO3Has
KpOBb)
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425,00

3490,00
3690,00
3490,00
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A27.05.061.027

A27.05.061.028

A27.05.061.024

A27.05.061.029

B03.006.004.002

A27.05.061.030

A27.05.061.031

A27.05.061.032

A27.05.061.033

A27.05.061.034

A27.05.061.035

A27.05.061.015
A27.05.061.037

B03.006.004.001

A27.30.218

A27.30.219

A27.05.061.036

22.1.A37

22.9.A31

22.9.A33

A27.30.008.004

A27.30.016
A27.30.006

A27.30.016.001

A12.05.013.003

A27.30.016.010

A08.09.002.005

A27.30.007

A27.30.016.009

A27.30.017.010

MaHenb "HacneacteeHHas TyroyxocTts" (BeHO3Has
KpoBb)

Manenb "HenpogereHepaTmBHble 3aboneBaHms"
(BEHO3Has KpoBb)

"MepBUYHBLIN UMMYHOAEMULUT U HACNEeACTBEHHbIE
aHeMun" (BEHO3Has KpOBb)

MaHenb "YMCTBEHHas OTCTanocTb 1 ayTnsMm" (BEHO3Has
KpOBb)

MaHenb "HacnegcTteBeHHble HapyLLeHMst obmeHa
BeLlecTB" (BEHO3Has KPOBb)

MaHenb "HepBHO-MbILWeYHbIe 3a00neBaHnsa" (BeHO3Has
KpOBb)

MaHenb "HacneacteeHHble 3abonesaHusa rnas”
(BEHO3Has KpoBb)

MaHenb "HacnencrtseHHble 3abonesaHms noyex”
(BEHO3Has KpoBb)

Manenb "HacneacTteeHHble 3aboneBaHus cepaua”
(BEHO3Has KpoBb)

"HacnenctBeHHble HapyLLIeHNs penpoayKTUBHON
cuctembl”" (BEHO3HAs! KPOBb)

MNaHenb "HacneactBeHHble 3aboneBaHunsa XXKT"
(BEHO3Hast KPOBb)

lMonHoe cekBeHnpoBaHne reHoMa aboptyca «PepTycy
(BOpCUHHbI XOpWMoHa/TKaHu nnoga)

Kapawno-naHenb Genetico, 6e3 Bblgaum CbipbiX aHHbIX
NGS-naHenb BonesHn obmeHa BellectB Genetico, 6e3
BblAaun CbIpbiX AaHHbIX

MepBUYHLIE OAHHbIE CEKBEHMPOBAHNS B hopmaTte
FASTQ (FeHomen)

CKPVHUWHT Ha HOCUTENBLCTBO HACNeACTBEHHbIX
peueccuBHbIX 3aboneBaHui Carrier Seq, 418 reHos, First
Genetics

NGS-naHenb Aytnam Genetico, nccnegosaHme
konnyectea CGG noeTopoB B reHe FMR1, 6e3 Bblgauu
ChIPbIX AaHHbIX

MonekynsipHo-reHeTu4Yeckoe nccnegoBaHue npu
cemeinHoun runepxonectepuHemun (reHsl LDLR, APOB,
PCSK9, LDLRAP1) metogom NGS

FeHom ®epTu - AMarHOCTMKa reHeTUYECKUX NPUYMH
Becnnogms y Myxu4nH v xxeHWwuH (MFeHomen)
[MepBu4HbLIE OA@HHBIE CEKBEHMPOBaHNSA B dhopmarte
FASTQ (Genetico)

OHKOreHeTuKa

OnpepgeneHune mytaumm B reHe BRAF (V600),
onyxonesas TKaHb

Onpepnenenune mytaumi B reHe EGFR, onyxonesas
TKaHb

Onpepnenenune mytaumi B reHe KRAS, onyxonesas TkaHb
OnpepgeneHune mytaumn B reHe EGFR, kpoBb
(>kmpKocTHasa buoncus)

XMA onyxoneBow TkaHn, OHKOCKaH (onyxoneBas TKaHb;
paspewenne ot 300000 nap HykneoTnaoB)

"Pak nerkux, 6azoBasi naHernb" (onyxonesas TKaHb;
myTauum B reHax EGFR, KRAS, NRAS, BRAF)
XKupgkoctHasa Guoncus npu pake nerkoro, 6asoeas
(BeHo3Has kpoBb; MyTaumm B reHax EGFR, KRAS,
NRAS, BRAF)

Onpepnenenune mytaumii B reHe NRAS (onyxonesas
TKaHb)

Onpepenenune mytaumii BRAF, KRAS, NRAS
(onyxonesasi TKaHb)

Onpepnenenune TpaHcnokaumn reHa ALK, FISH
(onyxoneBas TkaHb; 3aKnOYeHne Bpaya -
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A27.30.018.003

A27.30.001

A08.18.003.002
A27.30.183

A27.05.040.001

A27.30.179

A27.30.180

A27.30.181

A27.30.182
A27.30.206
A27.30.207

A09.28.087.001

A27.30.001.002

A27.05.062.001

A27.30.008.003

A27.30.006.001

A27.30.016.003

A27.30.016.011

A27.30.016.005

A27.30.016.007

A27.30.178

A12.05.013.066

A08.30.029.003

B03.019.001.001

A08.30.029.004

nabopaTopHOro reHeTuka no uccnegoBaTenbCKoOMy
oT4eTy)

Onpepnenenune TpaHcnokaumm reHa ROS1, FISH
(onyxoneBas TKaHb; 3aKMO4YeHNe Bpaya -
nabopaTopHOro reHeTuka rno uccnegoBaTerbCKoMy
oT4eTy)

OnpegeneHne MmukpocaTennuMTHon HectabunbHocTn, MSI
(onyxoneBas TKaHb; 3aKnOYeHne Bpaya -
nabopaTopHOro reHeTuka no uccnegoBaTenbCKoMy
oT4eTy)

YKngkocTtHasa 6uoncusa: pak TONCTOM KULKN U MenaHoma
(BeHo3Has kpoBb; myTaumm B reHax BRAF, KRAS, NRAS)
XKupgkoctHasa 6uoncus, 57 reHoB (BEHO3HAs KPOBb)

Onpepnenenue mytaumii B reHax BRCA1, BRCA2,
PALB2, ATM, CHEK2 (onyxoneBas TKaHb)

MaHenb "YKeHckne HacnenCcTBeHHbIE onyxonu"
(BEHO3Hasi KPOBb)

MaHenb "HacneacTBeHHbIN pak MONOYHON xenesbl"
(BEHO3Has KpoBb)

MaHenb "HacneacTBeHHbIVM pak TONCTOW KMLLKW"
(BEHO3Has KpOBb)

MaHenb "HacneacteeHHbIe onyxoneBble CUHAPOMBI"
(BEHO3Has KpOBb)

OnkoKapTa, 57 reHoB (onyxoneBasi TKaHb)
OnkoKapTa, 60 reHoB (onyxoneBasi TKaHb)

OueHka pucka paka npeacrtaTenbHou xenesbl [pocTa-
Tect 2.0 (akcnpeccusa PCAS3, BbisBNEeHNE XUMEPHOTO
reHa TMPRSS2-ERG)

OnpepeneHune ctatyca MMKpocaTenIMTHON
HecTabunNbHOCTU B OMyXOMEBON TKaHU
BbICOKOYYBCTBUTESTbHBIM MeToAoM, |dylla

Onpepnenenune mytaumi reHa EGFR B onyxoneBown TkaHu
BbICOKOYYBCTBUTENbHBbIM MeTodoM, Idylla

Onpepnenenune mytaumi reHa BRAF B onyxonesow TkaHu
BbICOKOYYBCTBUTEIbHBIM MeTodoM, Idylla

Onpepnenenne mytauuii reHa KRAS B onyxonesou TkaHu
BbICOKOYYBCTBUTENbHBIM MeToAoM, Idylla
KomnnekcHoe reHeTu4eckoe nccnegoBaHve npuy pake
nerkux, onpeaeneHne mytaumn B reHax EGFR, KRAS,
NRAS, BRAF B onyxoneBou TKaHu
BbICOKOYYBCTBUTEIbHBIM MeTodoM, Idylla
KomnnekcHoe reHeTndeckoe nccnegosaHve npu
KOnopeKTanbHOM pake, onpegeneHue MyTaumin B reHax
KRAS, NRAS, BRAF n MSI B onyxoneBon TkaHu
BbICOKOYYBCTBUTENbHBIM MeToAoM, Idylla
Onpepenenune mytauumi B reHax NRAS, BRAF B
OMyX0oNeBON TKaHW BbICOKOYYBCTBUTENBHBIM METOAOM,
Idylla

Onpepnenenune mytaumi B reHax KRAS, NRAS, BRAF B
OMyXO0NeBON TKaHW BbICOKOYYBCTBMTENbHBIM METOA0M,
Idylla

MaHenb "®akomaTo3bl 1 HacneaCTBEHHbIN pak”
(BEHO3Hast KPOBb)

Kapuotunbli

KapvoTunvpoBaHue (KONMYECTBEHHBIE U CTPYKTYPHbIE
aHomarnum XpoMocomMm) ¢ poTorpaduein XpoMocom
KapvoTun ¢ abeppaumsimm (npy BO34eNCTBMM
MyTareHHbIX (0aKTOPOB U OHKOreMaToNorM4ecknx
3aboneBaHuAX)

LinToreHeTnyeckoe nccnegoBaHme KneTok KOCTHOMO
mo3ra (kapvoTun)

KapvoTtunvpoBaHue (KONM4eCTBEHHbIE U CTPYKTYPHbIE
aHOManmm XxpomMoCOM)
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A27.05.041.003

A27.05.041.005

A27.05.041.006

A27.05.041.007
A27.05.041.008
A27.05.041.001

A27.05.041.004
A27.05.041.009
A12.05.010.001

A26.14.002.001

A26.05.044.003

A26.08.015.001

A26.08.001.001

A26.01.001.004

A26.01.001.003

A26.19.096.001

A26.19.020

A26.19.081.001
A26.19.089.001

A26.28.010

A26.19.093.001
6.2.A19

A26.20.008.001

A26.21.014.011

A26.21.014.006

UccnepoBaHue cuctembl FTMCTOCOBMECTUMOCTU

AHTUTrEHbI cucTembl rmctocosmectumoctt HLA Il knacc,
reHoTunmposaHue (nokycel DRB1, DQA1, DQB1)
AHTUTrEHbI cuctembl rmctocoBmectumocT HLA |l knacc:

nokyc DRB1
AHTUTrEHbI cucTembl rmctocoBmectumocT HLA Il knacc:
nokyc DQA1
AHTUTrEHbI cuctembl rmctocoemectumocTt HLA |l knacc:
nokyc DQB1

Tunuposanve HLA DQ2/DQ8 npu uenvakum
AHTUreH cuctembl ructocosmectumoctn HLA B27

Komnnekc «"eHoTMNUpoBaHWe cynpy»Xeckow napbl No
aHTureHam ructocoemectumocTtn HLA Il knaccay
leHoTuUNnpoeaHne HLA-Cw6 npu ncopuase

AHTUreH cnctemsl ructocoemectmmocTtn HLA B51

MWKPOBUONOIMMYECKUE UCCNEAOBAHUA

Nocesbl Ha MUKpodnopy (Kenub)

MoceB xxenuyun Ha MUKpodnopy ¢ onpegeneHmemM
YYBCTBUTENbHOCTM K pacLUMPeHHOMY CMeKTpy
aHTMBMOoTMKOB 1 BakTeprnodaram

MoceBbl Ha OTAENbHbIE MUKPOOPraHMU3MblI

MoceB Ha remodunbHyto nanoyky (Haemophylus
influenzae) c onpegeneHMemM 4yBCTBUTENBHOCTU K
OCHOBHOMY CMNEKTPY aHTUONOTMKOB

[MoceB Ha NMoreHHbIN CTPENTOKOKK (Streptococcus
pyogenes) ¢ onpegeneHnem YyBCTBMTENbHOCTU K
aHTUbNoTNKaM

Moces Ha gudptepuiinyto nanoyky (Corynebacterium
diphtheriae, BL)

MoceB Ha 3onoTucTbIN cTacdmnokokk (Staphylococcus
aureus) C onpefeneHnem YyBCTBUTENBHOCTHU K
aHTMOMOTHKaM

MoceB Ha GeTa-reMonMTUYECKNA CTPENTOKOKK rpynnbl B
(S. agalactiae) c onpegeneHnemM YyBCTBUTENBHOCTU K
OCHOBHOMY CMNEKTPY aHTUONOTMKOB
MmmyHoxpomatorpadpuyeckue (MXA) akcnpecc-
uccnepoBaHUsa

WccneposaHue aHTureHa namb6nun (Giardia intestinalis) B
Kane

WccnepoBaHune aHTureHa xenuvkobakrepa (Helicobacter
pylori) B kane

MccnegosaHve Kana Ha TOKCUHbI KNOCTpUauim
(Clostridium Difficile) An B

PoTaBupyc (06HapyxeHue aHTureHa B kane), XA
AHTUreH nermoHennsl (Legionella pneumophila) B
pa3oBOW NOPLMN MOYM

MccnepoBaHue aHTUreHa kuwedHom nanoyku E.coli
0157:H7, UXTA

AneHoBupyc (obHapyxeHne aHTureHa B kane), XA
Mocesbl Ha MUKpodIOPYy OTAENAEMOrO
YPOreHUTaIbHOro TpaKra

MccnepoBaHve Ha BroueHo3 Bnaranuiia (auarHocTtmka
GakTepuanbHOro BarmHo3a)

[NoceB Ha MUKpObnopy OTAENAEMOro yporeHuTanbHoro
TpakTa My>X4UHbl C onpeaeneHnemM 4yBCTBUTEJTIbHOCTU K
OCHOBHOMY CMEKTPY aHTMOUOTMKOB, B T.4. KaHamaa

[NoceB Ha MUKpobnopy OTAENAEMOro yporeH1uTanbHoro
TpakTa My>X4UHbl C onpeaeneHnemMm 4yBCTBUTEJITIbHOCTU K
pacLIMPEHHOMY CNEKTPY aHTMBUOTMKOB, B T.4. KaHAMAA

9090,00
3370,00
3370,00

3370,00
8315,00
3550,00

12755,00
4260,00
3255,00

2735,00

1175,00

1575,00

1220,00

1325,00

1575,00

1240,00
1240,00

3070,00
970,00

2660,00

2470,00
1240,00

2545,00

1665,00

2550,00
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A26.21.014.007

A26.21.014.008

A26.21.014.010

A26.21.014.003

A26.21.014.004

A26.21.014.005

A26.19.009.001

A26.01.010.001

A26.21.004.001

B03.016.016.001

14.99.A1

B03.016.016.003

A26.28.003.004

A26.28.003.001

A26.28.003.002

A26.28.003.003

A26.09.010.001

A26.09.010.002

MoceB Ha MUKPOMIOPY OTAENAEMOro YPOreHUTanbHoro
TpaKTa My>4MHbI C onpeneneHmeM YyBCTBUTENbHOCTU K
OCHOBHOMY CMeKTPY aHTUBNOTHKOB 1 BakTepuodparam, B
T.4. KaHOMda

MoceB Ha MUKPOMOPY OTAENAEMOro YPOreHUTanbHoro
TpaKTa My>4MHbI C onpeneneHmeM YyBCTBUTENbHOCTU K
pacLUMPEHHOMY CMEKTPY aHTUBUOTUKOB U
Gaktepvodbaram, B T.4. kKaHaMAA

MoceB Ha MyKkpodnopy oTAENAEMOro yporeHMTanbHoro
TpakTa XeHLUWHbI C onpeaeneHneM YyBCTBUTENBHOCTM K
OCHOBHOMY CMEeKTpY aHTUOMOTMKOB, B T.4. KaHaAnAa

lMoceB Ha MUKpohnopy 0TAENAEMOro YPOreHNTanbLHoro
TpaKTa XeHLMHbI C onpegeneHmem YyBCTBUTENbHOCTU K
pacLUMPEHHOMY CNEKTPY aHTMOUOTMKOB, B T.4. KaHAMAA
lMoceB Ha MUKponopy OTAENAEMOro YPOreHNTanbLHoro
TpakTa XeHLUWHbI C onpeaeneHneM YyBCTBUTENBHOCTM K
OCHOBHOMY CMeKTpy aHTMbnoTumkoB 1 baktepnodaram, B
T.4. KaHOMAaa

MoceB Ha Mykpodnopy oTAENAEMOro yporeHMTanbHoro
TpakTa XXeHLUMHbI C onpeaeneHneM YyBCTBUTENBHOCTM K
pacLIMPEHHOMY CMEKTPY aHTUBUOTUKOB U
bakTepuodaram, B T.4. KaHanAa

Moces Ha rpubbl poga KaHaMAA

Moces Ha rpmbbl poga kaHamaa (Candida) ¢
VI,EI,eHTI/Iq.)VIKaLI,I/IeVI nonpegeneHnemMm 4yBCTBUTENbHOCTU K
AHTUMUKOTUHECKMM MNpenapaTtam

Moces Ha rpmnbbl (Bo30yanTenu muko3os) (6e3
onpeaeneHns YyBCTBUTENBHOCTU K aHTUMMUKOTUKAM)

MNoceB Ha MMKoONa3Mbl M ypeaniasmbl

Moces Ha mukonnasmy u ypeannasmy (Mycoplasma
hominis, Ureaplasma species) ¢ onpegeneHnem
YyBCTBUTENBHOCTU K aHTUOMOTHKaM

Mpoune mu KpOGVIOI'IOI'VI‘-IECKVIe uccnepoBaHuA

OnpepgeneHune MynkpobroueHo3a MeTogoM XpomaTo-
macc-cnektpomeTtpum (MCMM) no Ocunosy I.A.

lMoceB ¢ aBTOMaTM4ECKON aHTUBMOTUKOrPAMMOW 1
naeHtTudmkaumen mukpoopranHnamos MALDI-TOF MS y
aeten

[MoceB ¢ aBTOMaTM4EeCKON aHTUBMOTUKOrPaAMMOW 1
nageHTnukaumnen mukpoopranHnamos MALDI-TOF MS

MoceBbl HAa MUKpodopy, Moya

MoceB MO4M Ha MUKPOGIOPY C onpeaeneHnemM
YyBCTBUTENbHOCTM K OCHOBHOMY CNEKTPY aHTMOUOTUKOB,
B T.4. KaHAMAa

MoceB MO4K Ha MUKPOGIOPY C onpeaeneHnemM
YYBCTBUTENBHOCTW K pacLUMPEHHOMY CreKkTpy
aHTUBMOTUKOB, B T.4. KaHANOA

MoceB Mo4n Ha MUKPOGNOpY C onpeaeneHnem
YyBCTBUTENBbHOCTN K OCHOBHOMY CMEKTPY aHTUOMOTHKOB
n 6aktepuodparam, B T.4. KaHAnga

MoceB Mo4n Ha MUKPOGNOpPY C onpeaeneHmem
YyBCTBUTENbHOCTM K pacLUMPEHHOMY CreKTpy
aHTUGMOTMKOB 1 GakTepuodaram, B T.4. KaHaMaa

Mocesbl Ha MUKPONOPY OTAENAEMOrO

KomnnekcHoe uccneposaHue mokpoTbl (BAJT): noces Ha
MUKPOIIOpY C onpeaeneHnem YyBCTBUTENBHOCTU K
OCHOBHOMY CMeKTpy aHTMOMOTMKOB M MUKPOCKOMUSA Ma3ka
KomnnekcHoe uccneposaHue mokpoTbl (BAJT): noces Ha
MUKPOIIIOpY C onpeaeneHnem YyBCTBUTENBHOCTU K
OCHOBHOMY CNEKTPY aHTMBUoTMKOB, BakTeprnodaram un
MUWKPOCKOMMS Maska
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1665,00
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1815,00

2735,00

1190,00

2195,00

2460,00

6200,00

2505,00

2505,00

1560,00

2550,00

1790,00

2685,00

2735,00

2870,00
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A26.09.010.003

A26.09.010.004

A26.30.029.006

A26.30.029.008

A26.30.029.007

A26.30.029.009

A26.09.010.008

A26.09.010.005

A26.09.010.006

A26.09.010.007

A26.26.004.001

A26.26.004.002

A26.26.004.003

A26.26.004.004

A26.05.001

A26.05.001.003

A26.19.080.001

A26.19.004.003

KomnnekcHoe uccneposaHue mokpoThl (BAJT): noces Ha
MUKpoprnopy ¢ onpeaeneHnem YyBCTBUTENBHOCTYU K
pacLIMpeHHOMY CNeKTpYy aHTUBUOTUKOB 1 MUKPOCKONUSA
Ma3ska

KomnnekcHoe uccneposaHue mokpoThl (BAJT): noces Ha
MUKpodpropy ¢ onpeaeneHnem YyBCTBUTENBHOCTM K
pacLIMpEHHOMY CNeKTpy aHTMbMoTuKkoB, 6akTeprodaram
N MMKPOCKONUSI Ma3ka

lMoceB Ha MMKponopy OTAENAEMOro ApYrnx OpraHoB u
TKaHen c ornpegeneHmem YyBCTBUTENBHOCTU K
OCHOBHOMY CMEKTPY aHTMOUOTMKOB, B T.4. KaHamaa
lMoceB Ha MMKpONopy OTAENAEMOro Apyrnx OpraHoB U
TKaHeW ¢ onpeaeneHnemMm YyBCTBUTENBHOCTM K
pacLIMpeHHOMY CMeKTpYy aHTMBUOTUKOB, B T.4. KaHAMAA
[MoceB Ha MuKpodnopy 0TAENAEMOro Apyrnx OpraHoB u
TKaHeW ¢ onpeaeneHnemMm YyBCTBUTENBHOCTM K
OCHOBHOMY CMeKkTpy aHTnbnoTukos u baktepuocparam, B
T.4. KaHOMAaa

MoceB Ha MMKponopy OTAENAEMOro ApYrnx OpraHoB u
TKaHen c onpegeneHmem YyBCTBUTENBHOCTU K
pacLUMPEHHOMY CNEKTPY aHTUOUOTMKOB U
bakTepuodaram, B T.4. KaHanAa

Nocesbl Ha muKpodnopy (abixarenbHoie nytn u JIOP-

OpraHbl)

MoceB Ha mukpodnopy otaenaemoro JIOP-opraHos ¢
onpeaeneHnem 4yBCTBUTEJNTIbHOCTN K OCHOBHOMY CNEKTPY
aHTUOMOTUKOB, B T.4. KaHAMOA

MoceB Ha mukpodnopy otaenaemoro JIOP-opraHos ¢
onpeaeneHnem 4yBCTBUTENTbHOCTU K paCLUMPEHHOMY
CMeKTpy aHTUOMOTMKOB, B T.4. KaHaAnaa

MoceB Ha mukpodnopy otaensemoro JIOP-opraHoB ¢
onpegeneHnem YyBCTBMTENBHOCTU K OCHOBHOMY CMEKTPY
aHTnbmnoTmkoB n Gaktepuodparam, B T.4. KaHanaa

MoceB Ha mukpodnopy otaenaemoro JIOP-opraHos ¢
onpegeneHnem YyBCTBUTENBHOCTU K pacLUMPEHHOMY
CMeKTpy aHTMbuoTmkoB n 6aktepnodaram, B T.4.
KaHamnga

MNoceBbl HAa MUKpPOdNOPY (KOHBIOHKTUBA)

MoceB Ha Mykpodhnopy oTAENAEMOro KOHbIOHKTUBBI C
onpegeneHnem YyBCTBMTENBHOCTU K OCHOBHOMY CMEKTPY
aHTMOGNOTMKOB, B T.4U. KaHOMAA

MoceB Ha Mykpodnopy oTAENAEMOro KOHbIOHKTUBBI C
onpegeneHnem YyBCTBUTENbHOCTU K pacLUMPEHHOMY
CMeKTpy aHTUOMOTMKOB, B T.4. KaHAnAa

MoceB Ha MUKpONopy OTAENAEMOro KOHBIOHKTMBBI C
onpegeneHnem YyBCTBMTENBHOCTU K OCHOBHOMY CMEKTPY
aHTnbnoTmkoB n 6akTepuocparam, B T.4. KaHanaa

MoceB Ha Mykpodnopy oTAENAEMOro KOHbIOHKTUBBI C
onpegeneHnem YyBCTBUTENbHOCTU K pacLUMPEHHOMY
CMeKTpy aHTMBuoTMKoB 1 6akTeprodaram, B T.4.
KaHanga

MoceBbl KPOBU U BUONOrMYECKUX KUAKOCTEN

[MoceB KpOBM Ha CTEPUITLHOCTL C onpeaeneHnem
YyBCTBUTENBHOCTU K aHTUOMOTUKAM (Ka4yeCTBEHHOE
onpegeneHne Hannunus MUKPOOPraHN3mMoB)

lMoceB KPOBM Ha CTEPUNBHOCTL C aBTOMATUYECKOM
aHTubunoTmnkorpammon Ha VITEK2

MNocesbl Kana (BKAouana aucbaKkrepumos)

MoceB Ha BO3OyaMTENEN KULLEYHON MHAEKLUN
(canbMoHenbl, Wurensel) ¢ onpegeneHmem
YYBCTBUTENbHOCTM K OCHOBHOMY CMEKTPY aHTUOMOTUKOB
[MoceB Ha nepcuHUM ¢ onpegeneHnem YyBCTBUTENBHOCTH
K OCHOBHOMY CMEKTPY aHTUOMOTHKOB
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A26.05.016.001.002

A26.05.016.001.001

B03.016.010

A26.19.010.001.001

A26.01.017.001
A26.19.011.002

B03.016.006
B03.016.014
B03.016.015
B03.016.006.003
B03.016.006.002

A12.28.015

A12.20.001.001

A12.20.001

A12.19.006

A12.21.004.001
A12.28.015.004

A26.20.006.002

A26.20.006.006

A12.28.015.003

A26.01.018.005

A26.01.033.001

A26.01.015.003

A26.01.011.001

A26.26.001.001

A12.04.001.001

A12.21.005.002

A12.21.005.001

A08.08.002.002

OuncBakTepros ¢ onpeaeneHnem YyBCTBUTENBHOCTM K
aHTbnoTmkam n 6akrepmodaram

OuncBaktepros ¢ onpeaeneHnem YyBCTBUTENBHOCTM K
bakTepnodaram

XUMUKO-MUKPOCKONMUYECKUE UCCNNEAOBAHUA
UccneposaHuAa Kana

O6wmr aHanua kana (Kkornporpamma)

ViccnepoBaHue kana Ha npocTenlme u aiua renbMUHTOB
meToaom oborauweHus (PARASEP)

WcenepoBaHue cockoba Ha aHTepobmo3

ViccnepoBaHue kana Ha NpocTenLLmX, anua reibMMHTOB
UccnepoBaHmna moun

O06wWwmin aHann3 Mo4n

AHanma mo4n no HeunnopeHko

AHanuns moym no 3MMHMULLKOMY

2-X cTakaHHasi npoba moun

3-x cTakaHHas npoba moum

MuKpocKonuyeckme nccaepoBaHuA oTaensemoro
YPOreHMUTa/IbHOrO TPaKTa U SKCTPareHUTaAbHbIX
NoKanusauum

Mukpockonuyeckoe uccnegoBaHme oT4ensemMoro ypeTpbl
Mukpockonuyeckoe nccnegoBaHme oToensemMoro
LepBMKarnbHOro kaHana

Mukpockonuyeckoe uccnegoBaHme oT4eNsemMoro
Bnaranua

Mukpockonunyeckoe uccriefoBaHue oToensaemoro
NPSAMON KULLKN

Mukpockonuyeckoe uccrnefoBaHue Maska-oTneyarka
rOfloBKM NOSIOBOIO YreHa

Mukpockonunyeckoe uccrnefoBaHue OTAENAeMoro By bBbl

Mukpockonuyeckoe uccnegoBaHme oToensiemMoro
ypOreHuMTanbHoro Tpakra (Bnaranuviie + ypetpa)
Mukpockonuyeckoe uccnegoBaHme oTaensieMoro
YpOreHUTanbHoro TpakTta (LepBurKarnbHbIN
KaHan+snaranuiie+ypeTpa)

Mukpockonuyeckoe uccnegoBaHme oToensieMoro
YypOreHUTanbHoro TpakTa(LepBuKarbHbli KaHan +
Bnaranuiie)

MuKpocKonuyeckue nccaegoBaHua Ha Haanuume
naToreHHbIX rpubos 1 NapasuTos

Mwukpockonuyeckoe uccnegoBaHue Ha [lemoaekc
(Demodex)

MMKpOCKOI’IW—IeCKOG ncenegoBaHme HorTreBbIX MIacTUHOK
Ha Hann4yne naTtoreHHbIX FpVI6OB, CKPUHWHT

MVIKpOCKOI'IW—IeCKOG nccnegoBaHme cCOCKOOOB KOXM Ha
Hannyne naTtoreHHbIX rpVI6OB, CKPUHUHI

Mwukpockonuyeckoe nccreaoBaHue Boroc Ha Hanuyme
naToreHHbIX rpPUboB, CKPUHWHT

UccnepoBaHMa Npounx 6MoN0rMueckmxX }KuaKocrei
Mukpockonuyeckoe UccrnegoBaHue oTaensaemMoro
KOHBIOHKTMBbI HA 303MHOUIbI

O6wWmn aHann3 CUHOBUAaNbHOWM XNOKOCTU
(MUKpoCKkonnyeckoe uccrnegoBaHne+makpockonuyeckoe
nccnegoBaHue)

Mukpockonuyeckoe uccrnegoBaHue cekpeTa
npeacTaTenbHOW Xenesbl B MoYe

Mukpockonuyeckoe uccrnenoBaHue cekpeTa
npencTtaTernbHON Xenesbl

Mukpockonuyeckoe uccrneqoBaHue HasarnbHOro cekpeTa
Ha 303nHOUNbI

2490,00

2235,00

850,00

1060,00
620,00
870,00

465,00
540,00
675,00
585,00
675,00

710,00
710,00
710,00
710,00

710,00
710,00

1055,00

1605,00

1035,00

620,00

980,00

980,00

980,00

1150,00

935,00
710,00
755,00

1150,00
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A12.06.028.002

A12.06.028.001

A27.21.001

B03.053.002.002

A12.09.010.001

50.0.H147
50.0.H89.900
50.0.H90.900
50.0.H4.803
50.0.H87.900

4.8.H1
50.0.H310
50.0.H94.203
50.0.H146
50.0.H95.201
50.0.H96.201
50.0.H93.900
50.0.H11.201
50.0.H99.900
50.0.H13.201
50.0.H98.201
50.0.H105.201
50.0.H157
50.0.H158
50.0.H91.900
50.0.H123.900
50.0.H84.201
50.0.H119
50.0.H88.900
50.0.H22.201
50.0.H100.900
50.0.H117.201
50.0.H118.201
50.0.H109.201

50.0.H103.201
50.0.H124.201
50.0.H122.900
50.0.H102.201
50.0.H101.201
50.0.H86.201
50.0.H33.201
50.0.H136.201
50.0.H28.201
50.0.H34.201
50.0.H92.900
10.0.D10.204
50.0.H121.900

UccnepoBaHua 3aKyNAaTa (XMMUMKO-MUKPOCKONUYecKue)

AHTUCnepMarnbHble aHTuTena knacca IgA
konnyectBeHHo (MAR-TecT IgA)
AHTMCNepMarnbHble aHTUTena knacca lgG
konnyectBeHHo (MAR-TecT IgG)

®parmeHTaumna OHK cnepmato3omaos (38Kynar;
3akntoveHne Bpada KJ1[ no uccnegosarensckomy
oT4eTy)

Cnepmorpamma (aBTomMaTU4ECKUIN NoacyeT Ha
aHanusaTope SQA)

UccnepoBaHMAa MOKpPOTHI

O6Lwmr aHann3 MOKpOTbI

KOMMNANEKCHbIE IABOPATOPHbBIE UCCZIEAOBAHUA
Mpodunu

[ocnuTanbHbIN

[ocnuTanbHbIN TEpaneBTUYECKNIA

[ocnuTanbHbIN XMPYpPruyeckun

Buoxmmunyeckuin aHanms kpoeu, 6a3oBbIN
Buoxmmunyeckunin aHanms Kpoeu

O6meH xenesa (xeneso, JINDKCC, OXKCC, koachduumneHT

HacblLLeHUs TpaHcepprHa Xenesom)
[wvarHocTuka geduunta xenesa
Koarynorpamma, CKpUHWUHT
Koarynorpamma, paclumpeHHas
JivnngHeIn npoduns, 6a3oBbin
JIvnngHeIn npodunnb, pacLuMpeHHbIN
Kapanonormnyeckuni

Ob6cnenoBaHue nevenun, 6a3oBbIn
Ob6cnenoBaHne NevYeHu

OwnarHocTrka renatuToB, CKPUHUHT
Hedbponoruyeckuii, BUOXMMn4eckmn
PeBmaTtonornyeckuin, pacluMpeHHbIn
Mapkepbl ocTeonoposa, Guoxmmmyeckui
MOHUTOPUHT NeveHnsa octeonoposa
OwnarHoctuka gnabeTa, OMOXMMUYECKUN
duTtHec. Pusnyeckme Harpyskm
["acTpokoMnnekc

OunddepeHumnanbHas guarHocTuka sabonesaHuii XKKT

"emaTonornyeckmn (AuarHoCTMKa aHeMui)
O6cnenoBaHue WMTOBUOHOW Xernesbl, CKPUHUHT
O6cnegoBaHue WMTOBUOHOM Xernesbl
["lopMoOHanbHbIN NpoduUIb ANA MyXYUH
opMoOHanbHbIM Npodurib ANs XKEeHLWMH
lMnaHvpoBaHue 6epeMeHHOCTH, 6a3oBbIv

MnaHnpoBaHne 6epeMeHHOCTU (FOPMOHbI) - NIOTEMHOBaS

dasa

[unarHocTrka HapyLeHun yHKLUNN SUYHUKOB
AHTUdOoCchHonMNuaHbIN cuHapom (ADC)
OHKonornyecknii 4ns MyXxuymH, GUOXUMUYECKNIA
OHKONMOrm4yecknin Ans >KeHLmMH, BUOXUMUYECKUIA
TORCH-KOMMNeKC, CKPUHUHT
TORCH-komnnekc, 6a3oBbii
TORCH-koMnnekc ¢ aBugHOCTbIO
TORCH-koMnnekc, paclumpeHHbIn

WHekuun, nepegatoimecs nonosbIM nytem (KpoBb)
IunarHoctuka napasuTapHblx 3aboneBaHun
VMIMMYHHBIN cTaTyC

CkpuHUHrosas guarHoctunka BAY

2525,00

2480,00

8425,00

2695,00

655,00

2470,00
5145,00
8020,00
3185,00
5450,00

1200,00
3510,00
1880,00
5055,00
2465,00
4640,00
6915,00
2140,00
4785,00
4540,00
2605,00
11285,00
8015,00
5050,00
5525,00
4030,00
3850,00
8995,00
5815,00
3490,00
7455,00
3880,00
8220,00
2600,00

4060,00
3190,00
3915,00
5265,00
8345,00
2660,00
6675,00
7600,00
7530,00
9055,00
7970,00
5375,00
3500,00
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50.0.H139.900
50.0.H140.900
50.0.H141.900

50.0.H142.900
50.0.H128.900
50.0.H130.900
50.0.H132.900
50.0.H129.900
50.0.H131.900
50.0.H133.900
50.0.H165
50.0.H164
50.0.H163
50.0.H168
50.0.H167
50.0.H166
50.0.H134.900
50.0.H135.900
50.0.H189
50.0.H213
50.0.H214
50.0.H215
50.0.H216

50.0.H231
50.0.H206
50.0.H207
50.0.H208

60.30.H43.202

60.35.H2
60.48.H13
13.32.H5
13.32.H6
13.32.H7
13.32.H8
13.32.H9
50.0.H37.900
50.0.H81.900
50.0.H38.900
50.0.H107.900
50.0.H39.900
50.0.H108.900
13.30.H1
60.48.H8
13.30.D4
17.29.H3

17.29.H4
17.29.H5

OunarHoctuka cocyaucTbix 3abonesaHuii rofioBHOMO
Mosra

[unarHocTtnka neMmenHmM3npytowmnx 3abonesaHui
[wnarHocTnka HemporeHHbIX onyxosen
[narHoctrka gereHepaTMBHbIX 3ab0neBaHun
NMO3BOHOYHMKA

30ECb N CEMYAC (xeHwwmHbl 40-49 neT)

BE3 NNMMWHWMX MPOBJIEM (keHwmHbl 50-65 neT)
CAMOE IMMABHOE (keHwuHbI cTaplie 65 net)
30ECb N CEMYAC (MyxunHbl 41-49 neT)

BES JIMWHUX NMPOBJIEM (myx4unHbl 50-65 neT)
CAMOE IMABHOE (My>4unHbI cTapLue 65 ner)
Yekan xeHwwHbl, 1 ypoBeHb (MyTOBUH)

Yekan xeHwWwwHbl, 2 ypoBeHb (MyTOBWH)

Yekan eHLWwuHbl, 3 ypoBeHb (MyTOBUH)

Yekan My>unHbl, 1 ypoBeHb (MyTOBUH)

Yekan My>unHbl, 2 ypoBeHb (MyTOBMH)

Yekan My>unHbl, 3 ypoBeHb (MyTOBUH)

Cnopt. basoBbi

CnopT. Buoxumuyeckunii CKpUHMHI paboToCNOCOBHOCTYH
Yekan nocne kosmaa

Yekan nocne koBuga paclunMpeHHbINn

Yekan BbinageHne Bonoc nocne Kosunp,

Yekan nocne KoBuaa kapamonorniyeckuni

Yekan nocne KoBuaa HEBPONOrMYECKU

Yekan "XpoHnyeckas yctanoctb" (BknovaeT
OMNarHocTuky >xenesogedununta)

Yekan "KpacoTa u 3goposbe”

Yekan "KpacoTa n 300poBbe KOXW, paclUMPEHHbIR"
Yekan "KoHTponb Beca"

KnnHnyecknin aHanma KpoBu ¢ NenkoLnTapHon
dopmynon (5DIFF) n COQ3, BeHo3Has kpoBb (*C
MUWKPOCKOMMEN Ma3ska KpOBU MpU HanMyunm
NaTonorMyecKkmx CaABUIOB)

KrnvHu4ecknit aHanus KpoBu C NernKoLmnTapHom
dopmynon (5DIFF) u CO3, kanunnsapHas kposb (*C
MUWKPOCKOMMEN Ma3ka KpoBUW NpU Hanmumm
NaToNornMYecKkmMx CABUIOB)

MUP-4 NCMT

MuP-4 NCMT, kon.

MUP-4 NCMT, moua, kau.

MUP-4 NCMT, moua, konwnu.

MUP-12, aakynaT, kau.

MUP-15, aakynaT, kau.

MuP-6

MuP-6, konnyecTBeHHO

nupP-12

MUP-12, konn4ectBeHHO

nupP-15

OHK Bo36yanTenewn 3MMM

Bupychl rpynnel repneca (EBV, CMV, HHV6), kon.

Bupychl rpynnel repneca (EBV, CMV, HHV6) kpoBb, kau.

Bupycol rpynnel repneca (EBV, CMV, HHV6)
AnneprokoMmnriekc nepepn BakumMHaumen
AnneprokomMnekc npu ak3eme IgE (ImmunoCAP)
(OCHOBHbIE MHransUMOHHbIE ansiepreHbl: KoLWwKa, cobaka,
knew, d1; gononHUTEnNbHbIE MHrANAUMOHHbIE: Kneul d2;
OCHOBHbIE MULLIEBbIE: AIUYHBIA Dok, MONOKO, TPecka,
nweHuya, cos)

KoMnoHeHTHas guMarHoCTuKa ansieprum Ha MOJsIoKo

5795,00
9665,00
11085,00

11765,00
9575,00
12855,00
15415,00
10210,00
11880,00
15660,00
7485,00
21035,00
6495,00
8125,00
15805,00
9685,00
1705,00
2105,00
7510,00
8880,00
4000,00
10470,00
6355,00

7905,00
5715,00
6260,00
6130,00

835,00

930,00

1910,00
2080,00
1910,00
2080,00
5800,00
7395,00
2735,00
2850,00
5495,00
6155,00
7005,00
6685,00
1585,00
1735,00
1475,00
5155,00

8465,00
3235,00
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py6
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py6

py6
py6



17.29.H6

17.29.H7

17.29.H8

50.0.H193

50.0.H194

50.0.H195

50.0.H196
4.9.H1.201
4.9.H2.900

4.9.H3.900

50.0.H42.900
50.0.H41.900
50.0.H43.900
13.44.D1.900
13.44.D3.900

13.44.D2.900
13.48.D1.900
13.48.D2.900
Komnnekcbl "MEOOK"
Mepnok3

Megok4

Megok14

Mepgok11

Mepok25

Mepnok26
Mepnok50
Mepnok47
Mepnok48
Mepok58.1
Mepok57.1
90.84
Meaok59
Menok60

AnneprokomMnnekc npu ak3eme-2 (Kowwuka,anutenui un
nepxotb, €1, Cobaka, nepxoTb, €5, Knew, gomawiHen
nbinn,d1, AndHbin xenTtok, 75, AnuHbin 6enok, 1,
Monoko, f2, MNwennua, f4, Cos, f14, Tpecka, 3, Kakao,
f93)

AnneprokoMnnekc npu actme/puHuTe getm
(Kowka,anutenun n nepxotb, e1, Cobaka, nepxoTb, €5,
Knew gomawHen noinn,d1, Tumodpeeska nyrosas,
g6,bepesa bopoparyaras, t3, MNMonbiHb, W6, Apaxuc, f13,
AunyHbin 6enok, 1, Monoko, f2)

AnneprokoMniiekc npu actme/puHUTE B3pocCriblie
(Kowka,anutenun n nepxotb, e1, Cobaka, nepxoTb, €5,
Knew, gpomawHen neinun,d1, Tumodeeska nyroeas, g6,
Bepesa 6opogasuaTtas, t3, MNonbiHb, W6, Kypuua, nepbs,
e85, Tonone, t14)

Anneprokomnnekc «luwesas anneprusa» IgE
(ImmunoCAP) (AnyHein 6enok f1, Monoko f2, Tpecka f3,
Mwenwnua f4, Apaxuc 13, Coa f14, dynayk f17, KpeseTka
f24, Mepcuk f95)

Anneprokomnnekc «[porHo3 acpdektnsHoctn ACUT
BykougeTHble gepeBbsa» IgE (ImmunoCAP) (Bepesa
anneprokomnoHeHT, 1215 rBet v1 PR-10, Bepeaa
anneprokoMmnoHeHT, t221 rBet v2, rBet v4)
Anneprokomnnekc «[porHos acpdpektusHocTn ACUT:
3nakosble Tpasbl» IgE (ImMmunoCAP) (TumocpbeeBka
nyrosasi anneprokomnoHeHT, g213 rPhl p1, rPhl p5b,
TumodbeeBka nyroeasi, anneprokoMnoHeHT, g214 rPhl
p7, rPhl p12)

Anneprokomninekc «[1porHos acpdektusHoctn ACUT:
CopHble TpaBbl» IgE (ImmunoCAP)
(anneprokomnoHeHTbl: AMBpo3unsa w230 nAmb a1,
MonbiHb, w231 nArt v1 n w233 nArt v3, TumodpeeBka
nyroBasi, g214 rPhl p7, rPhl p12)

XKupopacTteopumble ButamuHnsbl (A, D, E, K)
Bogopacteopumble ButamuHel (B1, B5, B6, B9, B12, C)
KomnnekcHbIn aHanus kpoBu Ha ButamuHsl (A, D, E, K,
C, B1, B5, B6, B9, B12)

®emodniop-8 (AHK)

GEMODJTIOP CkpuH-12 (OHK)

OEMODJIOP-16 (OHK)

dropoueHos - 6bakTepranbHbIn BarMHo3
®JIOPOLIEHOS3

®JTIOPOLIEHOS - komnnekcHoe uccnegosaHme
(BkntoyaeT NCMT)

AHapodnop ckpuH

AHgpodnop

Bbe3onacHbIn cekc Anst XXeHLLUWH

BesonacHbIn cekc Ang MyX4vH

OucnaHcepusauns

[NpoBepnTb FOPMOHBI

Buy,cudpunuc,renatutsl

anti-Rubella 1gG;anti-Rubella IgM;anti-Toxoplasma gondii
IgG;anti-Toxoplasma gondii IgM

Mpodpunb ans KK MUME[ Komnnekc 5 muHepanos
Mpod. KK MUME[ Bruoxmmuns kposu: pacLl. npoduss
Mpod. KK MUME[ Bruoxmmuns KpoBu: MUHUM. NPod.
Broxmmus kpoBu: MUHMManbHoe obcregoBaHne
Broxmmus kpoBu: MakcmanbHoe obcrnegoBaHue
KoHTponb aHemun

BroxakuHr check-up

Mpodunb KeHCKOoM MONOAOCTH

9405,00

8465,00

7525,00

8465,00

4590,00

4590,00

9180,00
9645,00
12065,00

21710,00
2830,00
3640,00
4270,00
1685,00
2115,00

2970,00
2540,00
3395,00

7105,00
5295,00
7160,00
8000,00
3080,00

3300,00
1405,00
7720,00
5085,00
2330,00
12890,00
4100,00
5300,00
9650,00
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Meaok61 Buonorunyeckuit nacnopt 4400,00 pyo
Menok62 Komnnekc "ObcnegoBaHue nocrie pogos” 14900,00 py6
Meaok63 Komnnekc "O6cnegoBaHue nocrie pogos" Beaywumii Bpad  16900,00  py6



